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(57) Abstract: The sequences of antisense nucleic acids which inhibit the proliferation of prokaryotes are disclosed. Cell-based 
assays which employ the antisense nucleic acids to identify and develop antibiotics are also disclosed. The antisense nucleic acids 
can also be used to identify proteins required for proliferation, express these proteins or portions thereof, obtain antibodies capable 
^ of specifically binding to the expressed proteins, and to use those expressed proteins as a screen to isolate candidate molecules 
for ration,?! drug discovery programs. The nucleic acids can also he used to screen for homologous nucleic acids that are required 
for proliferation in cells other than Staphylococcus aureus, Salmonella typhimurium, Klebsiella pneumoniae, and Pseudomonas 
aeruginosa. The nucleic acids of the present invention can also be used in various assay systems to screen for proliferation required 
^ genes in other organisms. 
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IDENTIFICATION OF ESSENTIAL GENES IN MICROORGANISMS 

Sequence Listing 

The present application is being filed along with quadruplicate copies of a CD-ROM 
marked "Copy 1 - SEQUENCE LISTING PART," "Copy 2 - SEQUENCE LISTING PART," 
5 "Copy 3 - SEQUENCE LISTING PART," and "CRF" containing a Sequence Listing in electronic 
format. The quadruplicate copies of the CD-ROM each contain a file entitled 
034WC_final.ST25.txt, created on March 15, 2002, which is 181,323,31 1 bytes in size. 

background of the Invention 
Since the discovery of penicillin, the use of antibiotics to treat the ravages of bacterial 
10 infections has saved millions of lives. With the advent of these "miracle drugs," for a time it was 
popularly believed that humanity might, once and for all, be saved from the scourge of bacterial 
infections. In fact, during the 1980s and early 1990s, many large pharmaceutical companies cut 
back or eliminated antibiotics research and development. They believed that infectious disease 
caused by bacteria finally had been conquered and that markets for new drugs were limited. 
15 Unfortunately, this belief was overly optimistic. 

The tide is beginning to turn in favor of the bacteria as reports of drug resistant bacteria 
become more frequent The United States Centers for Disease Control announced that one of the most 
powerful known antibiotics, vancomycin, was unable to treat an infection of the common 
Staphylococcus aureus (staph). This organism is commonly found in our environment and is 
20 responsible for many nosocomial infections. The import of this announcement becomes clear when 
one considers that vancomycin was used for years to treat infections caused by Staphylococcus 
species as well as other stubborn strains of bacteria. In short, bacteria are becoming resistant to our 
most powerful antibiotics. If this trend continues, it is conceivable that we will return to a time 
when what are presently considered minor bacterial infections are fatal diseases. 
25 Over-prescription and improper prescription habits by some physicians have caused an 

indiscriminate increase in the availability of antibiotics to the public. The patients are also partly 
responsible, since they will often improperly use the drug, thereby generating yet another population of 
bacteria that is resistant, in whole or in part, to traditional antibiotics. 

The bacterial pathogens that have haunted humanity remain, in spite of the development of 
30 modem scientific practices to deal with the diseases that they cause. Drug resistant bacteria are now an 
increasing threat to the health of humanity. A new generation of antibiotics is needed to once again 
deal with the pending health threat that bacteria present. 

Discovery of New Antibiotics 
As more and more bacterial strains become resistant to the panel of available antibiotics, 
35 new antibiotics are required to treat infections. In the past, practitioners of pharmacology would 
have to rely upon traditional methods of drug discovery to generate novel, safe and efficacious 
compounds for the treatment of disease. Traditional drug discovery methods involve blindly testing 
potential drug candidate-molecules, often selected at random, in the hope that one might prove to be 
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an effective treatment for some disease. The process is painstaking and laborious, with no 
guarantee of success. Today, the average cost to discover and develop a new drug exceeds US $500 
million, an "d the average time from laboratory to patient is 15 years. Improving this process, even 
incrementally, would represent a huge advance in the generation of novel antimicrobial agents. 
5 Newly emerging practices in drug discovery utilize a number of biochemical techniques to 

provide for directed approaches to creating new drugs, rather than discovering them at random. For 
example, gene sequences and proteins encoded thereby that are required for the proliferation of a 
cell or microorganism make excellent targets since exposure of bacteria to compounds active 
against these targets would result in the inactivation of the cell or microorganism. Once a target is 

10 identified, biochemical analysis of that target can be used to discover or to design molecules that 
interact with and alter the functions of the target. Use of physical and computational techniques to 
analyze structural and biochemical properties of targets in order to derive compounds that interact 
with such targets is called rational drug design and offers great potential. Thus, emerging drug 
discovery practices use molecular modeling techniques, combinatorial chemistry approaches, and 

15 other means to produce and screen and/or design large numbers of candidate compounds. 

Nevertheless, while this approach to drug discovery is clearly the way of the future, 
problems remain. For example, the initial step of identifying molecular targets for investigation can 
be an extremely time consuming task. It may also be difficult to design molecules that interact with 
the target by using computer modeling techniques. Furthermore, in cases where the function of the 

20 target is not known or is poorly understood, it may be difficult to design assays to detect molecules 
that interact with and alter the functions of the target. To improve the rate of novel drug discovery 
and development, methods of identifying important molecular targets in pathogenic cells or 
microorganisms and methods for identifying molecules that interact with and alter the functions of 
such molecular targets are urgently required. 

25 Escherichia coli represents an excellent model system to understand bacterial biochemistry 

and physiology. The estimated 4288 genes scattered along the 4.6 x 10 6 base pairs of the 
Escherichia coli (E. coli) chromosome offer tremendous promise for the understanding of bacterial 
biochemical processes. In turn, this knowledge will assist in the development of new tools for the 
diagnosis and treatment of bacteria-caused human disease. The entire E. coli genome has been 

30 sequenced, and this body of information holds a tremendous potential for application to the 
discovery and development of new antibiotic compounds. Yet, in spite of this accomplishment, the 
general functions or roles of many of these genes are still unknown. For example, the total number 
of proliferation-required genes contained within the E. coli genome is unknown, but has been 
variously estimated at around 200 to 700 (Armstrong, K.A. and Fan, D.P. Essential Genes in the 

35 metB-malB Region of Escherichia coli K12, 1975, J. Bacterid 126: 48-55). 

Staphylococcus aureus is a Gram positive microorganism which is the causative agent of 
many infectious diseases. Local infection by Staphylococcus aureus can cause abscesses on skin 
and cellulitis in subcutaneous tissues and can lead to toxin-related diseases such as toxic shock and 
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scalded skin syndromes. Staphylococcus aureus can cause serious systemic infections such as 
osteomyelitis, endocarditis, pneumonia, and septicemia. Staphylococcus aureus is also a common 
cause of food poisoning, often arising from contact between prepared food and infected food 
industry workers. Antibiotic resistant strains of Staphylococcus aureus have recently been 
5 identified, including those that are now resistant to all available antibiotics, thereby severely 
limiting the options of care available to physicians. 

Pseudomonas aeruginosa is an important Gram negative opportunistic pathogen. It is the 
most common Gram negative found in nosocomial infections. P. aeruginosa is responsible for 16% 
of nosocomial pneumonia cases, 12% of hospital-acquired urinary tract infections, 8% of surgical 
10 wound infections, and 10% of bloodstream infections. Immunocompromised patients, such as 
neutropenic cancer and bone marrow transplant patients, are particular susceptible to opportunistic 
infections. In this group of patients, P. aeruginosa is responsible for pneumonia and septicemia 
with attributable deaths reaching 30%. P. aeruginosa is also one of the most common and lethal 
pathogens responsible for ventilator-associated pneumonia in intubated patients, with directly 
15 attributable death rates reaching 38%. Although P. aeruginosa outbreaks in burn patients are rare, it 
is associated with 60% death rates. In the AIDS population, P. aeruginosa is associated with 50% 
of deaths. Cystic fibrosis patients are characteristically susceptible to chronic infection by P. 
aeruginosa, which is responsible for high rates of illness and death. Current antibiotics work poorly 
for CF infections (Van Delden & Igelwski. 1998. Emerging Infectious Diseases 4:551-560; 
20 references therein). 

The gram negative enteric bacterial genus, Salmonella, encompasses at least 2 species. One 
of these, S. enterica, is divided into multiple subspecies and thousands of serotypes or serovars 
(Brenner, et al. 2000 J. Clin. Microbiol. 38:2465-2467). The 5. enterica human pathogens include 
serovars Typhi, Paratyphi, Typhimurium, Cholerasuis, and many others deemed so closely related 
25 that they are variants of a widespread species. Worldwide, disease in humans caused by Salmonella 
is a very serious problem. In many developing countries, S. enterica ser. Typhi still causes often- 
fatal typhoid fever. This problem has been reduced or eliminated in wealthy industrial states. 
However, enteritis induced by Salmonella is widespread and is the second most common disease 
caused by contaminated food in the United States (Edwards, BH 1999 "Salmonella and Shigella 
30 species" Clin. Lab Med. 19(3):469-487). Though usually self-limiting in healthy individuals, others 
such as children, seniors, and those with compromising illnesses can be at much greater risk of 
serious illness and death. 

Some S. enterica serovars (e.g. Typhimurium) cause a localized infection in the 
gastrointestinal tract. Other serovars (i.e. Typhi and Paratyphi) cause a much more serious systemic 
35 infection. In animal models, these roles can be reversed which has allowed the use of the relatively 
safe S. enterica ser. Typhimurium as a surrogate in mice for the typhoid fever agent, S. entenca ser. 
Typhi. In mice, S. enterica ser Typhimurium causes a systemic infection similar in outcome to 
typhoid fever. Years of study of the Salmonella have led to the identification of many determinants 
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of virulence in animals and humans. Salmonella is interesting in its ability to localize to ana invaae 
the intestinal epithelium, induce morphologic changes in target cells via injection of certain cell- 
remodeling proteins, and to reside intracellularly in membrane-bound vesicles (Wallis, TS and 
Galyov, EE 2000 "Molecular basis of Salmonella-induced enteritis." Molec. Microb. 36:997-1005; 
5 Falkow, S "The evolution of pathogenicity in Escherichia, Shigella, and Salmonella/' Chap. 149 in 
Neidhardt, et al. eds pp 2723-2729; Gulig, PA "Pathogenesis of Systemic Disease," Chap. 152 in 
Neidhardt, et al. ppp 2774-2787). The immediate infection often results in a severe watery diarrhea 
but Salmonella also can establish and maintain a subclinical carrier state in some individuals. 
Spread is via food contaminated with sewage. 

10 The gene products implicated in Salmonella pathogenesis include type three secretion 

systems (TTSS), proteins affecting cytoplasmic structure of the target cells, many proteins carrying 
out functions necessary for survival and proliferation of Salmonella in the host, as well as 
"traditional" factors such as endotoxin and secreted exotoxins. Additionally, there must be factors 
mediating species-specific illnesses. Despite this most of the genomes of S. enterica ser. Typhi (see 

15 http://www.sanger.ac.uk/Projects/S_typhi/ for the genome database) and 5. enterica ser. 
Typhimurium (see http://genome.wustl.edu/gsc/bacterial/salmonella.shtml for the genome database) 
are highly conserved and are mutually useful for gene identification in multiple serovars. The 
Salmonella are a complex group of enteric bacteria causing disease similar to but distinct from 
other gram negative enterics such as E. coli and have been a focus of biomedical research for the 

20 last century. 

Enterococciis faecalis, a Gram positive bacterium, is by far the most common member of 
the enterococci to cause infections in humans. Enterococcus faecium generally accounts for less 
than 20% of clinical isolates. Enterococci infections are mostly hospital-acquired though they are 
also associated with some community-acquired infections. Of nosocomial infections enterococci 

25 account for 12% of bacteremia, 15% of surgical wound infections, 14% of urinary tract infections, 
and 5 tol5% of endocarditis cases (Huycke, M, M., D. F., Sahm and M. S. Gilmore. 1998. 
Emerging Infectious Diseases 4:239-249). Additionally enterococci are frequently associated with 
intraabdominal and pelvic infections. Enterococci infections are often hard to treat because they are 
resistant to a vast array of antimicrobial drugs, including aminoglycosides, penicillin, ampicillin 

30 and vancomycin. The development of multiple-drug resistant (MDR) enterococci has made this 
bacteria a major concern for treating nosocomial infections. 

Current drug discovery methods involve screening large number of prospective therapeutic 
compounds to identify those that are effective therapeutic agents or that can be optimized to provide 
an effective therapeutic agents. For example, the compounds to be evaluated for therapeutic 

35 activity may be members of a library of compounds generated by combinatorial chemistry or 
members of a library of natural products. 

Unfortunately, current methods are laborious and time consuming and may yield 
compounds which have already been identified or which act on gene products which are already 
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targeted by an existing therapeutic agent. In addition, a large number of compounds have been 
identified which have antimicrobial activity but which cannot be administered to individuals 
suffering from infection due to the fact that their targets are unknown. 

The above reasons underscore the urgency of developing new antibiotics that are effective 
5 against Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa, and Salmonella typhimurium. Accordingly, there is an urgent need for 
more novel methods to identify and characterize bacterial genomic sequences that encode gene 
products involved in proliferation, and are thereby potential new targets for antibiotic development. 
Likewise, there is a need for rapid screening techniques which yield novel compounds or 
10 compounds which act on novel targets as well as a need for methods which permit the identification 
of the target on which a compound with antimicrobial activity acts. 

Prior to the present invention, the discovery of Escherichia coli, Staphylococcus aureus, 
Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, and Salmonella 
typhimurium genes required for proliferation of the microorganism was a painstaking and slow 
15 process. Rapid screening techniques for identifying novel targets on which novel compounds act 
were undeveloped. While the detection and identification of new cellular drug targets within a 
Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa, and Salmonella typhimurium cell is key for novel antibiotic development 
and effective treatment, the current methods of drug target discovery available prior to this 
20 invention have required painstaking processes requiring years of effort. 

Summary of the Invention 
Some aspects of the present invention are described in the numbered paragraphs below. 

1. A purified or isolated nucleic acid sequence comprising a nucleotide sequence 
consisting essentially of one of SEQ ID NOs: 1-6213, wherein expression of said nucleic acid 

25 inhibits proliferation of a cell . 

2. The nucleic acid sequence of Paragraph 1, wherein said nucleotide sequence is 
complementary to at least a portion of a coding sequence of a gene whose expression is required for 
proliferation of a cell. 

3. The nucleic acid of Paragraph 1, wherein said nucleic acid sequence is 
30 complementary to at least a portion of a nucleotide sequence of an RNA required for proliferation 

of a cell. 

4. The nucleic acid of Paragraph 3, wherein said RNA is an RNA comprising a 
sequence of nucleotides encoding more than one gene product. 

5. A purified or isolated nucleic acid comprising a fragment of one of SEQ ID NOs.: 
35 1-6213, said fragment selected from the group consisting of fragments comprising at least 10, at 

least 20, at least 25, at least 30, at least 50 and more than 50 consecutive nucleotides of one of SEQ 
ID NOs: 1-6213. 



5 
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6. The fragment of Paragraph 5, wherein said fragment is included in a nucleic acid 
obtained from an organism selected from the group consisting of Acinetobacter baumannii, 
Anaplasma marginale, Aspergillus fianigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella 
pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burklwlderia 

5 mallei, Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis 
glabrata), Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida krusei, 
Candida kefyr (also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia 
pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Clostridium perfringens, Coccidioides immitis, Corynebacterium diptheriae, 

10 Cryptococcus neoformans, Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, 
Escherichia coli, Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella 
pneumoniae, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, 
Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, 
Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, 

15 Nocardia aster oides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, 
Proteus mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 

20 Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enterocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 

7. The fragment of Paragraph 5, wherein said fragment is included in a nucleic acid 
obtained from an organism other than Escherichia coll 

25 8. A vector comprising a promoter operably linked to the nucleic acid of any one of 

Paragraphs 1-7. 

9. The vector of Paragraph 8, wherein said promoter is active in a microorganism 
selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus 
fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 

30 Burkholderia cepacia, Burkholderia fungoiixm, Burkholderia mallei, Campylobacter jejuni, 
Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida 
parapsilosis, Candida guilliermondii, Candida Icrusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 

35 Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
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Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
5 Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimuriwn, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutatis, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
1 0 Yersinia pestis and any species falling within the genera of any of the above species. 

10. A host cell containing the vector of Paragraph 8 or Paragraph 9. 

11. A purified or isolated antisense nucleic acid comprising a nucleotide sequence 
complementary to at least a portion of an intragenic sequence, intergenic sequence, sequences 
spanning at least a portion of two or more genes, 5' noncoding region, or 3' noncoding region 

15 within an operon comprising a proliferation-required gene whose activity or expression is inhibited 
by an antisense nucleic acid comprising the nucleotide sequence of one of SEQ ID NOs.: 1-6213. 

12. The purified or isolated antisense nucleic acid of Paragraph 11, wherein said 
antisense nucleic acid is complementary to a nucleic acid from an organism selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 

20 anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida Izrusei, Candida kefyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 

25 Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faeciam, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 

30 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 

35 typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
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urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia ehterocoliiica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

13. The purified or isolated antisense nucleic acid of Paragraph 11, wherein said 
nucleotide sequence is complementary to a nucleotide sequence of a nucleic acid from an organism 

5 other than E. colu 

14. The purified or isolated antisense nucleic acid of Paragraph 11, wherein said 
proliferation-required gene comprises a nucleotide sequence selected from the group consisting of 
SEQ ID NOS.: 6214-42397. 

15. A purified or isolated nucleic acid comprising a nucleotide sequence having at least 
10 70% identity to a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, 

fragments comprising at least 25 consecutive nucleotides of SEQ ID NOs.: 1-6213, the nucleotide 
sequences complementary to SEQ ID NOs.: 1-6213 and the sequences complementary to fragments 
comprising at least 25 consecutive nucleotides of SEQ ID NOs.: 1-6213 as determined using 
BLASTN version 2.0 with the default parameters. 

15 16. The purified or isolated nucleic acid of Paragraph 15, wherein said nucleic acid is 

obtained from an organism selected from the group consisting of Acinetobacter baumannii, 
Anaplasma marginale, Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella 
pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia 
mallei, Campylobacter jejuni, Candida albicans, Candida glabrata (also called Tondopsis 

20 glabrata), Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida Icrusei, 
Candida kejyr (also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia 
pneumoniae 1 , Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Clostridium perfringens, Coccidioides immitis, Corynebacterium diptheriae, 
Cryptococcus neoformans, Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, 

25 Escherichia coli, Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella 
pneumoniae, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, 
Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, 
Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, 
Nocardia asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, 

30 Proteus mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 

35 Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enterocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 

17. The nucleic acid of Paragraph 15, wherein said nucleic acid is obtained from an 
organism other than E. coli. 
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18. A vector comprising a promoter operably linked to a nucleic acid encoding a 
polypeptide whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence of any one of SEQ ID NOs.: 1-6213. 

19. The vector of Paragraph 18, wherein said nucleic acid encoding said polypeptide is 
5 obtained from an organism selected from the group consisting of Acinetobacter baumannii, 

Anaplasma marginale, Aspergillus jumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella 
pertussis. Borrelia burgdorferi. Burkholderia cepacia. Burkholderia fungorum. BurkJiolderia 
mallei, Campylobacter jejuni. Candida albicans, Candida glabrata (also called Torulopsis 
glabrataX Candida tropicalis. Candida parapsilosis, Candida guilliermondii. Candida krusei, 

10 Candida kefyr (also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia 
pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Clostridium perfringens, Coccidioides immitis, Corynebacterium diptheriae, 
Cfyptococcus neoformans, Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, 
Escherichia coli, Haemophilus influenzae, Helicobacter pylon, Histoplasma capsulatum, Klebsiella 

15 pneumoniae, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, 
Mycobacterium avium. Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, 
Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, 
Nocardia asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, 
Proteus mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 

20 syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae, Streptococcus mutans. Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 

25 enterocolitica. Yersinia pestis and any species falling within the genera of any of the above species. 

20. The vector of Paragraph 18, wherein said nucleotide sequence encoding said 
polypeptide is obtained from an organism other than E. coli. 

21. A host cell containing the vector of Paragraph 1 8 . 

22. The vector of Paragraph 18, wherein said polypeptide comprises a polypeptide 
30 comprising an amino acid sequence selected from the group consisting of SEQ ID NOs: 42398- 

78581. 

23. The vector of Paragraph 18, wherein said promoter is operably linked to a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214- 
42397. 

35 24. A purified or isolated polypeptide comprising a polypeptide whose expression is 

inhibited by an antisense nucleic acid comprising a nucleotide sequence of any one of SEQ ID 
NOs.: 1-6213, or a fragment selected from the group consisting of fragments comprising at least 5, 
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at least 10, at least 20, at least 30, at least 40, at least 50, at least 60 or more than 60 consecutive 
amino acids of one of the said polypeptides. 

25. The polypeptide of Paragraph 24, wherein said polypeptide comprises an amino 
acid sequence of any one of SEQ ID NOs.: 42398-78581 or a fragment comprising at least 5, at 

5 least 10, at least 20, at least 30, at least 40, at least 50, at least 60 or more than 60 consecutive 
amino acids of a polypeptide comprising an amino acid sequence selected from the group consisting 
of SEQ ID NOs.: 42398-78581. 

26. The polypeptide of Paragraph 24, wherein said polypeptide is obtained from an 
organism selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, 

10 Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 
burgdorferi, Burlcliolderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter 
jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, 
Candida parapsilosis, Candida guilliermondii, Candida Icrusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 

15 Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Coiynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 

20 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia aster oides, Pasteur ella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syi'ingae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 

25 typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

30 27. The polypeptide of Paragraph 24, wherein said polypeptide is obtained from an 

organism other than E. coli. 

28. A purified or isolated polypeptide comprising a polypeptide having at least 25% 
amino acid identity to a polypeptide whose expression is inhibited by a nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, or at least 25% 

35 amino acid identity to a fragment comprising at least 10, at least 20, at least 30, at least 40, at least 
50, at least 60 or more than 60 consecutive amino acids of a polypeptide whose expression is 
inhibited by a nucleic acid comprising a nucleotide sequence selected from the group consisting of 
SEQ ID NOs.: 1-6213 as determined using FASTA version 3.0t78 with the default parameters. 
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29. The polypeptide of Paragraph 28, wherein- said polypeptide has at least 25% 
identity to a polypeptide comprising one of SEQ ID NOs: 42398-78581 or at least 25% identity to a 
fragment comprising at least 5, at least 10, at least 20, at least 30, at least 40, at least 50, at least 60 
or more than 60 consecutive amino acids of a polypeptide comprising one of SEQ ID NOs.: 42398- 

5 78581 as determined using FASTA version 3.0t78 with the default parameters. 

30. The polypeptide of Paragraph 28, wherein said polypeptide is obtained from an 
organism selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, 
Aspergillus jumigatus, Bacillus anthracis, Bacteroides jragilis, Bordetella pertussis, Borrelia 
burgdorferi, Burkholderia cepacia, Burkliolderia Jungorum, Burkholderia mallei, Campylobacter 

10 jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata\ Candida tropicalis, 
Candida parapsilosis, Candida guilliermondii, Candida Icrusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Entei'obacter 

15 cloacae, Enter 'ococcus faecalis, Enter ococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 

20 haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vtdgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 

25 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vidnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

31. The polypeptide of Paragraph 28, wherein said polypeptide is obtained from an 
organism other than E. coli. 

30 32. An antibody capable of specifically binding the polypeptide of one of Paragraphs 

28-31. 

33. A method of producing a polypeptide, comprising introducing a vector comprising 
a promoter operably linked to a nucleic acid comprising a nucleotide sequence encoding a 
polypeptide whose expression is inhibited by an antisense nucleic acid comprising one of SEQ ID 

35 NOs.: 1-6213 into a cell. 

34. The method of Paragraph 33, further comprising the step of isolating said 
polypeptide. 
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35. The method of Paragraph 33, wherein said polypeptide comprises an amino acid 
sequence selected from the group consisting of SEQ ID NOs.: 42398-78581. 

36. The method of Paragraph 33, wherein said nucleic acid encoding said polypeptide 
is obtained from an organism selected from the group consisting of Acinetobacter baumannii, 
Anaplasma marginale, Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella 
pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia 
mallei, Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis 
glabratd), Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida Icrusei, 
Candida kefyr (also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia 
pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Clostridium perfringens, Coccidioides immitis, Corynebacteriurn diptheriae, 
Qyptococcus neoformans, Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, 
Escherichia coli, Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatwn, Klebsiella 
pneumoniae, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, 
Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, 
Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, 
Nocardia asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, 
Proteus mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella Jlexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enterocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 

37. The method of Paragraph 33, wherein said nucleic acid encoding said polypeptide 
is obtained from an organism other than E. coli. 

38. The method of Paragraph 33, wherein said promoter is operably linked to a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214- 
42397. 

39. A method of inhibiting proliferation of a cell in an individual comprising inhibiting 
the activity or reducing the amount of a gene product whose expression is inhibited by an antisense 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 
1-6213 or inhibiting the activity or reducing the amount of a nucleic acid encoding said gene 
product. 

40. The method of Paragraph 39, wherein said method comprises inhibiting said 
activity or reducing said amount of a gene product in an organism selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
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Burkholderia fiingorwn, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kejyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
5 Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
10 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
15 typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica,. 
Yersinia pestis and any species falling within the genera of any of the above species. 
20 41. The method of Paragraph 39, wherein said method comprises inhibiting said 

activity or reducing said amount of a gene product in an organism other than E. coli. 

42. The method of Paragraph 39, wherein said gene product is present in an organism 
other than E. coli. 

43. The method of Paragraph 39, wherein said gene product comprises a polypeptide 
25 comprising a sequence selected from the group consisting of SEQ ED NOs.: 42398-7858 1 . 

44. A method for identifying a compound which influences the activity of a gene 
product required for proliferation, said gene product comprising a gene product whose expression is 
inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, said method' comprising: 

30 contacting said gene product with a candidate compound; and 

determining whether said compound influences the activity of said gene product. 

45. The method of Paragraph 44, wherein said gene product is from an organism 
selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus 
fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 

35 Burkholderia cepacia, Burkholderia fungomm, Burldtolderia mallei, Campylobacter jejuni, 
Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida 
parapsilosis, Candida guilliermondii, Candida Icrusei, Candida kejyr (aiso called Candida 
pseudotropicalis\ Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
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Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfiingens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 

5 Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 

10 Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Sfreptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 

1 5 Yersinia pestis and any species falling within the genera of any of the above species. 

46. The method of Paragraph 44, wherein said gene product is from an organism other 
than E. coli, 

47. The method of Paragraph 44, wherein said gene product is a polypeptide and said 
activity is an enzymatic activity. 

20 48. The method of Paragraph 44, wherein said gene product is a polypeptide and said 

activity is a carbon compound catabolism activity. 

49. The method of Paragraph 44, wherein said gene product is a polypeptide and said 
activity is a biosynthetic activity. 

50. The method of Paragraph 44, wherein said gene product is a polypeptide and said 
25 activity is a transporter activity. 

51. The method of Paragraph 44, wherein said gene product is a polypeptide and said 
activity is a transcriptional activity. 

52. The method of Paragraph 44, wherein said gene product is a polypeptide and said 
activity is a DNA replication activity. 

30 53. The method of Paragraph 44, wherein said gene product is a polypeptide and said 

activity is a cell division activity. 

54. The method of Paragraph 44, wherein said gene product is an RNA. 

55. The method of Paragraph 44, wherein said gene product is a polypeptide 
comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 

35 78581. 

56. A compound identified using the method of Paragraph 44. 

57. A method for identifying a compound or nucleic acid having the ability to reduce 
the activity or level of a gene product required for proliferation, said gene product comprising a 
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gene product whose activity or expression is inhibited by an antisense nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, said method 
comprising: 

(a) contacting a target gene or RNA encoding said gene product with a candidate 
5 compound or nucleic acid; and 

(b) measuring an activity of said target. 

58. The method of Paragraph 57, wherein said target gene or RNA is from an organism 
selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus 
fumigatus, Bacillus anthracis, Bacteroides jragilis, Bordetella pertussis, Borrelia burgdorferi, 

10 Burkholderia cepacia, Burhholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Candida albicans, Candida glabrata (also called Torulopsis glabratd), Candida tropicalis, Candida 
parapsilosis, Candida guilliermondii, Candida krusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 

15 Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Eschenchia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 

20 pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Sliigella flexneri, Shigella sonnei, 

25 Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

59. The method of Paragraph 57, wherein said target gene or RNA is from an organism 
30 other than E. coli. 

60. The method of Paragraph 57, wherein said gene product is from an organism other 
than E. coli. 

61. The method of Paragraph 57, wherein said target is a messenger RNA molecule 
and said activity is translation of said messenger RNA. 

35 62. The method of Paragraph 57, wherein said target is a messenger RNA molecule 

and said activity is transcription of a gene encoding said messenger RNA. 

63. The method of Paragraph 57, wherein said target is a gene and said activity is 
transcription of said gene. 
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64. The method of Paragraph 57, wherein said target is a nontransTated RNAlnd said 
activity is processing or folding of said nontranslated KNA or assembly of said nontranslated RNA 
into a protein/RNA complex. 

65. The method of Paragraph 57, wherein said target is a messenger RNA molecule 
5 encoding a polypeptide comprising an amino acid sequence selected from the group consisting of 

SEQIDNOs.:42398-7858L 

66. The method of Paragraph 57, wherein said target comprises a nucleic acid selected 
from the group consisting of SEQ ID NOS.: 6214-42397. 

67. A compound or nucleic acid identified using the method of Paragraph 57. 

10 68. A method for identifying a compound which reduces the activity or level of a gene 

product required for proliferation of a cell, wherein the activity or expression of said gene product 
is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, said method comprising the steps of: 

(a) providing a sublethal level of an antisense nucleic acid comprising a nucleotide 
15 sequence complementary to a nucleic acid comprising a nucleotide sequence encoding said 

gene product in a cell to reduce the activity or amount of said gene product in said cell, 
thereby producing a sensitized cell; 

(b) contacting said sensitized cell with a compound; and 

(c) determining the degree to which said compound inhibits proliferation of said 
20 sensitized cell relative to' a cell which does not contain said antisense nucleic acid. 

69. The method of Paragraph 68, wherein said determining step comprises determining ■ 
whether said compound inhibits the growth of said sensitized cell to a greater extent than said 
compound inhibits the growth of a nonsensitized cell. 

70. The method of Paragraph 68, wherein said cell is a Gram positive bacterium. 

25 71- The method of Paragraph 68, wherein said Gram positive bacterium is selected 

from the group consisting of Staphylococcus species, Streptococcus species, Enter ococcus species, 
Mycobacterium species, Clostridium species, and Bacillus species. 

72. The method of Paragraph 68, wherein said bacterium is Staphylococcus aureus. 

73. The method of Paragraph 72, wherein said Staphylococcus species is coagulase 
30 negative. 

74. The method of Paragraph 72, wherein said bacterium is selected from the group 
consisting of Staphylococcus aureus RN450 and Staphylococcus aureus RN4220. 

75. The method of Paragraph 68, wherein said cell is an organism selected from the 
group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, 
Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia 
cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, 
Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis f 
Candida guilliermondii, Candida Icrusei, Candida kefyr (also called Candida pseudotropicalis\ 
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Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, ~ Closhidhim 
acetobutyliciim, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 

5 Helicobacter pylori, Histoplasma capsidatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacteriiwi bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis caiinii, Proteus mirabilis, Proteus vulgaris, 

10 Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 

15 urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

76. The method of Paragraph 68, wherein said cell is not an E. coli cell. 

77. The method of Paragraph 68, wherein said gene product is from an organism other 
than E. coli. 

20 78. The method of Paragraph 68, wherein said antisense nucleic acid is transcribed 

from an inducible promoter. 

79. The method of Paragraph 68, further comprising the step of contacting said cell 
with a concentration of inducer which induces transcription of said antisense nucleic acid to a 
sublethal level. 

25 80. The method of Paragraph 68, wherein growth inhibition is measured by monitoring 

optical density of a culture growth solution. 

81. The method of Paragraph 68, wherein said gene product is a polypeptide. 

82. The method of Paragraph 81, wherein said polypeptide comprises an amino acid 
sequence selected from the group consisting of SEQ ID NOs.: 42398-78581. 

30 83 . The method of Paragraph 68, wherein said gene product is an RNA. 

84. The method of Paragraph 68, wherein nucleic acid encoding said gene product 
comprises a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397. 

85. A compound identified using the method of Paragraph 68. 

86. A method for inhibiting cellular proliferation comprising introducing an effective 
35 amount of a compound with activity against a gene whose activity or expression is inhibited by an 

antisense nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 1-6213 or a compound with activity against the product of said gene into a population of 
cells expressing said gene. 
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87. The method of Paragraph 86, wherein said compound is an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, or a 
proliferation-inhibiting portion thereof. 

88. The method of Paragraph 86, wherein said proliferation inhibiting portion of one of 
5 SEQ ID NOs.: 1-6213 is a fragment comprising at least 10, at least 20, at least 25, at least 30, at 

least 50 ormore than 51 consecutive nucleotides of one of SEQ ID NOs.: 1-6213. 

89. The method of Paragraph 86, wherein said population is a population of Gram 
positive bacteria. 

90. The method of Paragraph 89, wherein said population of Gram positive bacteria is 
10 selected from the group consisting of a population of Staphylococcus species, Streptococcus 

species, Enterococcus species, Mycobacterium species, Clostridium species, and Bacillus species. 

91. The method of Paragraph 86, wherein said population is a population of 
Staphylococcus aureus. 

92. The method of Paragraph 91, wherein said population is a population of a 
15 bacterium selected from the group consisting of Staphylococcus aureus RN450 and Staphylococcus 

aureus RN4220. 

93. The method of Paragraph 86, wherein said population is a population of a 
bacterium selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, 
Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 

20 burgdorferi, Burkholderia cepacia, Burldiolderia fiingorum, Burkholderia mallei, Campylobacter 
jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, 
Candida par apsilosis, Candida guilliermondii, Candida krusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostiidium perfringens, 

25 Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 

30 pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysentenae, Shigella flexneri, Shigella sonnei, 

35 Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 
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94. The method of Paragraph 86, wherein said population is a population of an 

organism other than E. coli. 

95. The method of Paragraph 86, wherein said product of said gene is from an 

organism other than E. coli. 
5 96. The method of Paragraph 86, wherein said gene encodes a polypeptide comprising 

an amino acid sequence selected from the group consisting of SEQ ED NOs.: 42398-78581. 

97. The method of Paragraph 86, wherein said gene comprises a nucleotide sequence 
selected from the group consisting of SEQ ID NOS.: 6214-42397. 

98. A composition comprising an effective concentration of an antisense nucleic acid 
10 comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, or a 

proliferation-inhibiting portion thereof in a pharmaceutical^ acceptable carrier. 

99. the composition of Paragraph 98, wherein said proliferation-inhibiting portion of 
one of SEQ ID NOs.: 1-6213 comprises at least 20, at least 25, at least 30, at least 50 or more than 
50 consecutive nucleotides of one of SEQ ID NOs.: 1-6213. 

15 100. A method for inhibiting the activity or expression of a gene in an operon required 

for proliferation wherein the activity or expression of at least one gene in said operon is inhibited by 
an antisense nucleic acid comprising a sequence selected from the group consisting of SEQ ID 
NOs.: 1-6213, said method comprising contacting a cell in a cell population with an antisense 
nucleic acid complementary to at least a portion of said operon. 

20 101. The method of Paragraph 100, wherein said antisense nucleic acid comprises a 

nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213 or a proliferation- 
inhibiting portion thereof. 

102. The method of Paragraph 100, wherein said cell is selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 

25 anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkliolderia cepacia, 
Burkholderia fungoram, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliennondii, Candida Icrusei, Candida kefyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 

30 Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 

35 Mycobacterium leprae, Mycobacteiium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas synngae, Salmonella bongori, 
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Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
5 urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

103 . The method of Paragraph 100, wherein said cell is not an E. coli cell. 

104. The method of Paragraph 100, wherein said gene is from an organism other than E. 

coli. 

10 105. The method of Paragraph 100, wherein said cell is contacted with said antisense 

nucleic acid by introducing a plasmid which expresses said antisense nucleic acid into said cell 
population. 

106. The method of Paragraph 100, wherein said cell is contacted with said antisense 
nucleic acid by introducing a phage which encodes said antisense nucleic acid into said cell 

15 population. 

107. The method of Paragraph 100, wherein said cell is contacted with said antisense 
nucleic acid by expressing said antisense nucleic acid from the chromosome of cells in said cell 
population. 

108. The method of Paragraph 100, wherein said cell is contacted with said antisense 
20 nucleic acid by introducing a promoter adjacent to a chromosomal copy of said antisense nucleic 

acid such that said promoter directs the transcription of said antisense nucleic acid. 

109. The method of Paragraph 100, wherein said cell is contacted with said antisense 
nucleic acid by introducing a retron which expresses said antisense nucleic acid into said cell 
population. 

25 110. The method of Paragraph 100, wherein said cell is contacted with said antisense 

nucleic acid by introducing a ribozyme into said cell-population, wherein a binding portion of said 

ribozyme comprises said antisense nucleic acid. 

111. The method of Paragraph 100, wherein said cell is contacted with said antisense 

nucleic acid by introducing a liposome comprising said antisense nucleic acid into said cell. 
30 112. The method of Paragraph 100, wherein said cell is contacted with said antisense 

nucleic acid by electroporation of said antisense nucleic acid into said cell. 

113. The method of Paragraph 100, wherein said antisense nucleic acid is a fragment 

comprising at least 10, at least 20, at least 25, at least 30, at least 50 or more than 50 consecutive 

nucleotides of one of SEQ ID NOs.: 1-6213. 
35 114. The method of Paragraph 100 wherein said antisense nucleic acid is a synthetic 

oligonucleotide. 

1 15. The method of Paragraph 100, wherein said gene comprises a nucleotide sequence 
selected from the group consisting of SEQ ID NOS.: 6214-42397. 
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116. A method for identifying a gene which is required for proliferation of a cell 
comprising: 

(a) contacting a cell with an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, wherein said cell is a 

5 cell other than the organism from which said nucleic acid was obtained; 

(b) determining whether said nucleic acid inhibits proliferation of said cell; and 

(c) identifying the gene in said cell which encodes the mRNA which is 
complementary to said antisense nucleic acid or a portion thereof. 

117. The method of Paragraph 116, wherein said cell is selected from the group 
10 consisting of Staphylococcus species, Streptococcus species, Enterococcus species, Mycobacterium 

species, Clostridium species, and Bacillus species. 

118. The method of Paragraph 116 wherein said cell is selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus jumigatus, Bacillus 
anthracis t Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 

15 BurkJxolderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata\ Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida Icrusei, Candida Icejyr (also called Candida pseudotropicalis) y Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 

20 Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 

25 pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 

30 Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus liaemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio paraliaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

119. The method of Paragraph 116, wherein said cell is not E. coli. 

35 120. The method of Paragraph 116, further comprising operably linking said antisense 

nucleic acid to a promoter which is functional in said cell, said promoter being included in a vector, 
and introducing said vector into said cell. 



WO 02/077183 PCT/US02/09107 

121 . A method for identifying a compound having the ability to inhibit proliferation of a 
cell comprising: 

(a) identifying a homolog of a gene or gene product whose activity or level is 
inhibited by a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs. 1-62 13 in a test cell, wherein said test cell is not the cell from 
which said nucleic acid was obtained; 

(b) identifying an inhibitory nucleic acid sequence which inhibits the activity of 
said homolog in said test cell; 

(c) contacting said test cell with a sublethal level of said inhibitory nucleic acid, 
thus sensitizing said cell; 

(d) contacting the sensitized cell of step (c) with a compound; and 

(e) determining the degree to which said compound inhibits proliferation of said 
sensitized cell relative to a cell which does not contain said inhibitory nucleic acid. 

122. The method of Paragraph 121, wherein said determining step comprises 
determining whether said compound inhibits proliferation of said sensitized test cell to a greater 
extent than said compound inhibits proliferation of a nonsensitized test cell. 

123. The method of Paragraph 121, wherein step (a) comprises identifying a nucleic acid 
homologous to a gene or gene product whose activity or level is inhibited by a nucleic acid selected 
from the group consisting of SEQ ID NOs. 1-6213 or a nucleic acid encoding a homologous 
polypeptide to a polypeptide whose activity or level is inhibited by a nucleic acid selected from the 
group consisting of SEQ ID NOs. 1-6213 by using an algorithm selected from the group consisting 
of BLASTN version 2.0 with the default parameters and FASTA version 3.0t78 algorithm with the 
default parameters to identify said homologous nucleic acid or said nucleic acid encoding a 
homologous polypeptide in a database. 

124. The method of Paragraph 121 wherein said step (a) comprises identifying a 
homologous nucleic acid or a nucleic acid comprising a sequence of nucleotides encoding a 
homologous polypeptide by identifying nucleic acids which hybridize to said nucleic acid selected 
from the group consisting of SEQ ID NOs. 1-6213 or the complement of said nucleic acid selected 
from the group consisting of SEQ ID NOs. 1-6213. 

125. The method of Paragraph 121 wherein step (a) comprises expressing a nucleic acid 
selected from the group consisting of SEQ ID NOs. 1-6213 in said test cell. 

126. The method of Paragraph 121, wherein step (a) comprises identifying a 
homologous nucleic acid or a nucleic acid encoding a homologous polypeptide in a test cell 
selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus 
jumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burkholderia fungomm, Burkholderia mallei, Campylobacter jejuni, 
Candida albicans, Candida glabrata (also called Torulopsis glabrata\ Candida tropicalis, Candida 
parapsilosis, Candida guilliermondii, Candida Icrusei, Candida kejyr (also called Candida 
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pseudotropicalis), Candida dubliniensis, Chlamydia • pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enter obacter 
cloacae, Enter ococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 

5 Helicobacter pylon, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 

10 Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexnai, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 

15 urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

127. The method of Paragraph 121, wherein step (a) comprises identifying a 
homologous nucleic acid or a nucleic acid encoding a homologous polypeptide in a test cell other 
than E. coli. 

20 128. The method of Paragraph 121, wherein said inhibitory nucleic acid is an antisense 

nucleic acid. 

129. The method of Paragraph 121, wherein said inhibitory nucleic acid comprises an 
antisense nucleic acid to a portion of said homolog. 

130. The method of Paragraph 121, wherein said inhibitory nucleic acid comprises an 
25 antisense nucleic acid to a portion of the operon encoding said homolog. 

131. The method of Paragraph 121, wherein the step of contacting the cell with a 
sublethal level of said inhibitory nucleic acid comprises directly contacting the surface of said cell 
with said inhibitory nucleic acid. 

132. The method of Paragraph 121, wherein the step of contacting the cell with a 
30 sublethal level of said inhibitory nucleic acid comprises transcribing an antisense nucleic acid 

complementary to at least a portion of the RNA transcribed from said homolog in said cell. 

133. The method of Paragraph 121, wherein said gene product comprises a polypeptide 
comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 
78581. 

35 134. The method of Paragraph 121, wherein said gene comprises a nucleotide sequence 

selected from the group consisting of SEQ ID NOS.: 6214-42397. 

135. A compound identified using the method of Paragraph 121. 
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136. A method of identifying a compound having the ability to inhibit proliferation 
comprising: 

(a) contacting a test cell with a sublethal level of a nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs. 1-6213 or a 

5 portion thereof which inhibits the proliferation of the cell from which said nucleic acid was 

obtained, thus sensitizing said test cell; 

(b) contacting the sensitized test cell of step (a) with a compound; and 

(c) determining the degree to which said compound inhibits proliferation of said 
sensitized test cell relative to a cell which does not contain said nucleic acid. 

10 137. The method of Paragraph 136, wherein said determining step comprises 

determining whether said compound inhibits proliferation of said sensitized test cell to a greater 
extent than said compound inhibits proliferation of a nonsensitized test cell. 

138. A compound identified using the method of Paragraph 136. 

139. The method of Paragraph 136, wherein said test cell is selected from the group 
15 consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 

anthracis, Bacteroides fragilis, Bordeiella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida Icrusei, Candida kefyr (also called Candida pseudotropicalis), Candida 

20 dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 

25 monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 

30 Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitis, 

35 Yersinia pestis and any species falling within the genera of any of the above species. 

140. The method of Paragraph 136, wherein the test cell is not E. coll 

141. A method for identifying a compound having activity against a biological pathway 
required for proliferation comprising: 
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(a) sensitizing a cell by providing a sublethal level of an antisense nucleic acid 
complementary to a nucleic acid encoding a gene product required for proliferation, 
wherein the activity or expression of said gene product is inhibited by an antisense nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID 

5 NOs.: 1-6213, in said cell to reduce the activity or amount of said gene product; 

(b) contacting the sensitized cell with a compound; and 

(c) determining the degree to which said compound inhibits the growth of said 
sensitized cell relative to a cell which does not contain said antisense nucleic acid. 

142. The method of Paragraph 141, wherein said determining step comprises 
10 determining whether said compound inhibits the growth of said sensitized cell to a greater extent 

than said compound inhibits the growth of a nonsensitized cell. 

143. The method of Paragraph 141, wherein said cell is selected from the group 
consisting of bacterial cells, fungal cells, plant cells, and animal cells. 

144. The method of Paragraph 141, wherein said cell is a Gram positive bacterium. 

15 145. The method of Paragraph 144, wherein said Gram positive bacterium is selected 

from the group consisting of Staphylococcus species, Streptococcus species, Enterococcus species, 
Mycobacterium species, Clostridium species, and Bacillus species. 

146. The method of Paragraph 145, wherein said Gram positive bacterium is 
Staphylococcus aureus. 

20 147. The method of Paragraph 146, wherein said Gram positive bacterium is selected 

from the group consisting of Staphylococcus aureus RN450 and Staphylococcus aureus RN4220. 

148. The method of Paragraph 141, wherein said cell is selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anihracis, Bacteroides fragilis, Bordetella pertussis, Boirelia burgdorferi, Burkholderia cepacia, 

25 Burkholderia fungorurn, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kefyr (also called Candida pseudotropicalis) 9 Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium peifringens, Coccidioides immitis, 

30 Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tubercidosis, Mycoplasma genitalium, Mycoplasma 

35 pneumoniae, Neisseria gonorrhoeae, Neisseiia meningitidis, Nocardia asteivides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
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typhimuriwn, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidennidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
5 Yersinia pestis and any species falling within the genera of any of the above species. 

149. The method of Paragraph 141, wherein said cell is not an E. coli cell. 

150. The method of Paragraph 141, wherein said gene product is from an organism other 
than E. coli. 

151. The method of Paragraph 141, wherein said antisense nucleic acid is transcribed 
10 from an inducible promoter. 

152. The method of Paragraph 141, further comprising contacting the cell with an agent 
which induces transcription of said antisense nucleic acid from said inducible promoter, wherein 
said antisense nucleic acid is transcribed at a sublethal level. 

153. The method of Paragraph 141, wherein inhibition of proliferation is measured by 
15 monitoring the optical density of a liquid culture. 

154. The method of Paragraph 141, wherein said gene product comprises a polypeptide 
comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 
78581. 

155. The method of Paragraph 141, wherein said nucleic acid encoding said gene 
20 product comprises a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 

6214-42397. 

156. A compound identified using the method of Paragraph 141. 

157. A method for identifying a compound having the ability to inhibit cellular 
proliferation comprising: 

25 ( a ) contacting a cell with an agent which reduces the activity or level of a gene 

product required for proliferation of said cell, wherein said gene product is a gene product 
whose activity or expression is inhibited by an antisense nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213; 
(b) contacting said cell with a compound; and 

30 ( c ) determining whether said compound reduces proliferation of said contacted cell 

by acting on said gene product. 

158. The method of Paragraph 157, wherein said determining step comprises 
determining whether said compound reduces proliferation of said contacted cell to a greater extent 
than said compound reduces proliferation of cells which have not been contacted with said agent. 

35 159. The method of Paragraph 157, wherein said cell is selected from the group 

consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdoiferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
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glabrata (also called Torulopsis glabrata\ Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kefyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 

5 Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum t Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 

10 pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syiingae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimwium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 

15 Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 
160. The method of Paragraph 1 57, wherein said cell is not an E. coli cell. 

20 161. The method of Paragraph 157, wherein said gene product is from an organism other 

than E. coli. 

162. The method of Paragraph 157, wherein said agent which reduces the activity or 

level of a gene product required for proliferation of said cell comprises an antisense nucleic acid to 

a gene or operon required for proliferation. 
25 163. The method of Paragraph 157, wherein said agent which reduces the activity or 

level of a gene product required for proliferation of said cell comprises a compound known to 

inhibit growth or proliferation of a cell. 

164. The method of Paragraph 157, wherein said cell contains a mutation which reduces 

the activity or level of said gene product required for proliferation of said cell. 
30 165. The method of Paragraph 157, wherein said mutation is a temperature sensitive 

mutation. 

166. The method of Paragraph 157, wherein said gene product comprises a polypeptide 
comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 
78581. 

35 167. A compound identified using the method of Paragraph 157. 

168. A method for identifying the biological pathway in which a proliferation-required 
gene or its gene product lies, v/nerein said gene or gene product comprises a gene or gene product 
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whose activity or expression is inhibited by an antisense nucleic acid comprising a sequence 
selected from the group consisting of SEQ ID NOs.: 1-6213, said method comprising: 

(a) providing a sublethal level of an antisense nucleic acid which inhibits the 
activity of said proliferation-required gene or gene product in a test cell; 
5 (b) contacting said test cell with a compound known to inhibit growth or 

proliferation of a cell, wherein the biological pathway on which said compound acts is 
known; and 

(c) determining the degree to which said proliferation of said test cell is inhibited 
relative to a cell which was not contacted with said compound. 
10 169. The method of Paragraph 168, wherein said determining step comprises 

determining whether said test cell has a substantially greater sensitivity to said compound than a 
cell which does not express said sublethal level of said antisense nucleic acid. 

170. The method of Paragraph 168, wherein said gene product comprises a polypeptide 
comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 

15 78581. 

171. The method of Paragraph 168, wherein said test cell is selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 

20 glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kefyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Coiynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 

25 faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 

30 haemolytica, Pasteurella rnultocida, Pneumocystis carinii, Proteus mirabilis, Proteus vidgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 

35 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyiicum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

172. The method of Paragraph 1 68, wherein said test cell is not an E. coli cell. 
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173. The method of Paragraph 168, wherein said gene product is from an organism other 

than E. coli. 

174. A method for determining the biological pathway on which a test compound acts 
comprising: 

5 (a) providing a sublethal level of an antisense nucleic acid complementary to a 

proliferation-required nucleic acid in a first cell, wherein the activity or expression of said 
proliferation-required nucleic acid is inhibited by an antisense nucleic acid comprising a 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213 and wherein the 
biological pathway in which said proliferation-required nucleic acid or a protein encoded 

1 o by said proliferation-required nucleic acid lies is known, 

(b) contacting said first cell with said test compound; and 

(c) determining the degree to which said test compound inhibits proliferation of 
said first cell relative to a cell which does not contain said antisense nucleic acid. 

175. The method of Paragraph 174, wherein said determining step comprises 
15 determining whether said first cell has a substantially greater sensitivity to said test compound than 

a cell which does not express said sublethal level of said antisense nucleic acid. 

176. The method of Paragraph 174, further comprising: 

(d) providing a sublethal level of a second antisense nucleic acid complementary to 
a second proliferation-required nucleic acid in a second cell, wherein said second 

20 proliferation-required nucleic acid is in a different biological pathway than said 

proliferation-required nucleic acid in step (a); and 

(e) determining whether said second cell does not have a substantially greater 
sensitivity to said test compound than a cell which does not express said sublethal level of 
said second antisense nucleic acid, wherein said test compound is specific for the biological 

25 pathway against which the antisense nucleic acid of step (a) acts if said first cell has a 

substantially greater sensitivity to said test compound than said second cell. 

177. The method of Paragraph 174, wherein said first cell is selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 

30 BurJdiolderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabraia (also called Tortdopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliennondii, Candida Icrusei, Candida kefyr (also called Candida pseudotropicalis) 9 Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 

35 Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
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Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
5 Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
10 Yersinia pestis and any species falling within the genera of any of the above species. 

178. The method of Paragraph 174, wherein said first cell is not an E. coli cell. 

179. The method of Paragraph 174, wherein said proliferation-required nucleic acid is 
from an organism other than E. coli. 

180. A purified or isolated nucleic acid comprising a sequence selected from the group 
15 consisting of SEQ ID NOs.: 1-6213. 

181. A compound which interacts with a gene or gene product whose activity or 
expression is inhibited by an antisense nucleic acid comprising a nucleotide sequence of one of 
SEQ ID NOs.:' 1-6213 to inhibit proliferation. 

182. The compound of Paragraph 181, wherein said gene product is a polypeptide 
20 comprising one of SEQ ID NOs.: 42398-78581 . 

183. The compound of Paragraph 181, wherein said gene comprises a nucleotide 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397. 

184. A compound which interacts with a gene product whose expression is inhibited by 
an antisense nucleic acid comprising a nucleotide sequence of one of SEQ ID NOs.: 1-6213 to 

25 inhibit proliferation. 

1 85. A method for manufacturing an antibiotic comprising the steps of: 
screening one or more candidate compounds to identify a compound that reduces the 

activity or level of a gene product required for proliferation, said gene product comprising a gene 
product whose activity or expression is inhibited by an antisense nucleic acid comprising a 
30 nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-62 13; and 
manufacturing the compound so identified. 

186. The method of Paragraph 185, wherein said screening step comprises performing 
any one of the methods of Paragraphs 44, 68, 121, 136, 141, and 157. 

187. The method of Paragraph 185, wherein said gene product is a polypeptide 
35 comprising one of SEQ ID NOs:42398-78581. 

188. A method for inhibiting proliferation of a cell in a subject comprising administering 
an effective amount of a compound that reduces the activity or level of a gene product required for 
proliferation of said cell, said gene product comprising a gene product whose activity or expression 
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is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 to said subject 

189. The method of Paragraph 188 wherein said subject is selected from the group 
consisting of vertebrates, mammals, avians, and human beings. 
5 190. The method of Paragraph 188, wherein said gene product comprises a polypeptide 

comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 
78581. 

191. The method of Paragraph 188, wherein said cell is selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fitmigatus, Bacillus 

10 anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkliolderia cepacia, 
Burkholderia fungorum, Burkliolderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata\ Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kejyr (also called Candida pseudotropicalis) y Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 

15 Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium dipiheriae, Qyptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catan'halis, Mycobacterium avium, Mycobacterium bovis, 

20 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 

25 typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

30 192. The method of Paragraph 1 88, wherein said cell is not E. coli. 

193. The method of Paragraph 1 88, wherein said gene product is from an organism other 
than E. coli. 

194. A purified or isolated nucleic acid consisting essentially of the coding sequence of 
one of SEQ ID NOs: 6214-42397. 

35 195. A fragment of the nucleic acid of Paragraph 8, said fragment comprising at least 

10, at least 20, at least 25, at least 30, at least 50 or more than 50 consecutive nucleotides of one of 
SEQ ID NOs: 6214-42397. 
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196. A purified or isolated nucleic acid comprising a nucleic acid having at least 70% 
nucleotide sequence identity to a nucleotide sequence selected from the group consisting of SEQ ED 
NOs.: 6214-42397, fragments comprising at least 25 consecutive nucleotides of SEQ ID NOs.: 
6214-42397, the nucleotide sequences complementary to SEQ ID NOs.:6214-42397, and the 

5 nucleotide sequences complementary to fragments comprising at least 25 consecutive nucleotides 
of SEQ ID NOs.: 6214-42397 as determined using BLASTN version 2.0 with the default 
parameters. 

197. The nucleic acid of Paragraph 196, wherein said nucleic acid is from an organism 
selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus 

10 fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Candida albicans, Candida glabrata (also called Torulopsis glabrata\ Candida tropicalis, Candida 
parapsilosis, Candida guilliermondii, Candida Icrusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 

15 Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Crypiococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 

20 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 

25 typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidennidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio par ahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

30 198 - The nucleic acid of Paragraph 196, wherein said nucleic acid is from an organism 

other than E. coli. 

199. A method of inhibiting proliferation of a cell comprising inhibiting the activity or 
reducing the amount of a gene product in said cell or inhibiting the activity or reducing the amount 
of a nucleic acid encoding said gene product in said cell, wherein said gene product is selected from 
35 the group consisting of a gene product having having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a gene product whose 
expression is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from 
the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid having at 
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least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the default 
parameters to a nucleic acid encoding a gene product whose expression is inhibited by an antisense 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ ID 
NOs: 1-6213, a gene product having at least 25% amino acid identity as determined using FASTA 
5 version 3.0t78 with the default parameters to a gene product whose expression is inhibited by an 
antisense nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 1-6213, a gene product encoded by a nucleic acid which hybridizes to a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213 
under stringent conditions, a gene product encoded by a nucleic acid which hybridizes to a nucleic 
10 acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213 
under moderate conditions, and a gene product whose activity may be complemented by the gene 
product whose activity is inhibited by a nucleic acid comprising a nucleotide sequence selected 
from the group consisting of SEQ ID NOs: 1-6213. 

200. The method of Paragraph 199, wherein said method comprises inhibiting said 
15 activity or reducing said amount of said gene product or inhibiting the activity or reducing the 
amount of a nucleic acid encoding said gene product in an organism selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
20 glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida, 
guilliermondii, Candida krusei, Candida kejyr (also called Candida pseudotropicalis), Candida , 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Cojynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
25 faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tubercidosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
30 haemolytica, Pasteurella muliocida, Pneumocystis carinii, Proteus mirabilis, Proteus vidgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syiingae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimuriwn, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
35 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species failing within the genera of any of the above species. 
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201. The method of Paragraph 199, wherein said method comprises inhibiting said 
activity or reducing said amount of said gene product or inhibiting the activity or reducing the 
amount of a nucleic acid encoding said gene product in an organism other than E. colL 

202. The method of Paragraph 199, wherein said gene product is from an organism other 
than E. colL 

203. The method of Paragraph 199, wherein said gene product comprises a polypeptide 
selected from the group consisting of a polypeptide having at least 25% amino acid identity as 
determined using FASTA version 3.0t78 to a polypeptide selected from the group consisting of 
SEQ ID NOs.: 42398-78581 and a polypeptide whose activity may be complemented by a 
polypeptide selected from the group consisting of SEQ ID NOs: 42398-78581. 

204. The method of Paragraph 199, wherein said gene product is encoded by a nucleic 
acid selected from the group consisting of a nucleic acid comprising a nucleic acid having at least 
70% nucleotide sequence identity as determined using BLASTN version 2.0 with the default 
parameters to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214- 
42397, a nucleic acid comprising a nucleotide sequence which hybridizes to a sequence selected 
from the group consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic 
acid comprising a nucloetide sequence which hybridizes to a nucleotide sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42397 under moderate condtions. 

205. A method for identifying a compound which influences the activity of a gene 
product required for proliferation comprising: 

contacting a candidate compound with a gene product selected from the group 
consisting of a gene product having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a gene product whose expression 
is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid having 
at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with 
the default parameters to a nucleic acid encoding a gene product whose expression is 
inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs:l-6213, a gene product having at least 25% amino acid 
identity as determined using FASTA version 3.0t78 with the default parameters to a gene 
product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic 
acid selected from the group consisting of SEQ ID NOs.: 1-6213 under stringent 
conditions, a gene product encoded by a nucleic acid comprising a nucleotide sequence 
which hybridizes to a nucleic acid selected from the group consisting of SEQ ID NOs.: 1- 
6213 under moderate conditions, and a gene product whose activity may be complemented 
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by the gene product whose activity is inhibited by a nucleic acid selected from the group 
consisting of SEQ ID NOs: 1-6213; and 

determining whether said candidate compound influences the activity of said gene 

product. 

5 206. The method of Paragraph 205, wherein said gene product is from an organism 

selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus 
fumigates, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Candida albicans, Candida glabrata (also called Torulopsis glabrata\ Candida tropicalis, Candida 

10 parapsilosis, Candida guilliermondii, Candida krusei, Candida kefyr (also called Candida 
pseudotropicalis\ Candida dubliniemis, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 

15 Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella • 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 

20 Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 

25 urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

207. The method of Paragraph 205, wherein said gene product is from an organism other 
than E. coli. 

208. The method of Paragraph 205, wherein said gene product is a polypeptide selected 
30 from the group consisting of a polypeptide having at least 25% amino acid identity as deteiToined 

using FASTA version 3.0t78 to a polypeptide selected from the group consisting of SEQ ID NOs.: 
42398-78581 and a polypeptide whose activity may be complemented by a polypeptide selected 
from the group consisting of SEQ ID NOs: 42398-78581. 

209. The method of Paragraph 205, wherein said gene product is encoded by a nucleic 
35 acid selected from the group consisting of a nucleic acid comprising a nucleic acid having at least 

70% nucleotide sequence identity as determined using BLASTN version 2.0 with the default 
parameters to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214- 
42397, a nucleic acid which hybridizes to a sequence selected from the group consisting of SEQ ID 
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NOS.: 6214-42397 under stringent conditions, and a nucleic acid which hybridizes to a sequence 
selected from the group consisting of SEQ ID NOS.: 6214-42397 under moderate condtions. 

210. A compound identified using the method of Paragraph 205. 

211. A method for identifying a compound or nucleic acid having the ability to reduce 
the activity or level of a gene product required for proliferation comprising: 

(a) providing a target that is a gene or RNA, wherein said target comprises a 
nucleic acid that encodes a gene product selected from the group consisting of a gene 
product having having at least 70% nucleotide sequence identity as determined using 
BLASTN version 2.0 with the default parameters to a gene product whose expression is 
inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid having 
at least 70% nucleic acid identity as determined using BLASTN version 2.0 with the 
default parameters to a nucleic acid encoding a gene product whose expression is inhibited 
by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs: 1-6213, a gene product having at least 25% amino acid identity 
as determined using FASTA version 3.0t78 with the default parameters to a gene product 
whose expression is inhibited by an antisense nucleic acid comprising a sequence selected 
from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic 
acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the 
group consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product 
encoded by a nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic 
acid selected from the group consisting of SEQ ID NOs.: 1-6213 under moderate 
conditions, and a gene product whose activity may be complemented by the gene product 
whose activity is inhibited by a nucleic acid selected from the group consisting of SEQ ID 
NOs: 1-6213; 

(b) contacting said target with a candidate compound or nucleic acid; and 

(c) measuring an activity of said target. 

212. The method of Paragraph 21 1, wherein said target gene or RNA is from an 
organism selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, 
Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 
burgdorferi, Burkholderia cepacia, BurMiolderia fungorum, Burkholderia mallei, Campylobacter 
jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, 
Candida parapsilosis, Candida guilliermondii, Candida Icrusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Crypiococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
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Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 

5 Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 

10 urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

213. The method of Paragraph 211, wherein said target gene or RNA is from an 
organism other than E. coli. 

214. The method of Paragraph 211, wherein said gene product is from an organism other 
15 than i£c0/z. 

215. The method of Paragraph 211, wherein said target is a messenger RNA molecule 
and said activity is translation of said messenger RNA. 

216. The method of Paragraph 211, wherein said compound is a nucleic acid and said 
activity is translation of said gene product. 

20 217. The method of Paragraph 211, wherein said target is a gene and said activity is 

transcription of said gene. 

218. The method of Paragraph 211, wherein said target is a nontranslated RNA and said 
activity is processing or folding of said nontranslated RNA or assembly of said nontranslated RNA 
into a protein/RNA complex. 

25 219. The method of Paragraph 211, wherein said target gene is a messenger RNA 

molecule encoding a polypeptide selected from the group consisting of a polypeptide having at least 
25% amino acid identity as determined using FASTA version 3.0t78 to a polypeptide selected from 
the group consisting of SEQ ID NOs.: 42398-78581 and a polypeptide whose activity may be 
complemented by a polypeptide selected from the group consisting of SEQ ID NOs: 42398-78581. 

30 220. The method of Paragraph 11, wherein said target gene comprises a nucleic acid 

selected from the group consisting of a nucleic acid comprising a nucleic acid having at least 70% 
nucleotide sequence identity as determined using BLASTN version 2.0 with the default parameters 
to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a 
nucleic acid which hybridizes to a sequence selected from the group consisting of SEQ ID NOS.: 

35 6214-42397 under stringent conditions, and a nucleic acid which hybridizes to a sequence selected 
from the group consisting of SEQ ID NOS.: 6214-42397 under moderate condtions. 

221 . A compound or nucleic acid identified using the method of Paragraph 211. 
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222. A method for identifying a compound which reduces the activity or level of a gene 
product required for proliferation of a cell comprising: 

(a) providing a sublethal level of an antisense nucleic acid complementary to a 
nucleic acid encoding said gene product in a cell to reduce the activity or amount of said 
5 gene product in said cell, thereby producing a sensitized cell, wherein said gene product is 

selected from the group consisting of a gene product having having at least 70% nucleic 
acid identity as determined using BLASTN version 2.0 with the default parameters to a 
gene product whose expression is inhibited by an antisense nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene 

10 product encoded by a nucleic acid having at least 70% nucleotide sequence identity as 

determined using BLASTN version 2.0 with the default parameters to a nucleic acid 
encoding a gene product whose expression is inhibited by an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs:l- 
6213, a gene product having at least 25% amino acid identity as determined using FASTA 

15 version 3.0t78 with the default parameters to a gene product whose expression is inhibited 

by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid comprising a 
nucleotide sequence which hybridizes to a nucleic acid selected from the group consisting 
of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a nucleic 

20 acid comprising a nucleotide sequence which hybridizes to a nucleic acid comprising a 

nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213 under 
moderate conditions, and a gene product whose activity may be complemented by the gene 
product whose activity is inhibited by a nucleic acid selected from the group consisting of 
SEQ ID NOs: 1-6213; 

25 (b) contacting said sensitized cell with a compound; and 

(c) determining the degree to which said compound inhibits the growth of said 
sensitized cell relative to a cell which does not contain said antisense nucleic acid. 

223. The method of Paragraph 222, wherein said determining step comprises 
determining whether said compound inhibits the growth of said sensitized cell to a greater extent 

30 than said compound inhibits the growth of a nonsensitized cell. 

224. The method of Paragraph 222, wherein said sensitized cell is a Gram positive 
bacterium. 

225. The method of Paragraph 224, wherein said Gram positive bacterium is selected 
from the group consisting of Staphylococcus species, Streptococcus species, Enterococcus species, 

35 Mycobacterium species, Clostridium species, and Bacillus species. 

226. The method of Paragraph 225, wherein said bacterium is Staphylococcus aureus. 

227. The method of Paragraph 224, wherein said Staphylococcus species is coagulase 
negative. 
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228. The method of Paragraph 226, wherein said bacterium is selected from the group 
consisting of Staphylococcus aureus RN450 and Staphylococcus aureus RN4220. 

229. The method of Paragraph 222, wherein said sensitized cell is an organism selected 
from the group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus 

5 fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burkholderia fungorum, Burfdiolderia mallei, Campylobacter jejuni, 
Candida albicans, Candida glabrata (also called Torulopsis glabrata\ Candida tropicalis, Candida 
parapsilosis, Candida guilliermondii, Candida krusei, Candida kejyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 

10 Clostridium acetobutylicum, Clostridium boiulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacier 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 

15 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 

20 typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

25 230. The method of Paragraph 222, wherein said cell is an organism other than E. coli. 

23 1 . The method of Paragraph 222, wherein said gene product is from an organism other 
than E. coli. 

232. The method of Paragraph 222, wherein said antisense nucleic acid is transcribed 
from an inducible promoter. 

30 233. The method of Paragraph 222, further comprising the step of contacting said cell 

with a concentration of inducer which induces transcription of said antisense nucleic acid to a 
sublethal level. 

234. The method of Paragraph 222, wherein growth inhibition is measured by 
monitoring optical density of a culture medium. 
35 235. The method of Paragraph 222, wherein said gene product is a polypeptide. 

236. The method of Paragraph 235, wherein said polypeptide comprises a polypeptide 
selected from the group consisting of a polypeptide having at least 25% amino acid identity as 
determined using FASTA version 3.0t78 to a polypeptide selected from the group consisting of 
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SEQ ID NOs.: 42398-78581 and a polypeptide whose activity may be complemented by a 
polypeptide selected from the group consisting of SEQ ID NOs: 42398-78581. 

237. The method of Paragraph 222, wherein said gene product is an RNA. 

238. The method of Paragraph 222, wherein said nucleic acid encoding said gene 
5 product comprises a nucleic acid selected from the group consisting of a nucleic acid comprising a 

nucleic acid having at least 70% nucleic acid identity as determined using BLASTN version 2.0 
with the default parameters to a sequence selected from the group consisting of SEQ ID NOS.; 
6214-42397, a nucleic acid which hybridizes to a sequence selected from the group consisting of 
SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid which hybridizes to a 
10 sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 under moderate 
condtions. 

239. A compound identified using the method of Paragraph 222. 

240. A method for inhibiting cellular proliferation comprising introducing a compound 
with activity against a gene product or a compound with activity against a gene encoding said gene 

15 product into a population of cells expressing said gene product, wherein said gene product is 
selected from the group consisting of a gene product having at least 70% nucleotide sequence 
identity as determined using BLASTN version 2.0 with the default parameters to a gene product 
whose expression is inhibited by an antisense nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic 
20 acid having at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 
with the default parameters to a nucleic acid encoding a gene product whose expression is inhibited, 
by an antisense nucleic acid comprising a nucleotide sequence selected from the group consisting of 
SEQ ID NOs:l-6213, a gene product having at least 25% amino acid identity as determined using 
FASTA version 3.0t78 with the default parameters to a gene product whose expression is inhibited 
by an antisense nucleic acid comprising a nucleotide sequence selected from the group consisting of 
SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid comprising a nucleotide sequence 
which hybridizes to a nucleic acid selected from the group consisting of SEQ ID NOs.: 1-6213 
under stringent conditions, a gene product encoded by a nucleic acid comprising a nucleotide 
sequence which hybridizes to a nucleic acid selected from the group consisting of SEQ ID NOs.: 1- 
6213 under moderate conditions, and a gene product whose activity may be complemented by the 
gene product whose activity is inhibited by a nucleic acid selected from the group consisting of 
SEQ ID NOs: 1-6213. 

241 . The method of Paragraph 240, wherein said compound is an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, or a 

35 proliferation-inhibiting portion thereof. 

242. The method of Paragraph 240, wherein said proliferation inhibiting portion of one 
of SEQ ID NOs.: 1-6213 is a fragment comprising at least 10, at least 20, at least 25, at least 30, at 
least 50 or more than 51 consecutive nucleotides of one of SEQ ID NOs.: 1-6213. 
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243. The method of Paragraph 240, wherein said population is a population of Gram 
positive bacteria. 

244. The method of Paragraph 243, wherein said population of Gram positive bacteria is 
selected from the group consisting of a population of Staphylococcus species, Streptococcus 

5 species, Enterococcus species, Mycobacterium species, Clostridium species, and Bacillus species. 

245. The method of Paragraph 243, wherein said population is a population of 
Staphylococcus aureus. 

246. The method of Paragraph 245, wherein said population is a population of a 
bacterium selected from the group consisting of Staphylococcus aureus RN450 and Staphylococcus 

10 aureus RN4220. 

247. The method of Paragraph 240, wherein said population is a population of a 
bacterium selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, 
Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Bojrelia 
burgdorferi, Burkholderia cepacia, Burlcholderia fungorum, Burkholderia mallei, Campylobacter 

15 jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata) y Candida tropicalis, 
Candida parapsilosis, Candida guilliennondii, Candida h-usei, Candida kejyr (also called Candida 
pseudotropicalis\ Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformam, Enterobacter 

20 cloacae, Enterococcus faecalis, Enterococcus faecium, Escheiichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 

25 haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 

30 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

248. The method of Paragraph 240, wherein said population is a population of an 
organism other than E. coli. 

35 249. The method of Paragraph 240, wherein said product of said gene is from an 

organism other than E. coli. 

250. The method of Paragraph 240, wherein said gene product is selected from the 
group consisting of a polypeptide having at least 25% amino acid identity as determined using 



WO 02/077183 PCTYUS02/09107 
FASTA version 3.0t78 to a polypeptide selected from the group consisting of SEQ ID NOs.: 42398- 
78581 and a polypeptide whose activity may be complemented by a polypeptide selected from the 
group consisting of SEQ ID NOs: 42398-78581. 

251. The method of Paragraph 240, wherein said gene comprises a nucleic acid selected 
from the group consisting of a nucleic acid comprising a nucleic acid having at least 70% 
nucleotide sequence identity as determined using BLASTN version 2.0 with the default parameters 
to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a 
nucleic acid comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected 
from the group consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic 
acid comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42397 under moderate condtions. 

252. A preparation comprising an effective concentration of an antisense nucleic acid in 
a pharmaceutically acceptable carrier wherein said antisense nucleic acid is selected from the group 
consisting of a nucleic acid comprising a sequence having at least 70% nucleotide sequence identity 
as determined using BLASTN version 2.0 with the default parameters to a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 1-6213 or a proliferation-inhibiting portion 
thereof, a nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected 
from the group consisting of SEQ ID NOs.: 1-6213 under stringent conditions, and a nucleic acid 
comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the group 
consisting of SEQ ID NOs.: 1-6213 under moderate conditions. 

253. The preparation of Paragraph 252, wherein said proliferation-inhibiting portion of 
one of SEQ ID NOs.: 1-6213 comprises at least 10, at least 20, at least 25, at least 30, at least 50 or 
more than 50 consecutive nucleotides of one of SEQ ID NOs.: 1-6213. 

254. A method for inhibiting the activity or expression of a gene in an operon which 
encodes a gene product required for proliferation comprising contacting a cell in a cell population 
with an antisense nucleic acid comprising at least a proliferation-inhibiting portion of said operon in 
an antisense orientation, wherein said gene product is selected from the group consisting of a gene 
product having at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 
with the default parameters to a gene product whose expression is inhibited by an antisense nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, 
a gene product encoded by a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a 
gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs:l-6213, a gene product having at least 
25% amino acid identity as determined using FASTA version 3.0t78 with the default parameters to 
a gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ED NOs.: 1-6213, a gene product encoded by a 
nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the 
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group consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a 
nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the 
group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 
activity may be complemented by the gene product whose activity is inhibited by a nucleic acid 
5 selected from the group consisting of SEQ ID NOs: 1-6213. 

255. The method of Paragraph 254, wherein said antisense nucleic acid comprises a 
nucleotide sequence having at least 70% nucleotide sequence identity as determined using 
BLASTN version 2.0 with the default parameters to a nucleotide seqence selected from the group 
consisting of SEQ ID NOs.: 1-6213, a proliferation inhibiting portion thereof, a nucleic acid 

10 comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the group 
consisting of SEQ ID NOs. : 1 -62 1 3 under stringent conditions, and a nucleic acid which comprising 
a nucleotide sequence which hybridizes to a nucleic acid selected.from the group consisting of SEQ 
ID NOs.: 1-6213 under moderate conditions. 

256. The method of Paragraph 254, wherein said cell is selected from the group 
15 consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 

anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kefyr (also called Candida pseudotropicalis), Candida 

20 dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringem, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faeciwn, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 

25 monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas synngae, Salmonella bongori, 

30 Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidennidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 

35 Yersinia pestis and any species falling within the genera of any of the above species. 

257. The method of Paragraph 254, wherein said cell is not an E. coli cell. 

258. The method of Paragraph 254, wherein said gene is from an organism other than E. 

coli. 
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259. The method of Paragraph 254, wherein said cell is contacted with said antisense 
nucleic acid by introducing a plasmid which transcribes said antisense nucleic acid into said cell 
population. 

260. The method of Paragraph 254, wherein said cell is contacted with said antisense 
nucleic acid by introducing a phage which transcribes said antisense nucleic acid into said cell 
population. 

261. The method of Paragraph 254, wherein said cell is contacted with said antisense 
nucleic acid by transcribing said antisense nucleic acid from the chromosome of cells in said cell 
population. 

262. The method of Paragraph 254, wherein said cell is contacted with said antisense 
nucleic acid by introducing a promoter adjacent to a chromosomal copy of said antisense nucleic 
acid such that said promoter directs the synthesis of said antisense nucleic acid. 

263. The method of Paragraph 254, wherein said cell is contacted with said antisense 
nucleic acid by introducing a retron which expresses said antisense nucleic acid into said cell 
population. 

264. The method of Paragraph 254, wherein said cell is contacted with said antisense 
nucleic acid by introducing a ribozyme into said cell-population, wherein a binding portion of said 
ribozyme is complementary to said antisense oligonucleotide. 

265. The method of Paragraph 254, wherein said cell is contacted with said antisense 
nucleic acid by introducing a liposome comprising said antisense oligonucleotide into said cell. 

266. The method of Paragraph 254, wherein said cell is contacted with said antisense 
nucleic acid by electroporation of said antisense nucleic acid into said cell. 

267. The method of Paragraph 254, wherein said antisense nucleic acid has at least 70% 
nucleotide sequence identity as determined using BLASTN version 2.0 with the default parameters 
to a nucleotide sequence comprising at least 10, at least 20, at least 25, at least 30, at least 50 or 
more than 50 consecutive nucleotides of one of SEQ ID NOs.: 1-6213. 

268. The method of Paragraph 254 wherein said antisense nucleic acid is a synthetic 
oligonucleotide. 

269. The method of Paragraph 254, wherein said gene comprises a nucleic acid selected 
from the group consisting of a nucleic acid comprising a nucleic acid having at least 70% 
nucleotide sequence identity as determined using BLASTN version 2.0 with the default parameters 
to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a 
nucleic acid comprising a nucleotide sequence which hybridizes to a sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid 
comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42397 under moderate condtions. 

270. A method for identifying a gene which is required for proliferation of a cell 
comprising: 

44 



WO 02/077183 PCT/US02/09107 
(a) contacting a cell with an antisense nucleic acid selected from the group 
consisting of a nucleic acid at least 70% nucleotide sequence identity as determined using 
BLASTN version 2.0 with the default parameters to a nucleotide sequence selected from 
the group consisting of SEQ ID NOs.: 1-6213 or a proliferation-inhibiting portion thereof, a 
5 nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected 

from the group consisting of SEQ ID NOs.: 1-6213 under stringent conditions, and a 
nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected 
from the group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, wherein 
said cell is a cell other than the organism from which said nucleic acid was obtained; 
10 (b) determining whether said nucleic acid inhibits proliferation of said cell; and 

(c) identifying the gene in said cell which encodes the mRNA which is 
complementary to said antisense nucleic acid or a portion thereof. 

271. The method of Paragraph 270, wherein said cell is selected from the group 
consisting of Staphylococcus species, Sfreptococcus species, Enterococcus species, Mycobacterium 

15 species, Clostridium species, and Bacillus species. 

272. The method of Paragraph 270 wherein said cell is selected from the group 
consisting of Acinetobacter baumannii, Anaplasma jnarginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burldiolderia cepacia, 
Burkholderia fungorum, Burldiolderia mallei, Campylobacter jejuni, Candida albicans, Candida 

20 glabrata (also called Tomlopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida Icrusei, Candida kejyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 

25 faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobactenum bovis, 
Mycobacterium leprae, Mycobacterium tubercidosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 

30 haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 

35 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vxdnificans, Yersinia enterocolitica, 
Yersinia pestis and any species failing within the genera of any of the above species. 

273. The method of Paragraph 270, wherein said cell is not E. coli. 
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274. The method of Paragraph 270, further comprising operably linking said antisense 
nucleic acid to a promoter which is functional in said cell, said promoter being included in a vector, 
and introducing said vector into said cell. 

275 . A method for identifying a compound having the ability to inhibit proliferation of a 
5 cell comprising: 

(a) identifying a homolog of a gene or gene product whose activity or level is 
inhibited by an antisense nucleic acid in a test cell, wherein said test cell is not the 
microorgaism from which the antisense nucleic acid was obtained, wherein said antisense 
nucleic acid is selected from the group consisting of a nucleic acid having at least 70% 

10 nucleotide sequence identity as determined using BLASTN version 2.0 with the default 

parameters to a nucleotide sequence selected from the group consisting of SEQ ID NOs. 1- 
6213, a nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic acid 
selected from the group consisting of SEQ ID NOs.: 1-6213 under stringent conditions, and 
a nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected 

15 from the group consisting of SEQ ID NOs.: 1-6213 under moderate conditions; 

(b) identifying an inhibitory nucleic acid sequence which inhibits the activity of 
said homolog in said test cell; 

(c) contacting said test cell with a sublethal level of said inhibitory nucleic acid, 
thus sensitizing said cell; 

20 (d) contacting the sensitized cell of step (c) with a compound; and 

(e) determining the degree to which said compound inhibits proliferation of said 
sensitized cell relative to a cell which does not express said inhibitory nucleic acid. 

276. The method of Paragraph 275, wherein said determining step comprises 
determining whether said compound inhibits proliferation of said sensitized test cell to a greater 

25 extent than said compound inhibits proliferation of a nonsensitized test cell 

277. The method of Paragraph 275, wherein step (a) comprises identifying a 
homologous nucleic acid to a gene or gene product whose activity or level is inhibited by a nucleic 
acid having at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 
with the default parameters to a nucleotide sequence selected from the group consisting of SEQ ID 

30 NOs. 1-6213 or a nucleic acid encoding a homologous polypeptide to a polypeptide whose activity 
or level is inhibited by a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleotide sequence 
selected from the group consisting of SEQ ID NOs. 1-6213 by using an algorithm selected from the 
group consisting of BLASTN version 2.0 with the default parameters and FASTA version 3.0t78 

35 algorithm with the default parameters to identify said homologous nucleic acid or said nucleic acid 
encoding a homologous polypeptide in a database. 

278. The method of Paragraph 275 wherein said step (a) comprises identifying a 
homologous nucleic acid or a nucleic acid encoding a homologous polypeptide by identifying 
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nucleic acids comprising nucleotide sequences which hybridize to said nucleic acid having at least 
70% nucleotide sequence identity as determined using BLASTN version 2.0 with the default 
parameters to a nucleotide sequence selected from the group consisting of SEQ ID NOs. 1-6213 or 
the complement of the nucleotide sequence of said nucleic acid selected from the group consisting 
5 of SEQ ID NOs. 1-6213. 

279. The method of Paragraph 275 wherein step (a) comprises expressing a nucleic acid 
having at least 70% nucleic acid identity as determined using BLASTN version 2.0 with the default 
parameters to a sequence selected from the group consisting of SEQ ED NOs. 1-6213 in said test 
cell. 

10 280. The method of Paragraph 275, wherein step (a) comprises identifying a 

homologous nucleic acid or a nucleic acid encoding a homologous polypeptide in an test cell 
selected from the group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus 
fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 

15 Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida 
parapsilosis, Candida gidlliermondii, Candida krusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Coiynebacterium diptheiiae, Cryptococcus neofonnans, Enterobacter 

20 cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 

25 haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidennidis, Staphylococcus haemolyticus, Streptococcus 

30 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio paralxaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

281. The method of Paragraph 275, wherein step (a) comprises identifying a 
homologous nucleic acid or a nucleic acid encoding a homologous polypeptide in a test cell other 

35 than E. coli. 

282. The method of Paragraph 275, wherein said inhibitory nucleic acid is an antisense 
nucleic acid. 
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283. The method of Paragraph 275, wherein said inhibitory nucleic acid comprises an 
antisense nucleic acid to a portion of said homolog. 

284. The method of Paragraph 275, wherein said inhibitory nucleic acid comprises an 
antisense nucleic acid to a portion of the operon encoding said homolog. 

285. The method of Paragraph 275, wherein the step of contacting the cell with a 
sublethal level of said inhibitory nucleic acid comprises directly contacting said cell with said 
inhibitory nucleic acid. 

286. The method of Paragraph 275, wherein the step of contacting the cell with a 
sublethal level of said inhibitory nucleic acid comprises expressing an antisense nucleic acid to said 
homolog in said cell. 

287. The method of Paragraph 275, wherein said gene product comprises a polypeptide 
comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 
78581. 

288. The method of Paragraph 275, wherein said gene comprises a nucleic acid selected 
from the group consisting of a nucleic acid comprising a nucleic acid having at least 70% 
nucleotide sequence identity as determined using BLASTN version 2.0 with the default parameters 
to a sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid 
comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid 
comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42397 under moderate condtions. 

289. A compound identified using the method of Paragraph 275. 

290. A method of identifying a compound having the ability to inhibit proliferation 
comprising: 

(a) sensitizing a test cell by contacting said test cell with a sublethal level of an 
antisense nucleic acid, wherein said antisense nucleic acid is selected from the group 
consisting of a nucleic acid having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a nucleotide sequence selected 
from the group consisting of SEQ ID NOs. 1-6213 or a portion thereof which inhibits the 
proliferation of the cell from which said nucleic acid was obtained, a nucleic acid 
comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the 
group consisting of SEQ ID NOs.: 1-6213 under stringent conditions, and a nucleic acid 
comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the 
group consisting of SEQ ID NOs.: 1-6213 under moderate conditionst; 

(b) contacting the sensitized test cell of step (a) with a compound; and 

(c) determining the degree to which said compound inhibits proliferation of said 
sensitized test cell relative to a cell which does not contain said antisense nucleic acid. 
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291. The method of Paragraph 290, wherein said determining step comprises 
determining whether said compound inhibits proliferation of said sensitized test cell to a greater 
extent than said compound inhibits proliferation of a nonsensitized test cell. 

292. A compound identified using the method of Paragraph 290. 

5 293. The method of Paragraph 290, wherein said test cell is selected from the group 

consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkliolderia cepacia, 
Burkholderia fungorum, Burlcholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 

10 guilliennondii, Candida Icrusei, Candida kefyr (also called Candida pseudotropicalis\ Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfiingens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 

15 Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, . 

20 Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, . 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 

25 urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

294. The method of Paragraph 290, wherein the test cell is not E. colL 

295. . A method for identifying a compound having activity against a biological pathway 
required for proliferation comprising: 

30 (a) sensitizing a cell by providing a sublethal level of an antisense nucleic acid 

complementary to a nucleic acid encoding a gene product required for proliferation, 
wherein said gene product is selected from the group consisting of a gene product having at 
least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic 

35 acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 

1-6213, a gene product encoded by a nucleic acid having at least 70% nucleotide sequence 
identity as determined using BLASTN version 2.0 with the default parameters to a nucleic 
acid encoding a gene product whose expression is inhibited by an antisense nucleic acid 
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comprising a nucleotide sequence selected from the group consisting of SEQ ED NOs:l- 
6213, a gene product having at least 25% amino acid identity as determined using FASTA 
version 3.0t78 with the default parameters to a gene product whose expression is inhibited 
by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid comprising a 
nucleotide sequence which hybridizes to a nucleic acid selected from the group consisting 
of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a nucleic 
acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the 
group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product 
whose activity may be complemented by the gene product whose activity is inhibited by a 
nucleic acid selected from the group consisting of SEQ ID NOs: 1-6213; 

(b) contacting the sensitized cell with a compound; and 

(c) determining the extent to which said compound inhibits the growth of said 
sensitized cell relative to a cell which does not contain said antisense nucleic acid. 

296. The method of Paragraph 295, wherein said determining step comprises 
determining whether said compound inhibits the growth of said sensitized cell to a greater extent 
than said compound inhibits the growth of a nonsensitized cell. 

297. The method of Paragraph 295, wherein said cell is selected from the group 
consisting of bacterial cells, fungal cells, plant cells, and animal cells. 

298. The method of Paragraph 295, wherein said cell is a Gram positive bacterium. 

299. The method of Paragraph 298, wherein said Gram positive bacterium is selected 
from the group consisting of Staphylococcus species, Streptococcus species, Enterococcus species, 
Mycobacterium species, Clostridium species, and Bacillus species. 

300. The method of Paragraph 299, wherein said Gram positive bacterium is 
Staphylococcus aureus. 

301. The method of Paragraph 298, wherein said Gram positive bacterium is selected 
from the group consisting of Staphylococcus aureus RN450 and Staphylococcus aureus RN4220. 

302. The method of Paragraph 295, wherein said cell is selected from the group 
consisting of Acinetobacier baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kejyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Coiynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylon, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
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monocytogenes, Moraxella catarrlialis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 

5 Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 

10 urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enter ocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

303. The method of Paragraph 295, wherein said cell is not an E. coli cell. 

304. The method of Paragraph 295, wherein said gene product is from an organism other 
than E, coli. 

15 305. The method of Paragraph 295, wherein said antisense nucleic acid is transcribed 

from an inducible promoter. 

306. The method of Paragraph 305, further comprising contacting the cell with an agent 
which induces expression of said antisense nucleic acid from said inducible promoter, wherein said 
antisense nucleic acid is expressed at a sublethal level. 
20 307. The method of Paragraph 295, wherein inhibition of proliferation is measured by 

monitoring the optical density of a liquid culture. 

308. The method of Paragraph 295, wherein said gene product comprises a polypeptide 
having at least 25% amino acid identity as determined using FASTA version 3.0t78 with the default 
parameters to a sequence selected from the group consisting of SEQ ID NOs.: 42398-78581. 
25 309. The method of Paragraph 295, wherein said nucleic acid encoding said gene 

product comprises a nucleic acid selected from the group consisting of a nucleic acid comprising a 
nucleic acid having at least 70% nucleotide sequence identity as determined using BLASTN 
version 2.0 with the default parameters to a nucleotide sequence selected from the group consisting 
of SEQ ED NOS.: 6214-42397, a nucleic acid comprising a nucleotide sequence which hybridizes to 
30 a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 under 
stringent conditions, and a nucleic acid comprising a nucleotide sequence which hybridizes to a 
nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 under 
moderate condtions. 

310. A compound identified using the method of Paragraph 295. 
35 311. A method for identifying a compound having the ability to inhibit cellular 

proliferation comprising: 

(a) contacting a cell with an agent which reduces the activity or level of a gene 
product required for proliferation of said cell, wherein said gene product is selected from 
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the group consisting of a gene product having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a gene product 
whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
5 encoded by a nucleic acid having at least 70% nucleotide sequence identity as determined 

using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a gene 
product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs: 1-6213, a gene product having 
at least 25% amino acid identity as determined using FASTA version 3.0t78 with the 
10 default parameters to a gene product whose expression is inhibited by an antisense nucleic 

acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 
1-6213, a gene product encoded by a nucleic acid comprising a nucleotide sequence which 
hybridizes to a nucleic acid selected from the group consisting of SEQ ID NOs.: 1-6213 
under stringent conditions, a gene product encoded by a nucleic acid comprising a 
1 5 nucleotide sequence which hybridizes to a nucleic acid selected from the group consisting 

of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose activity 
may be complemented by the gene product whose activity is inhibited by a nucleic acid 
selected from the group consisting of SEQ ID NOs: 1-6213; 
(b) contacting said cell with a compound; and 
20 (c) determining the degree to which said compound reduces proliferation of said 

contacted cell relative to a cell which was not contacted with said agent. 
312. The method of Paragraph 311, wherein said determining step comprises 
determining whether said compound reduces proliferation of said contacted cell to a greater extent 
than said compound reduces proliferation of cells which have not been contacted with said agent. 
25 313. The method of Paragraph 311, wherein said cell is selected from the group 

consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
30 guilliermondii, Candida Icrusei, Candida kefyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium peifringens, Coccidioides immitis, 
Coiynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
35 Histoplasma capsulation, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
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haemofytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasids, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimwium, Shigella boydii, Sliigella dysenteriae, Shigella flexneri, Shigella sonnei, 

5 Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus liaemolyiicus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 
314. Themethod ofParagraph 311, wherein said cell is not an E. colictil 

10 315. The method of Paragraph 311, wherein said gene product is from an organism other 

than E. coli. 

316. The method of Paragraph 311, wherein said agent which reduces the activity or 

level of a gene product required for proliferation of said cell comprises an antisense nucleic acid to 

a gene or operon required for proliferation. 
15 317. The method of Paragraph 311, wherein said agent which reduces the activity or 

level of a gene product required for proliferation of said cell comprises a compound known to 

inhibit growth or proliferation of a cell. 

318. The method of Paragraph 311, wherein said cell contains a mutation which reduces 

the activity or level of said gene product required for proliferation of said cell. 
20 319. The method ofParagraph 311, wherein said mutation is a temperature sensitive 

mutation. 

320. The method of Paragraph 311, wherein said gene product comprises a gene product 
comprises a polypeptide having at least 25% amino acid identity as determined using FASTA 
version 3.0t78 with the default parameters to an amino acid sequence selected from the group 

25 consisting of SEQ ID NOs.: 42398-78581. 

321. A compound identified using the method of Paragraph 311. 

322. A method for identifying the biological pathway in which a proliferation-required 
gene product or a gene encoding a proliferation-required gene product lies comprising: 

(a) providing a sublethal level of an antisense nucleic acid which inhibits the 
30 activity or reduces the level of said gene encoding a proliferation-required gene product or 

said said proliferation-required gene product in a test cell, wherein said proliferation- 
required gene product is selected from the group consisting of a gene product having at 
least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic 
35 acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 

1-6213, a gene product encoded by a nucleic acid having at least 70% nucleotide sequence 
identity as determined using 3LASTN version 2.0 with the default parameters to a nucleic 
acid encoding a gene product whose expression is inhibited by an antisense nucleic acid 
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comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs:l- 
6213, a gene product having at least 25% amino acid identity as determined using FASTA 
version 3.0t78 with the default parameters to a gene product whose expression is inhibited 
by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid comprising a 
nucleotide sequence which hybridizes to a nucleic acid selected from the group consisting 
of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a nucleic 
acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the 
group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product 
whose activity may be complemented by the gene product whose activity is inhibited by a 
nucleic acid selected from the group consisting of SEQ ID NOs: 1-6213; 

(b) contacting said test cell with a compound known to inhibit growth or 
proliferation of a cell, wherein the biological pathway on which said compound acts is 
known; and 

(c) determining the degree to which said compound inhibits proliferation of said 
test cell relative to a cell which does not contain said antisense nucleic acid. 

323. The method of Paragraph 322, wherein said determining step comprises 
determining whether said test cell has a substantially greater sensitivity to said compound than a 
cell which does not express said sublethal level of said antisense nucleic acid. 

324; The method of Paragraph 322, wherein said gene product comprises a polypeptide . 
having at least 25% amino acid identity as determined using FASTA version 3.0t78 with the default - 
parameters to an amino acid sequence selected from the group consisting of SEQ ED NOs.: 42398- 
78581. 

325. The method of Paragraph 322, wherein said test cell is selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, BurlcJiolderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida Icrusei, Candida kefyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Coiynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
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Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
5 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

326. The method of Paragraph 322, wherein said test cell is not an E. coli cell. 

327. The method of Paragraph 322, wherein said gene product is from an organism other 
10 than£. colL 

328. A method for determining the biological pathway on which a test compound acts 
comprising: 

(a) providing a sublethal level of an antisense nucleic acid complementary to a 
proliferation-required nucleic acid in a cell, thereby producing a sensitized cell, wherein 

15 said antisense nucleic acid is selected from the group consisting of a nucleic acid having at 

least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a nucleotide sequence selected from the group consisting of SEQ ID 
NOs: 1-6213 or a proliferation-inhibiting portion thereof,a nucleic acid comprising a 
nucleotide sequence which hybridizes to a nucleic acid selected from the group consisting 

20 of SEQ ID NOs.: 1-6213 under stringent conditions, and a nucleic acid comprising a 

nucleotide sequence which hybridizes to a nucleic acid selected from the group consisting 
of SEQ ID NOs.: 1-6213 under moderate conditions and wherein the biological pathway in 
which said proliferation-required nucleic acid or a protein encoded by said proliferation- 
required polypeptide lies is known, 

25 (b) contacting said cell with said test compound; and 

(c) determining the degree to which said compound inhibits proliferation of said 
sensitized cell relative to a cell which does not contain said antisense nucleic acid. 

329. The method of Paragraph 328, wherein said determining step comprises 
determining whether said sensitized cell has a substantially greater sensitivity to said test compound 

30 than a cell which does not express said sublethal level of said antisense nucleic acid. 

330. The method of Paragraph 328, further comprising: 

(d) providing a sublethal level of a second antisense nucleic acid complementary to 
a second proliferation-required nucleic acid in a second cell, wherein said second 
proliferation-required nucleic acid is in a different biological pathway than said 

35 proliferation-required nucleic acid in step (a); and 

(e) determining whether said second cell does not have a substantially greater 
sensitivity to said test compound than a cell which does net express said sublethal level of 
said second antisense nucleic acid, wherein said test compound is specific for the biological 
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pathway against which the antisense nucleic acid of step (a) acts if said sensitized cell has 
substantially greater sensitivity to said test compound than said second cell. 

331. The method of Paragraph 328, wherein said sensitized cell is selected from the 
group consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, 
Bacillus anthracis, Bacteroides fi'agilis, Bordetella pertussis, Borrelia burgdorferi, Burlcholderia 
cepacia, Burlcholderia fangorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, 
Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, 
Candida guilliermondii, Candida krusei, Candida kejyr (also called Candida pseudotropicalis), 
Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium 
acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enter vcoccus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 

332. The method of Paragraph 328, wherein said sensitized cell is not an E. coli cell. 

333. The method of Paragraph 328, wherein said proliferation-required nucleic acid is 
from an organism other than E. coli. 

334. A compound which inhibits proliferation by interacting with a gene encoding a 
gene product required for proliferation or with a gene product required for proliferation, wherein 
said gene product is selected from the group consisting of a gene product having at least 70% 
nucleotide sequence identity as determined using BLASTN version 2.0 with the default parameters 
to a gene product whose expression is inhibited by an antisense nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid having at least 70% nucleotide sequence identity as determined using 
BLASTN version 2.0 with the default parameters to a nucleic acid encoding a gene product whose 
expression is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from 
the group consisting of SEQ ID NOs:l-6213, a gene product having at least 25% amino acid 
identity as determined using FASTA version 3.0t78 with the default parameters to a gene product 
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whose expression is inhibited by an antisense nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic 
acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the group 
consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a nucleic 
5 acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the group 
consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose activity 
may be complemented by the gene product whose activity is inhibited by a nucleic acid selected 
from the group consisting of SEQ ID NOs: 1-6213. 

335. The compound of Paragraph 334, wherein said gene product comprises a 
10 polypeptide having at least 25% amino acid identity as determined using FASTA version 3.0t78 

with the default parameters to a sequence selected from the group consisting of SEQ ID NOs.: 
42398-78581. 

336. The compound of Paragraph 334, wherein said gene comprises a nucleic acid 
selected from the group consisting of a nucleic acid comprising a nucleic acid having at least 70% 

15 nucleotide sequence identity as determined using BLASTN version 2.0 with the default parameters 
to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a 
nucleic acid comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected 
from the group consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic 
acid comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from the 

20 group consisting of SEQ ID NOS.: 6214-42397 under moderate condtions. 

337. A method for manufacturing an antibiotic comprising the steps of: 
screening one or more candidate compounds to identify a compound that reduces the 

activity or level of a gene product required for proliferation wherein said gene product is selected 
from the group consisting of a gene product having at least 70% nucleotide sequence identity as 

25 determined using BLASTN version 2.0 with the default parameters to a gene product whose 

expression is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from 
the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid having at 
least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the default 
parameters to a nucleic acid encoding a gene product whose expression is inhibited by an antisense 

30 nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ ID 

NOs: 1-6213, a gene product having at least 25% amino acid identity as determined using FASTA 
version 3.0t78 with the default parameters to a gene product whose expression is inhibited by an 
antisense nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 1-6213, a gene product encoded by a nucleic acid comprising a nucleotide sequence 

35 which hybridizes to a nucleic acid selected from the group consisting of SEQ ID NOs.: 1-6213 
under stringent conditions, a gene product encoded by a nucleic acid comprising a nucleotide 
sequence which hybridizes to a nucleic acid selected from the group consisting of SEQ ID NOs.: 1- 
6213 under moderate conditions, and a gene product whose activity may be complemented by the 
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gene product whose activity is inhibited by a nucleic acid selected from the group consisting of 
SEQIDNOs: 1-6213 ; and 

manufacturing the compound so identified. 

338. The method of Paragraph 337, wherein said screening step comprises performing 
any one of the methods of Paragraphs 205, 21 1, 222, 275, 290, 295, 311. 

339. The method of Paragraph 337, wherein said gene product comprises a polypeptide 
having at least 25% amino acid identity as determined using FASTA version 3.0t78 with the default 
parameters to an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 
78581. 

340. A method for inhibiting proliferation of a cell in a subject comprising administering 
an effective amount of a compound that reduces the activity or level of a gene product required for 
proliferation of said cell, wherein said gene product is selected from the group consisting of a gene 
product having at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 
with the default parameters to a gene product whose expression is inhibited by an antisense nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, 
a gene product encoded by a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a 
gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs:l-6213, a gene product having at least 
25% amino acid identity as determined using FASTA version 3.0t78 with the default parameters to 
a gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a 
nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the 
group consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a 
nucleic acid comprising a nucleotide sequence which hybridizes to a nucleic acid selected from the 
group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 
activity may be complemented by the gene product whose activity is inhibited by a nucleic acid 
selected from the group consisting of SEQ ID NOs: 1-6213. 

341. The method of Paragraph 340 wherein said subject is selected from the group 
consisting of vertebrates, mammals, avians, and human beings. 

342. The method of Paragraph 340, wherein said gene product comprises a polypeptide 
having at least 25% amino acid identity as determined using FASTA version 3.0t78 with the default 
parameters to an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 
78581. 

343. The method of Paragraph 340, wherein said cell is selected from the group 
consisting of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fwnigalus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella peiiussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
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glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kefyr (also called Candida pseiidotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum t Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 

5 Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faeciitm, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 

10 pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteur ella 
liaemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 

15 Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis and any species falling within the genera of any of the above species. 
344. The method of Paragraph 340, wherein said cell is not E. coli. 

20 345. The method of Paragraph 340, wherein said gene product is from an organism other 

than is. coli. 

346. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain in said 
25 culture overexpresses a different gene product which is essential for proliferation of said 

organism, wherein said culture comprises a strain in which a gene product whose activity or 
level is inhibited by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 is overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
30 the proliferation of strains of said organism which do not overexpress said gene product on 

which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 
gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
35 more rapidly in said culture. 

347. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 
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obtaining a culture comprising a plurality of strains wherein each strain in said 
culture overexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product encoded by a 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 6214-42397 is overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which do not overexpress said gene product on 
which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 
gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture. 

348. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain in said 
culture overexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product comprising an 
amino acid sequence selected from the group consisting of SEQ ID NOs.: 42938-78581 is 
overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which do not overexpress said gene product on 
which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 
gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture. 

349. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain in said 
culture overexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product selected from the 
group consisting of a gene product having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a gene product 
whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a gene 
product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
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sequence selected from the group consisting of SEQ ID NOs: 1-6213, a gene product 
having at least 25% amino acid identity as determined using FASTA version 3.0t78 with 
the default parameters to a gene product whose expression is inhibited by an antisense 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 

5 ID NOs.: 1-6213, a gene product encoded by a nucleic acid which hybridizes to a nucleic 

acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 
1-6213 under stringent conditions, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 

10 activity may be complemented by the gene product whose activity is inhibited by a nucleic 

acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 
1-6213 is overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which do not overexpress said gene product on 

15 which said compound acts, such that strains which overexpress said gene product on which 

said compound acts proliferate more rapidly than strains which do not overexpress said 
gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture. 

20 350. A method for identifying the gene product on which a compound which inhibits 

proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain in said 
culture overexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product encoded by a 

25 nucleic acid comprising a nucleotide sequence selected from the group consisting of a 

nucleic acid comprising a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleotide 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid 
comprising a nucleotide sequence which hybridizes to a sequence selected from the group 

30 consisting of SEQ ID NOS.: 6214-42397 under stringent conditions 3 and a nucleic acid 

comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from 
the group consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is 
overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
35 the proliferation of strains of said organism which do not overexpress said gene product on 

which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 
gene product on which said compound acts; and 
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i 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture. 

35 1. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain in said 
culture overexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product comprises a 
polypeptide selected from the group consisting of a polypeptide having at least 25% amino 
acid identity as determined using FASTA version 3.0t78 to a polypeptide selected from the 
group consisting of SEQ ID NOs.: 42938-78581 and a polypeptide whose activity may be 
complemented by a polypeptide selected from the group consisting of SEQ ID NOs: 42938- 
78581 is overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which do not overexpress said gene product on 
which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 
gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture. 

352. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said culture 
includes at least one strain which does not overexpresses a gene product which is essential for 
proliferation of said organism, 

353. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said strains 
which overexpress said gene products comprise a nucleic acid encoding said gene product which is 
essential for proliferation of said organism operably linked to a regulatable promoter. 

354. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said strains 
which overexpress said gene products a nucleic acid encoding said gene product which is essential 
for proliferation of said organism operably linked to a constitutive promoter. 

355. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said 
identification step comprises determining the nucleotide sequence of a nucleic acid encoding said 
gene product in said cell which proliferated more rapidly in said culture. 

356. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said 
identification step comprises performing an amplification reaction to identify the nucleic acid 
encoding said gene product in said cell which proliferated more rapidly in said cell culture. 

357. The method of Paragraph 356, wherein the products of said amplification reaction 
are labeled with a detectable dye. 

358. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said 
identification step comprises performing a hybridization procedure. 
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359. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said 
identification step comprises contacting a nucleic acid array with a nucleic acid encoding said gene 
product in said cell which proliferated more rapidly in said cell culture. 

360. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said organism is 
5 selected from the group consisting of bacteria,, fungi, and protozoa. 

361. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said culture is a 
culture of an organism selected from the group consisting of Acinetobacter baumannii, Anaplasma 
marginale, Aspergillus fumigatus, Bacillus anthracis, Bacteroides Jragilis, Bordetella pertussis, 
Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, 

10 Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), 
Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida krusei, Candida kejyr 
(also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia 
trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium 
perfringens, Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, 

15 Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, 
Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, 
Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, 
Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia 

20 asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus 
mirabilis, Proteus vulgaiis, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidennidis, Staphylococcus haemolyticus, 

25 Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnifwans, Yersinia 
enterocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 

362. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said compound 
is obtained from a library of natural compounds. 

30 363. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said compound 

is obtained from a library of synthetic compounds. 

364. The method of Paragraph 346, 347, 348, 349, 350 or 351, wherein said compound 
is present in a crude or partially purified state. 

365. The method of Paragraph 346, 347, 348, 349, 350 or 351, further comprising 
35 determining whether said gene product in said strain which proliferated more rapidly in said culture 

has a counterpart in at least one other organism. 

366. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 
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obtaining an array of strains on a solid growth medium wherein each strain 
overexpresses a different gene product which is essential .for proliferation of said organism, 
wherein said culture comprises a strain in which a gene product whose activity or level is 
inhibited by a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 is overexpressed; 

contacting said array of strains with a sufficient concentration of said compound to 
inhibit the proliferation of strains of said organism which do not overexpress said gene 
product on which said compound acts, such that strains which overexpress said gene 
product on which said compound acts proliferate more rapidly than strains which do not 
overexpress said gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly on said solid medium. 

367. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining an array of strains on a solid growth medium wherein each strain 
overexpresses a different gene product which is essential for proliferation of said organism, 
wherein said culture comprises a strain in which a gene product encoded by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 
6214-42397 is overexpressed; 

contacting said array of strains with a sufficient concentration of said compound to 
inhibit the proliferation of strains of said organism which do not overexpress said gene 
product on which said compound acts, such that strains which overexpress said gene 
product on which said compound acts proliferate more rapidly than strains which do not 
overexpress said gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly on said solid medium. 

368. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining an array of strains on a solid growth medium wherein each strain 
overexpresses a different gene product which is essential for proliferation of said organism, 
wherein said culture comprises a strain in which a gene product comprising an amino acid 
sequence selected from the group consisting of SEQ ID NOs.: 42938-78581 is 
overexpressed; 

contacting said array of strains with a sufficient concentration of said compound to 
inhibit the proliferation of strains of said organism which do not overexpress said gene 
product on which said compound acts, such that strains which overexpress said gene 
product on which said compound acts proliferate more rapidly than strains which do not 
overexpress said gene product on which said compound acts; and 
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identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly on said solid medium. 

369. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

5 obtaining an array of strains on a solid growth medium wherein each strain 

overexpresses a different gene product which is essential for proliferation of said organism, 
wherein said culture comprises a strain in which a gene product selected from the group 
consisting of a gene product having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a gene product whose expression 

10 is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the 

group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid having 
at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with 
the default parameters to a nucleic acid encoding a gene product whose expression is 
inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the 

15 group consisting of SEQ ID NOs: 1-6213, a gene product having at least 25% amino acid 

identity as determined using FASTA version 3.0t78 with the default parameters to a gene 
product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ED NOs.: 1-6213, a gene product 
encoded by a nucleic acid which hybridizes to a nucleic acid comprising a nucleotide 

20 sequence selected from the group consisting of SEQ ID NOs.: 1-6213 under stringent, 

conditions, a gene product encoded by a nucleic acid which hybridizes to a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1- 
6213 under moderate conditions, and a gene product whose activity may be complemented 
by the gene product whose activity is inhibited by a nucleic acid comprising a nucleotide 

25 sequence selected from the group consisting of SEQ ID NOs: 1-6213 is overexpressed; 

contacting said array of strains with a sufficient concentration of said compound to 
inhibit the proliferation of strains of said organism which do not overexpress said gene 
product on which said compound acts, such that strains which overexpress said gene 
product on which said compound acts proliferate more rapidly than strains which do not 

30 overexpress said gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly on said solid medium. 

370. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

35 obtaining an array of strains on a solid growth medium wherein each strain 

overexpresses a different gene product which is essential for proliferation of said organism, 
wherein said culture comprises a strain in which a gene product encoded by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of a nucleic acid 
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comprising a nucleic acid having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a nucleotide sequence selected 
from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid comprising a 
nucleotide sequence which hybridizes to a sequence selected from the group consisting of 
SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid comprising a 
nucleotide sequence which hybridizes to a nucleotide sequence selected from the group 
consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is overexpressed; 

contacting said array of strains with a sufficient concentration of said compound to 
inhibit the proliferation of strains of said organism which do not overexpress said gene 
product on which said compound acts, such that strains which overexpress said gene 
product on which said compound acts proliferate more rapidly than strains which do not 
overexpress said gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly on said solid medium. 

371. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining an array of strains on a solid growth medium wherein each strain 
overexpresses a different gene product which is essential for proliferation of said organism, 
wherein said culture comprises a strain in which a gene product comprises a polypeptide 
selected from the group consisting of a polypeptide having at least 25% amino acid identity 
as determined using FASTA version 3.0t78 to a polypeptide selected from the group 
consisting of SEQ ID NOs.: 42938-78581 and a polypeptide whose activity may be 
complemented by a polypeptide selected from the group consisting of SEQ ID NOs: 42938- 
78581 is overexpressed; 

contacting said array of strains with a sufficient concentration of said compound to 
inhibit the proliferation of strains of said organism which do not overexpress said gene 
product on which said compound acts, such that strains which overexpress said gene 
product on which said compound acts proliferate more rapidly than strains which do not 
overexpress said gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly on said solid medium. 

372. The method of Paragraph 366, 367, 368, 369, 370 or 371, wherein at least one 
strain in said array does not overexpresses a gene product which is essential for proliferation of said 
organism. 

373. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a plurality of cultures, wherein each culture comprises a plurality of 
strains wherein each strain overexpresses a different gene product which is essential for 
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proliferation of said organism, wherein said culture comprises a strain in which a gene 
product whose activity or level is inhibited by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213 is overexpressed; 

contacting each of said cultures with a different concentration of said compound; 

5 and 

identifying the gene product which is overexpressed in a strain whose proliferation 
is inhibited by said compound. 

374. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

10 obtaining a plurality of cultures, wherein each culture comprises a plurality of 

strains wherein each strain overexpresses a different gene product which is essential for 
proliferation of said organism, wherein said culture comprises a strain in which a gene 
product encoded by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 6214-42397 is overexpressed; 

15 contacting each of said cultures with a different concentration of said compound; 

and 

identifying the gene product which is overexpressed in a strain whose proliferation 
is inhibited by said compound. 

375. A method for identifying the gene product on which a compound which inhibits 
20 proliferation of an organism acts comprising: 

obtaining a plurality of cultures, wherein each culture comprises a plurality of 
strains wherein each strain overexpresses a different gene product which is essential for 
proliferation of said organism, wherein said culture comprises a strain in which a gene 
product comprising an amino acid sequence selected from the group consisting of SEQ ID 
25 NOs.: 42938-78581 is overexpressed; 

contacting each of said cultures with a different concentration of said compound; 

and 

identifying the gene product which is overexpressed in a strain whose proliferation 
is inhibited by said compound. 
30 376. A method for identifying the gene product on which a compound which inhibits 

proliferation of an organism acts comprising: 

obtaining a plurality of cultures, wherein each culture comprises a plurality of 
strains wherein each strain overexpresses a different gene product which is essential for 
proliferation of said organism, wherein said culture comprises a strain in which a gene 
35 product selected from the group consisting of a gene product having at least 70% nucleotide 

sequence identity as determined using BLASTN version 2.0 with the default parameters to 
a gene product whose expression is inhibited by an antisense nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene 
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product encoded by a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleic acid 
encoding a gene product whose expression is inhibited by an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 1- 
5 62 1 3, a gene product having at least 25% amino acid identity as determined using FASTA 

version 3.0t78 with the default parameters to a gene product whose expression is inhibited 
by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 

10 consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by 

a nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected 
from the group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene 
product whose activity may be complemented by the gene product whose activity is 
inhibited by a nucleic acid comprising a nucleotide sequence selected from the group 

15 consisting of SEQ ID NOs: 1-6213 is overexpressed; 

contacting each of said cultures with a different concentration of said compound; 

and 

identifying the gene product which is overexpressed in a strain whose proliferation 
is inhibited by said compound. 

20 377 • A method for identifying the gene product on which a compound which inhibits 

proliferation of an organism acts comprising: 

obtaining a plurality of cultures, wherein each culture comprises a plurality of 
strains wherein each strain overexpresses a different gene product which is essential for 
proliferation of said organism, wherein said culture comprises a strain in which a gene 

25 product encoded by a nucleic acid comprising a nucleotide sequence selected from the 

group consisting of a nucleic acid comprising a nucleic acid having at least 70% nucleotide 
sequence identity as determined using BLASTN version 2.0 with the default parameters to 
a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a 
nucleic acid comprising a nucleotide sequence which hybridizes to a sequence selected 

30 from the group consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a 

nucleic acid comprising a nucleotide sequence which hybridizes to a nucleotide sequence 
selected from the group consisting of SEQ ID NOS.: 6214-42397 under moderate 
conditions is overexpressed; 

contacting each of said cultures with a different concentration of said compound; 

35 and 

identifying the gene product which is overexpressed in a strain whose proliferation 
is inhibited by said compound. 
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u 

378. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a plurality of cultures, wherein each culture comprises a plurality of 
strains wherein each strain overexpresses a different gene product which is essential for 
5 proliferation of said organism, wherein said culture comprises a strain in which a gene 

product comprises a polypeptide selected from the group consisting of a polypeptide having 
at least 25% amino acid identity as determined using FASTA version 3.0t78 to a 
polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 and a 
polypeptide whose activity may be complemented by a polypeptide selected from the group 
10 consisting of SEQ ID NOs: 42938-78581 is overexpressed; 

contacting each of said cultures with a different concentration of said compound; 

and 

identifying the gene product which is overexpressed in a strain whose proliferation 
is inhibited by said compound. 
15 379. The method of Paragraph 373, 374, 375, 376, 377 or 378, wherein at least one 

strain in said plurality of cultures does not overexpress a gene product which is essential for 
proliferation of said organism. 

380. A method of profiling a compound's activity comprising: 

performing the method of Paragraph 346 on a first culture using a first compound; 
20 performing the method of Paragraph 346 on a second culture using a second 

compound; and 

comparing the strains identified in said first culture to the strains identified in said 
second culture. 

381. A method of profiling a compound' s activity comprising: 

25 performing the method of Paragraph 347 on a first culture using a first compound; 

performing the method of Paragraph 347 on a second culture using a second 
compound; and 

comparing the strains identified in said first culture to the strains identified in said 
second culture. 

30 382. A method of profiling a compound's activity comprising: 

performing the method of Paragraph 348 on a first culture using a first compound; 
performing the method of Paragraph 348 on a second culture using a second 
compound; and 

comparing the strains identified in said first culture to the strains identified in said 
35 second culture. 

383. A method of profiling a compound's activity comprising: 

performing the method of Paragraph 349 on a first culture using a first compound; 
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performing the method of Paragraph 349 on a second culture using a second 
compound; and 

comparing the strains identified in said first culture to the strains identified in said 
second culture. 

384. A method of profiling a compound's activity comprising: 

performing the method of Paragraph 350 on a first culture using a first compound; 
performing the method of Paragraph 350 on a second culture using a second 
compound; and 

comparing the strains identified in said first culture to the strains identified in said 
second culture. 

385. A method of profiling a compound's activity comprising: 

performing the method of Paragraph 35 1 on a first culture using a first compound; 
performing the method of Paragraph 351 on a second culture using a second 
compound; and 

comparing the strains identified in said first culture to the strains identified in said 
second culture. 

386. A method of profiling a first compound's activity comprising: 

growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein each strain in said 
array overexpresses a different gene product which is essential for proliferation of an 
organism, wherein said culture comprises a strain in which a gene product whose activity or 
level is inhibited by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 is overexpressed, and wherein said first 
compound and said second compound inhibit the proliferation of said organism; and 

comparing the pattern of strains which grow on said first solid medium with the 
pattern of strains which grow on said second solid medium. 

387. A method of profiling a first compound's activity comprising: 

growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein each strain in said 
array overexpresses a different gene product which is essential for proliferation of an 
organism, wherein said culture comprises a strain in which a gene product encoded by a 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 6214-42397 is overexpressed, and wherein said first compound and said second 
compound inhibit the proliferation of said organism; and 

comparing the pattern of strains which grow on said first solid medium with the 
pattern of strains which grow on said second solid medium. 

388. A method of profiling a first compound's activity comprising: 
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growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein each strain in said 
array overexpresses a different gene product which is essential for proliferation of an 
organism, wherein said culture comprises a strain in which a gene product comprising an 
5 amino acid sequence selected from the group consisting of SEQ ID NOs.: 42938-78581 is 

overexpressed, and wherein said first compound and said second compound inhibit the 
proliferation of said organism; and 

comparing the pattern of strains which grow on said first solid medium with the 
pattern of strains which grow on said second solid medium. 
10 389. A method of profiling a first compound's activity comprising: 

growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein each strain in said 
array overexpresses a different gene product which is essential for proliferation of an 
organism, wherein said culture comprises a strain in which a gene product selected from the 
15 group consisting of a gene product having at least 70% nucleotide sequence identity as 

determined using BLASTN version 2.0 with the default parameters to a gene product 
whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid having at least 70% nucleotide sequence identity as determined 
20 using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a gene 

product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ 3D NOs: 1-6213, a gene product 
having at least 25% amino acid identity as determined using FASTA version 3.0t78 with 
the default parameters to a gene product whose expression is inhibited by an antisense 
25 nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 

ID NOs.: 1-6213, a gene product encoded by a nucleic acid which hybridizes to a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 
1-6213 under stringent conditions, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
30 consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 

activity may be complemented by the gene product whose activity is inhibited by a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 
1-6213 is overexpressed, and wherein said first compound and said second compound 
inhibit the proliferation of said organism; and 
35 comparing the pattern of strains which grow on said first solid medium with the 

pattern of strains which grow on said second solid medium. 
390. A method of profiling a first compound's activity comprising: 
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growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein each strain in said 
array overexpresses a different gene product which is essential for proliferation of an 
organism, wherein said culture comprises a strain in which a gene product encoded by a 
nucleic acid comprising a nucleotide sequence selected from the group consisting of a 
nucleic acid comprising a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleotide 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid 
comprising a nucleotide sequence which hybridizes to a sequence selected from the group 
consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid 
comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from 
the group consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is 
overexpressed, and wherein said first compound and said second compound inhibit the 
proliferation of said organism; and 

comparing the pattern of strains which grow on said first solid medium with the 
pattern of strains which grow on said second solid medium. 
391 . A method of profiling a first compound's activity comprising: 

growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein each strain in said 
array overexpresses a different gene product which is essential for proliferation of an 
organism, wherein said culture comprises a strain in which a gene product comprises a 
polypeptide selected from the group consisting of a polypeptide having at least 25% amino 
acid identity as determined using FASTA version 3.0t78 to a polypeptide selected from the 
group consisting of SEQ ID NOs.: 42938-78581 and a polypeptide whose activity may be 
complemented by a polypeptide selected from the group consisting of SEQ ID NOs: 42938- 
78581 is overexpressed, and wherein said first compound and said second compound 
inhibit the proliferation of said organism; and 

comparing the pattern of strains which grow on said first solid medium with the 
pattern of strains which grow on said second solid medium. 

392. The method of any one of Paragraphs 380, 381, 382, 383, 384, 385, 386, 387, 388, 
389, 390 or 391, wherein said first compound is present in a crude or partially purified state. 

393. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
underexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product whose activity or 
level is inhibited by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 is underexpressed; 
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contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which underexpress said gene product on which 
said compound acts, such that strains which underexpress said gene product on which said 
compound acts proliferate more slowly than strains which do not underexpress said gene 
5 product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
more slowly in said culture. 

394. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

10 obtaining a culture comprising a plurality of strains wherein each strain 

underexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product encoded by a 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 6214-42397 is underexpressed; 

15 contacting said culture with a sufficient concentration of said compound to inhibit 

the proliferation of strains of said organism which underexpress said gene product on which 
said compound acts, such that strains which underexpress said gene product on which said 
compound acts proliferate more slowly than strains which do not underexpress said gene 
product on which said compound acts; and 

20 identifying the gene product which is underexpressed in a strain which proliferated 

more slowly in said culture. 

395. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
25 underexpresses a different gene product which is essential for proliferation of said 

organism, wherein said culture comprises a strain in which a gene product comprising an 
amino acid sequence selected from the group consisting of SEQ ID NOs.: 42938-78581 is 
underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
30 the proliferation of strains of said organism which underexpress said gene product on which 

said compound acts, such that strains which underexpress said gene product on which said 
compound acts proliferate more slowly than strains which do not underexpress said gene 
product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
35 more slowly in said culture. 

396. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 
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obtaining a culture comprising a plurality of strains wherein each strain 
underexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product selected from the 
group consisting of a gene product having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a gene product 
whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a gene 
product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs: 1-6213, a gene product 
having at least 25% amino acid identity as determined using FASTA version 3.0t78 with 
the default parameters to a gene product whose expression is inhibited by an antisense 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 1-6213, a gene product encoded by a nucleic acid which hybridizes to a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ED NOs.: 
1-6213 under stringent conditions, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 
activity may be complemented by the gene product whose activity is inhibited by a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 
1-6213 is underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which underexpress said gene product on which 
said compound acts, such that strains which underexpress said gene product on which said 
compound acts proliferate more slowly than strains which do not underexpress said gene 
product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
more slowly in said culture. 

397. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
underexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product encoded by a 
nucleic acid comprising a nucleotide sequence selected from the group consisting of a 
nucleic acid comprising a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleotide 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid 
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comprising a nucleotide sequence which hybridizes to a sequence selected from the group 
consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid 
comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from 
the group consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is 
5 underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which underexpress said gene product on which 
said compound acts, such that strains which underexpress said gene product on which said 
compound acts proliferate more slowly than strains which do not underexpress said gene 
10 product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
more slowly in said culture. 

398. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 
15 obtaining a culture comprising a plurality of strains wherein each strain 

underexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product comprises a 
polypeptide selected from the group consisting of a polypeptide having at least 25% amino 
acid identity as determined using FASTA version 3.0t78 to a polypeptide selected from the 
20 group consisting of SEQ ID NOs.: 42938-78581 and a polypeptide whose activity may be 

complemented by a polypeptide selected from the group consisting of SEQ ID NOs: 42938- 
78581 is underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which underexpress said gene product on which 
25 said compound acts, such that strains which underexpress said gene product on which said 

compound acts proliferate more slowly than strains which do not underexpress said gene 
product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
more slowly in said culture. 
30 399. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein at least one 

strain in said culture does not underexpresses a gene product which is essential for proliferation of 
said organism. 

400. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said strains 
which underexpresess said gene products comprise a nucleic acid complementary to at least a 

35 portion of a gene encoding said gene product which is essential for proliferation of said organism 
operably linked to a regulatable promoter. 

401. The method of Paragraph 393, 394, 395, 396, 397 or 398 s wherein said strains 
which underexpress said gene products express an antisense nucleic acid complementary to at least 
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a portion of a gene encoding said gene product which is essential for proliferation of said organism, 
wherein expression of said antisense nucleic acid reduces expression of said gene product in said 
strain. 

402. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said 
identification step comprises determining the nucleotide sequence of a nucleic acid encoding said 
gene product in said strain which proliferated more slowly. 

403. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said 
identification step comprises performing an amplification reaction to identify the nucleic acid 
encoding said gene product in said cell which proliferated more slowly. 

404. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein the products of 
said amplification reaction are labeled with a detectable dye. 

405. The method of Paragraph 404, wherein said identification step comprises 
performing a hybridization procedure. 

406. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said 
identification step comprises contacting a nucleic acid array with a nucleic acid encoding said gene 
product in said cell which proliferated more slowly. 

407. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said organism is 
selected from the group consisting of bacteria, fungi, protozoa. 

408. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said culture is a 
culture of an organism selected from the group consisting of Acinetobacter baumannii, Anaplasma 
marginale, Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, 
Borrelia burgdorferi, Burkholderia cepacia, Burkliolderia fungorum, Burkholderia mallei, 
Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), 
Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida krusei, Candida kejyr 
(also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia 
trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium 
perfringens, Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, 
Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, 
Haemophilus influenzae, Helicobacter pylori, Histopiasma capsulatum, Klebsiella pneumoniae, 
Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhal, Mycobacterium avium, 
Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia 
asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus 
mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella jlexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae, Streptococcus mutam, Streptococcus pyogenes, Trepone,na pallidum, 
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Ureaplasma urealyticwn, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enterocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 

409. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said compound 
is obtained from a library of natural compounds. 
5 410. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said compound 

is obtained from a library of synthetic compounds. 

41 1. The method of Paragraph 393, 394, 395, 396, 397 or 398, wherein said compound 
is present in a crude or partially purified state. 

412. The method of Paragraph 393, 394, 395, 396, 397 or 398, further comprising 
10 determining whether said gene product in said strain which proliferated more slowly in said culture 

has a counterpart in at least one other organism. 

413. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a plurality of cultures, each culture comprising a plurality of strains 
15 wherein each strain underexpresses a different gene product which is essential for 

proliferation of said organism, wherein said culture comprises a strain in which a gene 
product whose activity or level is inhibited by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213 is underexpressed; . 
contacting each of said cultures with a different concentration of said compound; 

20 and 

identifying the gene product which is underexpressed in a strain whose rate of 
proliferation is reduced by said compound. 

414. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

25 obtaining a plurality of cultures, each culture comprising a plurality of strains 

wherein each strain underexpresses a different gene product which is essential for 
proliferation of said organism, wherein said culture comprises a strain in which a gene 
product encoded by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 6214-42397 is underexpressed; 

30 contacting each of said cultures with a different concentration of said compound; 

and 

identifying the gene product which is underexpressed in a strain whose rate of 
proliferation is reduced by said compound. 

415. A method for identifying the gene product on Which a compound which inhibits 
35 proliferation of an organism acts comprising: 

obtaining a plurality of cultures, each culture comprising a plurality of strains 
wherein each strain underexpresses a different gene product which is essential for 
proliferation of said organism, wherein said culture comprises a strain in which a gene 
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product comprising an amino acid sequence selected from the group consisting of SEQ ID 
NOs.: 42938-78581 is underexpressed; 

contacting each of said cultures with a different concentration of said compound; 

and 

5 identifying the gene product which is underexpressed in a strain whose rate of 

proliferation is reduced by said compound. 

416. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a plurality of cultures, each culture comprising a plurality of strains 
10 wherein each strain underexpresses a different gene product which is essential for 

proliferation of said organism, wherein said culture comprises a strain in which a gene 
product selected from the group consisting of a gene product having at least 70% nucleotide 
sequence identity as determined using BLASTN version 2.0 with the default parameters to 
a gene product whose expression is inhibited by an antisense nucleic acid comprising a 

15 nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene 

product encoded by a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleic acid 
encoding a gene product whose expression is inhibited by an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 1- 

20 621 3, a gene product having at least 25% amino acid identity as determined using FASTA 

version 3.0t78 with the default parameters to a gene product whose expression is inhibited 
by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 

25 consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by 

a nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected 
from the group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene 
product whose activity may be complemented by the gene product whose activity is 
inhibited by a nucleic acid comprising a nucleotide sequence selected from the group 

30 consisting of SEQ ID NOs: 1-6213 is underexpressed; 

contacting each of said cultures with a different concentration of said compound; 

and 

identifying the gene product which is underexpressed in a strain whose rate of 
proliferation is reduced by said compound. 

35 41 7 - A method for identifying the gene product on which a compound which inhibits 

proliferation of an organism acts comprising: 

obtaining a plurality of cultures, each culture comprising a plurality of strains 
wherein each strain underexpresses a different gene product which is essential for 
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proliferation of said organism, wherein said culture comprises a strain in which a gene 
product encoded by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of a nucleic acid comprising a nucleic acid having at least 70% nucleotide 
sequence identity as determined using BLASTN version 2.0 with the default parameters to 

5 a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a 

nucleic acid comprising a nucleotide sequence which hybridizes to a sequence selected 
from the group consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a 
nucleic acid comprising a nucleotide sequence which hybridizes to a nucleotide sequence 
selected from the group consisting of SEQ ID NOS.: 6214-42397 under moderate 

10 conditions is underexpressed; 

contacting each of said cultures with a different concentration of said compound; 

and 

identifying the gene product which is underexpressed in a strain whose rate of 
proliferation is reduced by said compound. 
15 418. A method for identifying the gene product on which a compound which inhibits 

proliferation of an organism acts comprising: 

obtaining a plurality of cultures, each culture comprising a plurality of strains 
wherein each strain underexpresses a different gene product which is essential for 
proliferation of said organism, wherein said culture comprises a strain in which a gene 
20 product comprises a polypeptide selected from the group consisting of a polypeptide having 

at least 25% amino acid identity as determined using FASTA version 3.0t78 to a 
polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 and a 
polypeptide whose activity may be complemented by a polypeptide selected from the group 
consisting of SEQ ID NOs: 42938-78581 is underexpressed; 
25 contacting each of said cultures with a different concentration of said compound; 

and 

identifying the gene product which is underexpressed in a strain whose rate of 
proliferation is reduced by said compound. 
419. A method of profiling a compound' s activity comprising: 
30 performing the method of Paragraph 393 on a first culture using a first compound; 

performing the method of Paragraph 393 on a second culture using a second 
compound; and 

comparing the strains identified in said first culture to the strains identified in said 
second culture. 

35 420. A method of profiling a compound's activity comprising: 

performing the method of Paragraph 394 on a first culture using a first compound; 
performing the method of Paragraph 394 on a second culture using a second 
compound; and 
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comparing the strains identified in said first culture to the strains identified in said 
second culture. 

421 . A method of profiling a compound's activity comprising: 

performing the method of Paragraph 395 on a first culture using a first compound; 
performing the method of Paragraph 395 on a second culture using a second 
compound; and 

comparing the strains identified in said first culture to the strains identified in said 
second culture. 

422. A method of profiling a compound's activity comprising 

performing the method of Paragraph 396 on a first culture using a first compound; 
performing the method of Paragraph 396 on a second culture using a second 
compound; and 

comparing the strains identified in said first culture to the strains identified in said 
second culture. 

423. A method of profiling a compound's activity comprising 

performing the method of Paragraph 397 on a first culture using a first compound; 
performing the method of Paragraph 397 on a second culture using a second 
compound; and 

comparing the strains identified in said first culture to the strains identified in said 
second culture. 

424. A method of profiling a compound's activity comprising 

performing the method of Paragraph 398 on a first culture using a first compound; 
performing the method of Paragraph 398 on a second culture using a second 
compound; and 

comparing the strains identified in said first culture to the strains identified in said 
second culture. 

425. A method of profiling a first compound's activity comprising: 

growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein said array 
comprises a plurality of strains wherein each strain underexpresses a different gene product 
which is essential for proliferation of an organism, wherein said culture comprises a strain 
in which a gene product whose activity or level is inhibited by a nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213 is 
underexpressed, and wherein said first compound and said second compound inhibit the 
proliferation of said organism; and 

comparing the pattern of strains which grow on said first solid medium with the 
pattern of strains which grow on said second solid medium. 

426. A method of profiling a first compound's activity comprising: 
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growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein said array 
comprises a plurality of strains wherein each strain underexpresses a different gene product 
which is essential for proliferation of an organism, wherein said culture comprises a strain 
5 in which a gene product encoded by a nucleic acid comprising a nucleotide sequence 

selected from the group consisting of SEQ ID NOs.: 6214-42397 is underexpressed, and 
wherein said first compound and said second compound inhibit the proliferation of said 
organism; and 

comparing the partem of strains which grow on said first solid medium with the 
10 pattern of strains which grow on said second solid medium. 

427. A method of profiling a first compound's activity comprising: 

growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein said array 
comprises a plurality of strains wherein each strain underexpresses a different gene product 
15 which is essential for proliferation of an organism, wherein said culture comprises a strain 

in which a gene product comprising an amino acid sequence selected from the group 
consisting of SEQ ID NOs.: 42938-78581 is underexpressed, and wherein said first 
compound and said second compound inhibit the proliferation of said organism; and 

comparing the pattern of strains which grow on said first solid medium with the 
20 pattern of strains which grow on said second solid medium. 

428. A method of profiling a first compound's activity comprising: 

growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein said array 
comprises a plurality of strains wherein each strain underexpresses a different gene product 

25 which is essential for proliferation of an organism, wherein said culture comprises a strain 

in which a gene product selected from the group consisting of a gene product having at 
least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 

30 1-6213, a gene product encoded by a nucleic acid having at least 70% nucleotide sequence 

identity as determined using BLASTN version 2.0 with the default parameters to a nucleic 
acid encoding a gene product whose expression is inhibited by an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 1- 
6213, a gene product having at least 25% amino acid identity as determined using FASTA 

35 version 3.0t78 with the default parameters to a gene product whose expression is inhibited 

by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
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consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by 
a nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected 
from the group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene 
product whose activity may be complemented by the gene product whose activity is 
5 inhibited by a nucleic acid comprising a nucleotide sequence selected from the group 

consisting of SEQ ID NOs: 1-6213 is underexpressed, and wherein said first compound 
and said second compound inhibit the proliferation of said organism; and 

comparing the pattern of strains which grow on said first solid medium with the 
pattern of strains which grow on said second solid medium. 

10 429. A method of profiling a first compound's activity comprising: 

growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein said array 
comprises a plurality of strains wherein each strain underexpresses a different gene product 
which is essential for proliferation of an organism , wherein said culture comprises a strain 

15 in which a gene product encoded by a nucleic acid comprising a nucleotide sequence 

selected from the group consisting of a nucleic acid comprising a nucleic acid having at 
least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a nucleotide sequence selected from the group consisting of SEQ ID 
NOS.: 6214-42397, a nucleic acid comprising a nucleotide sequence which hybridizes to a 

20 sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 under stringent 

conditions, and a nucleic acid comprising a nucleotide sequence which hybridizes to a 
nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 
under moderate conditions is underexpressed, and wherein said first compound and said 
second compound inhibit the proliferation of said organism; and 

25 comparing the pattern of strains which grow on said first solid medium with the 

pattern of strains which grow on said second solid medium. 
430. A method of profiling a first compound's activity comprising: 

growing an array of strains on a first solid medium comprising said first compound 
and on a second solid medium comprising a second compound, wherein said array 

30 comprises a plurality of strains wherein each strain underexpresses a different gene product 

which is essential for proliferation of an organism, wherein said culture comprises a strain 
in which a gene product comprises a polypeptide selected from the group consisting of a 
polypeptide having at least 25% amino acid identity as determined using FASTA version 
3.0t78 to a polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 

35 and a polypeptide whose activity may be complemented by a polypeptide selected from the 

group consisting of SEQ ID NOs: 42938-78581 is underexpressed, and wherein said first 
compound and said second compound inhibit the proliferation of said organism; and 
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comparing the pattern of strains which grow on said first solid medium with the 
pattern of strains which grow on said second solid medium. 

431. The method of any one of Paragraphs 419, 420, 421, 422, 423, 424, 425, 426, 427, 
428, 429 or 430, wherein said first compound is present in a crude or partially purified state. 
5 432. A method for identifying the gene product on which a compound which inhibits 

proliferation of an organism acts comprising: 

obtaining a plurality of cultures comprising a plurality of strains wherein each 
strain underexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product whose activity or 
10 level is inhibited by a nucleic acid comprising a nucleotide sequence selected from the 

group consisting of SEQ ID NOs.: 1-6213 is underexpressed; 

contacting each of said plurality of cultures with a varying concentration of a 
regulatory agent which regulates the level of expression of said gene products which are 
essential for proliferation of said organism; and 
15 identifying the gene product which is underexpressed in a strain whose rate of 

proliferation is reduced by said compound. 

433. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a plurality of cultures comprising a plurality of strains wherein each 
20 strain underexpresses a different gene product which is essential for proliferation of said 

organism, wherein said culture comprises a strain in which a gene product encoded by a 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 6214-42397 is underexpressed; 

contacting each of said plurality of cultures with a varying concentration of a 
25 regulatory agent which regulates the level of expression of said gene products which are 

essential for proliferation of said organism; and 

identifying the gene product which is underexpressed in a strain whose rate of 
proliferation is reduced by said compound. 

434. A method for identifying the gene product on which a compound which inhibits 
30 proliferation of an organism acts comprising: 

obtaining a plurality of cultures comprising a plurality of strains wherein each 
strain underexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product comprising an 
amino acid sequence selected from the group consisting of SEQ ID NOs.: 42938-78581 is 
3 5 underexpressed; 

contacting each of said plurality of cultures with a varying concentration of a 
regulatory agent which regulates the level of expression of said gene products which are 
essential for proliferation of said organism; and 
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identifying the gene product which is underexpressed in a strain whose rate of 
proliferation is reduced by said compound. 

435. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

5 obtaining a plurality of cultures comprising a plurality of strains wherein each 

strain underexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product selected from the 
group consisting of a gene product having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a gene product 

10 whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 

sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a gene 
product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 

15 sequence selected from the group consisting of SEQ ID NOs: 1-6213, a gene product 

having at least 25% amino acid identity as determined using FASTA version 3.0t78 with 
the default parameters to a gene product whose expression is inhibited by an antisense 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 1-6213, a gene product encoded by a nucleic acid which hybridizes to a nucleic 

20 acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 

1-6213 under stringent conditions, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 
activity may be complemented by the gene product whose activity is inhibited by a nucleic 

25 acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 

1-6213 is underexpressed; 

contacting each of said plurality of cultures with a varying concentration of a 
regulatory agent which regulates the level of expression of said gene products which are 
essential for proliferation of said organism; and 

30 identifying the gene product which is underexpressed in a strain whose rate of 

proliferation is reduced by said compound. 

436. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a plurality of cultures comprising a plurality of strains wherein each 
35 strain underexpresses a different gene product which is essential for proliferation of said 

organism, wherein said culture comprises a strain in which a gene product encoded by a 
nucleic acid comprising a nucleotide sequence selected from the group consisting of a 
nucleic acid comprising a nucleic acid having at least 70% nucleotide sequence identity as 
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determined using BLASTN version 2.0 with the default parameters to a nucleotide 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid 
comprising a nucleotide sequence which hybridizes to a sequence selected from the group 
consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid 
5 comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from 

the group consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is 
underexpressed; 

contacting each of said plurality of cultures with a varying concentration of a 
regulatory agent which regulates the level of expression of said gene products which are 
10 essential for proliferation of said organism; and 

identifying the gene product which is underexpressed in a strain whose rate of 
proliferation is reduced by said compound. 

» 

437. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

15 obtaining a plurality of cultures comprising a plurality of strains wherein each 

strain underexpresses a different gene product which is essential for proliferation of said 
organism, wherein said culture comprises a strain in which a gene product comprises a 
polypeptide selected from the group consisting of a polypeptide having at least 25% amino 
acid identity as determined using FASTA version 3.0t78 to a polypeptide selected from the - 

20 group consisting of SEQ ID NOs.: 42938-78581 and a polypeptide whose activity may be 

complemented by a polypeptide selected from the group consisting of SEQ ID NOs: 42938- 
78581 is underexpressed; 

contacting each of said plurality of cultures with a varying concentration of a 
regulatory agent which regulates the level of expression of said gene products which are 

25 essential for proliferation of said organism; and 

identifying the gene product which is underexpressed in a strain whose rate of 
proliferation is reduced by said compound. 

438. A culture comprising a plurality of strains wherein each strain overexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 

30 comprises a strain in which a gene product whose activity or level is inhibited by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213 is 
overexpressed. 

439. A culture comprising a plurality of strains wherein each strain overexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 

35 comprises a strain in which a gene product encoded by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 6214-42397 is overexpressed. 

440. A culture comprising a plurality of strains wherein each strain overexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 
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comprises a strain in which a gene product comprising an amino acid sequence selected from the 
group consisting of SEQ ID NOs.: 42938-78581 is overexpressed. 

441. A culture comprising a plurality of strains wherein each strain overexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 

5 comprises a strain in which a gene product selected from the group consisting of a gene product 
having at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a 
gene product encoded by a nucleic acid having at least 70% nucleotide sequence identity as 

10 determined using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a 
gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs: 1-6213, a gene product having at least 
25% amino acid identity as determined using FASTA version 3.0t78 with the default parameters to 
a gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 

15 sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a 
nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a 
nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 

20 activity may be complemented by the gene product whose activity is inhibited by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 1-6213 is 
overexpressed. 

442. A culture comprising a plurality of strains wherein each strain overexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 

25 comprises a strain in which a gene product encoded by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of a nucleic acid comprising a nucleic acid having at 
least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the default 
parameters to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214- 
42397, a nucleic acid comprising a nucleotide sequence which hybridizes to a sequence selected 

30 from the group consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic 
acid comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is overexpressed. 

443. A culture comprising a plurality of strains wherein each strain overexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 

35 comprises a strain in which a gene product comprises a polypeptide selected from the group 
consisting of a polypeptide having at least 25% amino acid identity as determined using FASTA 
version 3.0t78 to a polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 
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and a polypeptide whose activity may be complemented by a polypeptide selected from the group 
consisting of SEQ ID NOs: 42938-78581 is overexpressed. 

444. The culture of Paragraph 438, 439, 440, 441, 442 or 443, wherein said strains 
which overexpresess said gene products comprise a nucleic acid encoding said gene product which 

5 is essential for proliferation of said organism operably linked to a regulatable promoter. 

445. The culture of Paragraph 438, 439, 440, 441, 442 or 443, wherein said strains 
which overexpresess said gene products comprise a nucleic acid encoding said gene product which 
is essential for proliferation of said organism operably linked to a constitutive promoter. 

446. The culture of Paragraph 438, 439, 440, 441, 442 or 443, wherein said culture is a 
10 culture of an organism selected from the group consisting of Acinetobacter baumannii, Anaplasma 

marginale, Aspergillus fumigates, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, 
Borrelia burgdorferi, Burkholderia cepacia, Bwlcholderia fungorum, Burhholderia mallei, 
Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), 
Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida krusei, Candida Icejyr 

15 (also called Candida pseudofropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia 
trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium 
perjringens, Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, 
Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, 
Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, 

20 Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacteiium avium, 
Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia 
asieroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis cannii, Proteus 
mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 

25 syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 

30 enterocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 

447. A culture comprising a a plurality of strains wherein each strain underexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 
comprises a strain in which a gene product whose activity or level is inhibited by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213 is 

35 underexpressed. 

448. A culture comprising a a plurality of strains wherein each strain underexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 
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comprises a strain in which a gene product encoded by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 6214-42397 is underexpressed. 

449. A culture comprising a a plurality of strains wherein each strain underexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 

5 comprises a strain in which a gene product comprising an amino acid sequence selected from the 
group consisting of SEQ ID NOs.: 42938-78581 is underexpressed. 

450. A culture comprising a a plurality of strains wherein each strain underexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 
comprises a strain in which a gene product selected from the group consisting of a gene product 

10 having at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a 
gene product encoded by a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a 

15 gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs: 1-6213, a gene product having at least 
25% amino acid identity as determined using FASTA version 3.6t78 with the default parameters to 
a gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a 

20 nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a 
nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 
activity may be complemented by the gene product whose activity is inhibited by a nucleic acid 

25 comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 1-6213 is 
underexpressed. 

451. A culture comprising a a plurality of strains wherein each strain underexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 
comprises a strain in which a gene product encoded by a nucleic acid comprising a nucleotide 

30 sequence selected from the group consisting of a nucleic acid comprising a nucleic acid having at 
least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the default 
parameters to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214- 
42397, a nucleic acid comprising a nucleotide sequence which hybridizes to a sequence selected 
from the group consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic 

35 acid comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is underexpressed. 

452. A culture comprising a a plurality of strains wherein each strain underexpresses a 
different gene product which is essential for proliferation of said organism, wherein said culture 
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comprises a strain in which a gene product comprises a polypeptide selected from the group 
consisting of a polypeptide having at least 25% amino acid identity as determined using FASTA 
version 3.0t78 to a polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 
and a polypeptide whose activity may be complemented by a polypeptide selected from the group 
5 consisting of SEQ ID NOs: 42938-78581 is underexpressed. 

453. The culture of Paragraph 447, 448, 449, 450, 451 or 452, wherein said strains 
which underexpress said gene products comprise a nucleic acid encoding said gene product which 
is essential for proliferation of said organism operably linked to a regulatable promoter. 

454. The culture of Paragraph 447, 448, 449, 450, 451 or 452, wherein said strains 
10 which underexpress said gene products comprise a nucleic acid encoding said gene product which 

is essential for proliferation of said organism operably linked to a constitutive promoter. 

455. The culture of Paragraph 447, 448, 449, 450, 451 or 452, wherein said culture is a 
culture of an organism selected from the group consisting of Acinetobacter baumannii, Anaplasma 
marginale, Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, 

15 Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, 
Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), 
Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida krusei, Candida kefyr 
(also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia 
trachomatis, Clostridium acetobutylicum, Clostridium botulinwn, Clostridium difficile, Clostridium 

20 perfringens, Coccidioides immitis, Corynebacteriwn diptheriae, Cryptococcus neoformans,. 
Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, 
Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, 
Legionella pneumophila, Listeiia monocytogenes, Moraxella catarrhalis, Mycobacterium avium, 
Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 

25 genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia 
asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus 
mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 

30 Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enterocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 

456. A method for identifying the gene product on which a compound which inhibits 
35 proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
overexpresses a different gene product which is essential for proliferation of said organism 
and wherein the nucleotide sequence of each of the overexpressed genes has been altered so 
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as to include a nucleotide sequence which can be used to generate a unique product 
corresponding to each of the overexpressed genes, wherein said culture comprises a strain 
in which a gene product whose activity or level is inhibited by a nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213 is 
overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which do not overexpress said gene product on 
which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 
gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture by detecting the unique product corresponding to said gene. 

457. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
overexpresses a different gene product which is essential for proliferation of said organism 
and wherein the nucleotide sequence of each of the overexpressed genes has been altered so 
as to include a nucleotide sequence which can be used to generate a unique product 
corresponding to each of the overexpressed genes, wherein said culture comprises a strain 
in which a gene product encoded by a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 6214-42397 is overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which do not overexpress said gene product on 
which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 
gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture by detecting the unique product corresponding to said gene. 

458. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
overexpresses a different gene product which is essentia] for proliferation of said organism 
and wherein the nucleotide sequence of each of the overexpressed genes has been altered so 
as to include a nucleotide sequence which can be used to generate a unique product 
corresponding to each of the overexpressed genes, wherein said culture comprises a strain 
in which a gene product comprising an amino acid sequence selected from the group 
consisting of SEQ ID NOs.: 42938-78581 is overexpressed; 
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contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which do not overexpress said gene product on 
which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 

5 gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture by detecting the unique product corresponding to said gene. 
459. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

10 obtaining a culture comprising a plurality of strains wherein each strain 

overexpresses a different gene product which is essential for proliferation of said organism 
and wherein the nucleotide sequence of each of the overexpressed genes has been altered so 
as to include a nucleotide sequence which can be used to generate a unique product 
corresponding to each of the overexpressed genes, wherein said culture comprises a strain 

15 in which a gene product selected from the group consisting of a gene product having at 

least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 
1-6213, a gene product encoded by a nucleic acid having at least 70% nucleotide sequence 

20 identity as determined using BLASTN version 2.0 with the default parameters to a nucleic 

acid encoding a gene product whose expression is inhibited by an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 1- 
6213, a gene product having at least 25% amino acid identity as determined using FASTA 
version 3.0t78 with the default parameters to a gene product whose expression is inhibited 

25 by an antisense nucleic acid comprising a nucleotide sequence selected from the group 

consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by 
a nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected 

30 from the group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene 

product whose activity may be complemented by the gene product whose activity is 
inhibited by a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs: 1-6213 is overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 

35 the proliferation of strains of said organism which do not overexpress said gene product on 

which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate mere rapidly than strains which do not overexpress said 
gene product on which said compound acts; and 
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identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture by detecting the unique product corresponding to said gene. 

460. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
overexpresses a different gene product which is essential for proliferation of said organism 
and wherein the nucleotide sequence of each of the overexpressed genes has been altered so 
as to include a nucleotide sequence which can be used to generate a unique product 
corresponding to each of the overexpressed genes, wherein said culture comprises a strain 
in which a gene product encoded by a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of a nucleic acid comprising a nucleic acid having at 
least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a nucleotide sequence selected from the group consisting of SEQ ID 
NOS.: 6214-42397, a nucleic acid comprising a nucleotide sequence which hybridizes to a 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 under stringent 
conditions, and a nucleic acid comprising a nucleotide sequence which hybridizes to a 
nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 
under moderate conditions is overexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which do not overexpress said gene product on 
which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 
gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture by detecting the unique product corresponding to said gene. 

461. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
overexpresses a different gene product which is essential for proliferation of said organism 
and wherein the nucleotide sequence of each of the overexpressed genes has been altered so 
as to include a nucleotide sequence which can be used to generate a unique product 
corresponding to each of the overexpressed genes, wherein said culture comprises a strain 
in which a gene product comprises a polypeptide selected from the group consisting of a 
polypeptide having at least 25% amino acid identity as determined using FASTA version 
3.0t78 to a polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 
and a polypeptide whose activity may be complemented by a polypeptide selected from the 
group consisting of SEQ ID NOs: 42938-78581 is overexpressed; 
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contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which do not overexpress said gene product on 
which said compound acts, such that strains which overexpress said gene product on which 
said compound acts proliferate more rapidly than strains which do not overexpress said 
5 gene product on which said compound acts; and 

identifying the gene product which is overexpressed in a strain which proliferated 
more rapidly in said culture by detecting the unique product corresponding to said gene. 

462. The method of Paragraph 456, 457, 458, 459, 460 or 461, wherein the nucleotide 
sequence of each of the genes encoding an overexpressed gene product has been altered by 

10 replacing the native promoters of said genes with promoters which facilitate overexpression of said 
gene products. 

463. The method of Paragraph 456, 457, 458, 459, 460 or 461, wherein the nucleotide 
sequence of each of the genes encoding an overexpressed gene product has been altered by inserting 
a regulatory element into the native promoters of said genes with a promoter which facilitates 

15 overexpression of said gene products. 

464. The method of Paragraph 463, wherein said regulatory element is selected from the 
group consisting of a regulatable promoter, an operator which is recognized by a repressor, a 
nucleotide sequence which is recognized by a transcriptional activator, a transcriptional terminator, 
a nucleotide sequence which introduces a bend in the DNA and an upstream activating sequence. 

20 465. The method of Paragraph 456, 457, 458, 459, 460 or 461, wherein the step of 

identifying the gene product which is overexpressed in a strain which proliferated more rapidly in 
said culture by detecting the unique product corresponding to said gene comprises perforating an 
amplification reaction and detecting a unique amplification product corresponding to said gene. 

466. The method of Paragraph 462, wherein the native promoter of each of the genes 
25 encoding a gene product essential for proliferation is replaced with the same promoter. 

467. The method of Paragraph 462, wherein the native promoters of the genes encoding 
gene products essential for proliferation are replaced with a plurality of promoters selected to give a 
desired expression level for each gene product. 

468. The method of Paragraph 462, wherein said promoters which replaced the native 
30 promoters in each strain comprise regulatable promoters. 

469. The method of Paragraph 462, wherein said promoters which replaced the native 
promoters in each strain each strain comprise constitutive promoters. 

470. The method of Paragraph 456, 457, 458, 459, 460 or 461, wherein said organism is 
selected from the group consisting of bacteria, fungi, and protozoa. 

35 471. The method of Paragraph 456, 457, 458, 459, 460 or 461, wherein said culture is a 

culture of an organism selected from the group consisting of Acinetobacter baumannii, Anaplasina 
marginale, Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, 
Borrelia burgdorferi, Burkholderia cepacia, BurkJiolderia fungomm, Burldiolderia mallei, 
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Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), 
Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida krusei, Candida Icejyr 
(also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia 
trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium 
5 perfringens, Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, 
Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, 
Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, 
Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, 
Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 

10 genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia 
asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus 
mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas puiida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexnen, 

15 Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enterocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 

472. A method for identifying the gene product on which a compound which inhibits- 
20 proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
underexpresses a different gene product which is essential for proliferation of said organism 
and wherein the nucleotide sequence of each of the underexpressed genes has been altered 
so as to include a nucleotide sequence which can be used to generate a unique product 
25 corresponding to each of the underexpressed genes and wherein said culture comprises a 

strain in which a gene product whose activity or level is inhibited by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1- 
6213 is underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
30 the proliferation of strains of said organism which underexpress said gene product on which 

said compound acts, such that strains which underexpress said gene product on which said 
compound acts proliferate more slowly than strains which do not underexpress the gene 
product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
more rapidly in said culture by detecting the unique product corresponding to said gene. 

473. A method for identifying the gene product pn which a compound which inhibits 
proliferation of an organism acts comprising: 
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obtaining a culture comprising a plurality of strains wherein each strain 
underexpresses a different gene product which is essential for proliferation of said organism 
and wherein the nucleotide sequence of each of the underexpressed genes has been altered 
so as to include a nucleotide sequence which can be used to generate a unique product 
5 corresponding to each of the underexpressed genes and wherein said culture comprises a 

strain in which a gene product encoded by a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 6214-42397 is underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which underexpress said gene product on which 
10 said compound acts, such that strains which underexpress said gene product on which said 

compound acts proliferate more slowly than strains which do not underexpress the gene 
product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
more rapidly in said culture by detecting the unique product corresponding to said gene. 
15 474. A method for identifying the gene product on which a compound which inhibits 

proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
underexpresses a different gene product which is essential for proliferation of said organism 
and wherein the nucleotide sequence of each of the underexpressed genes has been altered 
20 so as to include a nucleotide sequence which can be used to generate a unique product 

corresponding to each of the underexpressed genes, wherein said culture comprises a strain 
in which a gene product comprising an amino acid sequence selected from the group 
consisting of SEQ ID NOs.: 42938-78581 is underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
25 the proliferation of strains of said organism which underexpress said gene product on which 

said compound acts, such that strains which underexpress said gene product on which said 
compound acts proliferate more slowly than strains which do not underexpress the gene 
product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
30 more rapidly in said culture by detecting the unique product corresponding to said gene. 

475. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
underexpresses a different gene product which is essential for proliferation of said organism 
35 and wherein the nucleotide sequence of each of the underexpressed genes has been altered 

so as to include a nucleotide sequence which can be used to generate a unique product 
corresponding to each of the underexpressed genes, wherein said culture comprises a strain 
in which a gene product selected from the group consisting of a gene product having at 
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least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 
1-6213, a gene product encoded by a nucleic acid having at least 70% nucleotide sequence 
identity as determined using BLASTN version 2.0 with the default parameters to a nucleic 
acid encoding a gene product whose expression is inhibited by an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: l- 
6213, a gene product having at least 25% amino acid identity as determined using FASTA 
version 3.0t78 with the default parameters to a gene product whose expression is inhibited 
by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by 
a nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected 
from the group consisting of SEQ 3D NOs.: 1-6213 under moderate conditions, and a gene 
product whose activity may be complemented by the gene product whose activity is 
inhibited by a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs: 1-6213 is underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which underexpress said gene product on which 
said compound acts, such that strains which underexpress said gene product on which said 
compound acts proliferate more slowly than strains which do not underexpress the gene 
product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
more rapidly in said culture by detecting the unique product corresponding to said gene. 
476. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
underexpresses a different gene product which is essential for proliferation of said organism 
and wherein the nucleotide sequence of each of the underexpressed genes has been altered 
so as to include a nucleotide sequence which can be used to generate a unique product 
corresponding to each of the underexpressed genes, wherein said culture comprises a strain 
in which a gene product encoded by a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of a nucleic acid comprising a nucleic acid having at 
least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a nucleotide sequence selected from the group consisting of SEQ ID 
NOS.: 6214-42397, a nucleic acid comprising a nucleotide sequence which hybridizes to a 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 under stringent 
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conditions, and a nucleic acid comprising a nucleotide sequence which hybridizes to a 
nucleotide sequence selected from the group consisting of SEQ ID NOS.: 621442397 
under moderate conditions is underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
5 the proliferation of strains of said organism which underexpress said gene product on which 

said compound acts, such that strains which underexpress said gene product on which said 
compound acts proliferate more slowly than strains which do not underexpress the gene 
product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
10 more rapidly in said culture by detecting the unique product corresponding to said gene. 

477. A method for identifying the gene product on which a compound which inhibits 
proliferation of an organism acts comprising: 

obtaining a culture comprising a plurality of strains wherein each strain 
underexpresses a different gene product which is essential for proliferation of said organism 
15 and wherein the nucleotide sequence of each of the underexpressed genes has been altered 

so as to include a nucleotide sequence which can be used to generate a unique product 
corresponding to each of the underexpressed genes , wherein said culture comprises a strain 
in which a gene product comprises a polypeptide selected from the group consisting of a 
polypeptide having at least 25% amino acid identity as determined using FASTA version 
20 3.0t78 to a polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 

and a polypeptide whose activity may be complemented by a polypeptide selected from the 
group consisting of SEQ ID NOs: 42938-78581 is underexpressed; 

contacting said culture with a sufficient concentration of said compound to inhibit 
the proliferation of strains of said organism which underexpress said gene product on which 
25 said compound acts, such that strains which underexpress said gene product on which said 

compound acts proliferate more slowly than strains which do not underexpress the gene 
product on which said compound acts; and 

identifying the gene product which is underexpressed in a strain which proliferated 
more rapidly in said culture by detecting the unique product corresponding to said gene. 
30 478. The method of Paragraph 472, 473, 474, 475, 476 or 477, wherein the nucleotide 

sequence of each of the genes encoding an underexpressed gene product has been altered by 
replacing the native promoters of said genes with promoters which facilitate underexpression of 
said gene products. 

479. The method of Paragraph 472, 473, 474, 475, 476 or 477, wherein the nucleotide 
35 sequence of each of the genes encoding an underexpressed gene product has been altered by 
inserting a regulatory element into the native promoters of said genes with a promoter which 
facilitates underexpression of said gene products. 
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480. The method of Paragraph 479, wherein said regulatory element is selected from the 
group consisting of a regulatable promoter, an operator which is recognized by a repressor, a 
nucleotide sequence which is recognized by a transcriptional activator, a transcriptional terminator, 
a nucleotide sequence which introduces a bend in the DNA and an upstream activating sequence. 
5 481. The method of Paragraph 472, 473, 474, 475, 476 or 477, wherein the step of 

identifying the gene product which is underexpressed in a strain which proliferated more slowly in 
said culture by detecting the unique product corresponding to said gene comprises performing an 
amplification reaction and detecting a unique amplification product corresponding to said gene. 

482. The method of Paragraph 478, wherein the native promoter of each of the genes 
10 encoding a gene product essential for proliferation is replaced with the same promoter. 

483 . The method of Paragraph 478, wherein the native promoters of the genes encoding 
gene products essential for proliferation are replaced with a plurality of promoters selected to give a 
desired expression level for each gene product. 

484. The method of Paragraph 478, wherein said promoters which replaced the native 
15 promoters in each strain comprise regulatable promoters. 

485. The method of Paragraph 478, wherein said promoters which replaced the native 
promoters in each strain each strain comprise constitutive promoters. 

486. The method of Paragraph 472, 473, 474, 475, 476 or 477, wherein said organism is 
selected from the group consisting of bacteria, fungi, and protozoa. 

20 487 - The me *od of Paragraph 472, 473, 474, 475, 476 or 477, wherein said culture is a 

culture of an organism selected from the group consisting of Acinetobacter baumannii, Anaplasma 
marginale, Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, 
Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, 
Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata\ 
25 Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida Icrusei, Candida kefyr 
(also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia 
trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium 
perfringens, Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, 
Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, 
30 Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatwn, Klebsiella pneumoniae, 
Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, 
Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia 
asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus 
35 mirabilis, Proteus vtdgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
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Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae t Vibrio parahaemolyticus, Vibrio vulmficans, Yersinia 
enterocolitica, Yersinia pestis and any species falling within the genera of any of the above species. 

488. A method for determining the extent to which each of a plurality of strains are 
5 present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
strains wherein each strain overexpresses or underexpresses a different gene product which 
is required for proliferation of said organism wherein said culture comprises a strain in 

10 which a gene product whose activity or level is inhibited by a nucleic acid comprising a 

nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213 is 
overexpressed or underexpressed; 

performing an amplification reaction using a set of primer pairs which are 
complementary to nucleotide sequences within or adjacent to the genes which encode said 

15 gene products, wherein the members of said set of primer pairs are designed such that each 

primer pair would yield an amplification product having a length distinguishable from the 
lengths of the amplification products from the other primer pairs if a strain comprising the 
nucleotide sequences complementary to said primer pair is present in said culture or 
collection of strains; and 

20 determining the lengths of the amplification products obtained in said amplification 

reaction. 

489. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
25 collection of strains wherein said culture or collection of strains comprises a plurality of 

strains wherein each strain overexpresses or underexpresses a different gene product which 
is required for proliferation of said organism , wherein said culture comprises a strain in 
which a gene product encoded by a nucleic acid comprising a nucleotide sequence selected 
from the group consisting of SEQ ID NOs.: 6214-42397 is overexpressed or 
30 underexpressed; 

performing an amplification reaction using a set of primer pairs which are 
complementary to nucleotide sequences within or adjacent to the genes which encode said 
gene products, wherein the members of said set of primer pairs are designed such that each 
primer pair would yield an amplification product having a length distinguishable from the 
35 lengths of the amplification products from the other primer pairs if a strain comprising the 

nucleotide sequences complementary to said primer pair is present in said culture or 
collection of strains; and 
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determining the lengths of the amplification products obtained in said amplification 
reaction. 

490. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 
5 obtaining a nucleic acid sample comprising nucleic acids from a culture or 

collection of strains wherein said culture or collection of strains comprises a plurality of 
strains wherein each strain overexpresses or underexpresses a different gene product which 
is required for proliferation of said organism, wherein said culture comprises a strain in 
which a gene product comprising an amino acid sequence selected from the group 

10 consisting of SEQ ID NOs.: 42938-78581 is overexpressed or underexpressed; 

performing an amplification reaction using a set of primer pairs which are 
complementary to nucleotide sequences within or adjacent to the genes which encode said 
gene products, wherein the members of said set of primer pairs are designed such that each 
primer pair would yield an amplification product having a length distinguishable from the 

15 lengths of the amplification products from the other primer pairs if a strain comprising the 

nucleotide sequences complementary to said primer pair is present in said culture or 
collection of strains; and 

determining the lengths of the amplification products obtained in said amplification 
reaction. 

20 491. A method for determining the extent to which each of a plurality of strains are 

present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
strains wherein each strain overexpresses or underexpresses a different gene product which 

25 is squired for proliferation of said organism , wherein said culture comprises a strain in 

which a gene product selected from the group consisting of a gene product having at least 
70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 

30 1-6213, a gene product encoded by a nucleic acid having at least 70% nucleotide sequence 

identity as determined using BLASTN version 2.0 with the default parameters to a nucleic 
acid encoding a gene product whose expression is inhibited by an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 1- 
6213, a gene product having at least 25% amino acid identity as determined using FASTA 

35 version 3.0t78 with the default parameters to a gene product whose expression is inhibited 

by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
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consisting of SEQ ED NOs.: 1-6213 under stringent conditions, a gene product encoded by 
a nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected 
from the group consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene 
product whose activity may be complemented by the gene product whose activity is 

5 inhibited by a nucleic acid comprising a nucleotide sequence selected from the group 

consisting of SEQ ID NOs: 1-6213 is overexpressed or underexpressed; 

performing an amplification reaction using a set of primer pairs which are 
complementary to nucleotide sequences within or adjacent to the genes which encode said 
gene products, wherein the members of said set of primer pairs are designed such that each 

10 primer pair would yield an amplification product having a length distinguishable from the 

lengths of the amplification products from the other primer pairs if a strain comprising the 
nucleotide sequences complementary to said primer pair is present in said culture or 
collection of strains; and 

determining the lengths of the amplification products obtained in said amplification 

15 reaction. 

492. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 

20 strains wherein each strain overexpresses or underexpresses a different gene product which 

is required for proliferation of said organism , wherein said culture comprises a strain in 
which a gene product encoded by a nucleic acid comprising a nucleotide sequence selected 
from the group consisting of a nucleic acid comprising a nucleic acid having at least 70% 
nucleotide sequence identity as determined using BLASTN version 2.0 with the default 

25 parameters to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 

6214-42397, a nucleic acid comprising a nucleotide sequence which hybridizes to a 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397 under stringent 
conditions, and a nucleic acid comprising a nucleotide sequence which hybridizes to a 
nucleotide sequence selected from the group consisting of SEQ ED NOS.: 6214-42397 

30 under moderate conditions is overexpressed or underexpressed; 

performing an amplification reaction using a set of primer pairs which are 
complementary to nucleotide sequences within or adjacent to the genes which encode said 
gene products, wherein the members of said set of primer pairs are designed such that each 
primer pair would yield an amplification product having a length distinguishable from the 

35 lengths of the amplification products from the other primer pairs if a strain comprising the 

nucleotide sequences complementary to said primer pair is present in said culture or 
collection of strains; and 
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determining the lengths of the amplification products obtained in said amplification 
reaction. 

493. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

5 obtaining a nucleic acid sample comprising nucleic acids from a culture or 

collection of strains wherein said culture or collection of strains comprises a plurality of 
strains wherein each strain overexpresses or underexpresses a different gene product which 
is required for proliferation of said organism , wherein said culture comprises a strain in 
which a gene product comprising a polypeptide selected from the group consisting of a 

10 polypeptide having at least 25% amino acid identity as determined using FASTA version 

3.0t78 to a polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 
and a polypeptide whose activity may be complemented by a polypeptide selected from the 
group consisting of SEQ ID NOs: 42938-78581 is overexpressed or underexpressed; 

performing an amplification reaction using a set of primer pairs which are 

15 complementary to nucleotide sequences within or adjacent to the genes which encode said 

gene products, wherein the members of said set of primer pairs are designed such that each 
primer pair would yield an amplification product having a length distinguishable from the 
lengths of the amplification products from the other primer pairs if a strain comprising the 
nucleotide sequences complementary to said primer pair is present in said culture or. 

20 collection of strains; and 

determining the lengths of the amplification products obtained in said amplification 
reaction. 

494. The method of Paragraph 488, 489, 490, 491, 492 or 493, wherein one member of 
each primer pair for each of said genes is labeled with a detectable dye. 

25 495. The method of Paragraph 488, 489, 490, 491, 492 or 493, wherein: 

said nucleic acid sample is divided into N aliquots; and 

said amplification reaction is performed on each aliquot using primer pairs 
complementary to nucleotide sequences within or adjacent to 1/N of the genes which 
encode said gene products, wherein one of the members of each primer pair in each aliquot 
is labeled with a dye and wherein the dyes on the primers in each aliquot are 
distinguishable from one another. 

496. The method of Paragraph 494, further comprising pooling the amplification 
products from each of the aliquots prior to determining the lengths of the amplification products. 

497. The method of Paragraph 488, 489, 490, 491, 492 or 493, wherein the native 
promoters of said genes which encode said gene products have been replaced with a regulatable 
promoter and one of the primers in said primer pairs is complementary to a nucleotide sequence 
within said regulatable promoter. 
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498. The method of Paragraph 496, wherein the native promoters for each of said genes 
were replaced with the same regulatable promoter. 

499. The method of Paragraph 496, wherein more than one regulatable promoter was 
used to replace the promoters of said genes such that some of said genes are under the control of a 

5 different regulatable promoter. 

500. A method for identifying the target of a compound which inhibits the proliferation 
of an organism comprising: 

obtaining a first nucleic acid sample comprising nucleic acids from a first culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 

10 strains wherein each strain overexpresses or underexpresses a different gene product which 

is required for proliferation of said organism and wherein said culture or collection of 
strains has been contacted with said compound; 

obtaining a second nucleic acid sample comprising nucleic acids from a second 
culture or collection of strains wherein said culture or collection of strains comprises the 

15 same strains as said first culture or collection of strains wherein said second culture or 

collection of strains has not been contacted with said compound; 

performing a first amplification reaction on said first nucleic acid sample using a 
set of primer pairs which are complementary to nucleotide sequences within or adjacent to 
the genes which encode said gene products, wherein the members of said set of primer pairs 

20 are designed such that each primer pair would yield an amplification product having a 

length distinguishable from the lengths of the amplification products from the other primer 
pairs if a strain comprising the nucleotide sequences complementary to said primer pair is 
present in said culture or collection of strains; 

performing a second amplification reaction on said second nucleic acid sample 

25 using the same set of primer pairs used in said first amplification reaction; 

and comparing the amount of each amplification product in said first amplification 
reaction to the amount of that amplification product in said second amplification reaction, 
wherein an increased level of an amplification product in said first amplification reaction 
relative to said second amplification reaction indicates that the gene product corresponding 

30 to said amplification product is the target of said compound if said culture or strain 

overexpresses said gene products and a decreased level of of an amplification product in 
said first amplification reaction relative to said second amplification reaction indicates that 
the gene product corresponding to said amplification product is the target of said compound 
if said culture or strain overexpresses said gene products, wherein said first and second 

35 cultures or collection of strains comprise a strain in which a gene product whose activity or 

level is inhibited by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NGs.: 1-6213 is overcxpressed cr underexpressed. 
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501. A method for identifying the target of a compound which inhibits the proliferation 
of an organism comprising: 

obtaining a first nucleic acid sample comprising nucleic acids from a first culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
5 strains wherein each strain overexpresses or underexpresses a different gene product which 

is required for proliferation of said organism and wherein said culture or collection of 
strains has been contacted with said compound; 

obtaining a second nucleic acid sample comprising nucleic acids from a second 
culture or collection of strains wherein said culture or collection of strains comprises the 
10 same strains as said first culture or collection of strains wherein said second culture or 

collection of strains.has not been contacted with said compound; 

performing a first amplification reaction on said first nucleic acid sample using a 
set of primer pairs which are complementary to nucleotide sequences within or adjacent to 
the genes which encode said gene products, wherein the members of said set of primer pairs 
15 are designed such that each primer pair would yield an amplification product having a 

length distinguishable from the lengths of the amplification products from the other primer 
pairs if a strain comprising the nucleotide sequences complementary to said primer pair is 
present in said culture or collection of strains; 

performing a second amplification reaction on said second nucleic acid sample 
20 using the same set of primer pairs used in said first amplification reaction; 

and comparing the amount of each amplification product in said first amplification 
reaction to the amount of that amplification product in said second amplification reaction,, 
wherein an increased level of an amplification product in said first amplification reaction 
relative to said second amplification reaction indicates that the gene product corresponding 
25 to said amplification product is the target of said compound if said culture or strain 

overexpresses said gene products and a decreased level of of an amplification product in 
said first amplification reaction relative to said second amplification reaction indicates that 
the gene product corresponding to said amplification product is the target of said compound 
if said culture or strain overexpresses said gene products, wherein said first and second 
30 cultures or collection of strains comprise a strain in which a gene product encoded by a 

nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 6214-42397 is overexpressed or underexpressed. 

502. A method for identifying the target of a compound which inhibits the proliferation 
of an organism comprising: 

35 obtaining a first nucleic acid sample comprising nucleic acids from a first culture or 

collection of strains wherein said culture or collection of strains comprises a plurality of 
strains wherein each strain overexpresses or underexpresses a different gene product which 
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is required for proliferation of said organism and wherein said culture or collection of 
strains has been contacted with said compound; 

obtaining a second nucleic acid sample comprising nucleic acids from a second 
culture or collection of strains wherein said culture or collection of strains comprises the 
5 same strains as said first culture or collection of strains wherein said second culture or 

collection of strains has not been contacted with said compound; 

performing a first amplification reaction on said first nucleic acid sample using a 
set of primer pairs which are complementary to nucleotide sequences within or adjacent to 
the genes which encode said gene products, wherein the members of said set of primer pairs 
10 are designed such that each primer pair would yield an amplification product having a 

length distinguishable from the lengths of the amplification products from the other primer 
pairs if a strain comprising the nucleotide sequences complementary to said primer pair is 
present in said culture or collection of strains; 

performing a second amplification reaction on said second nucleic acid sample 
15 using the same set of primer pairs used in said first amplification reaction; 

and comparing the amount of each amplification product in said first amplification 
reaction to the amount of that amplification product in said second amplification reaction, 
wherein an increased level of an amplification product in said first amplification reaction 
relative to said second amplification reaction indicates that the gene product corresponding ■ 
20 to said amplification product is the target of said compound if said culture or strain 

overexpresses said gene products and a decreased level of of an amplification product in 
said first amplification reaction relative to said second amplification reaction indicates that 
the gene product corresponding to said amplification product is the target of said compound 
if said culture or strain overexpresses said gene products, wherein said first and second 
25 cultures or collection of strains comprise a strain in which a gene product comprising an 

amino acid sequence selected from the group consisting of SEQ ID NOs.: 42938-78581 is 
overexpressed or underexpressed. 

503. A method for identifying the target of a compound which inhibits the proliferation 
of an organism comprising: 

30 obtaining a first nucleic acid sample comprising nucleic acids from a first culture or 

collection of strains wherein said culture or collection of strains comprises a plurality of 
strains wherein each strain overexpresses or underexpresses a different gene product which 
is required for proliferation of said organism and wherein said culture or collection of 
strains has been contacted with said compound; 

35 obtaining a second nucleic acid sample comprising nucleic acids from a second 

culture or collection of strains wherein said culture or collection of strains comprises the 
same strains as said first culture or collection of strains wherein said second culture or 
collection of strains has not been contacted with said compound; 
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performing a first amplification reaction on said first nucleic acid sample using a 
set of primer pairs which are complementary to nucleotide sequences within or adjacent to 
the genes which encode said gene products, wherein the members of said set of primer pairs 
are designed such that each primer pair would yield an amplification product having a 
length distinguishable from the lengths of the amplification products from the other primer 
pairs if a strain comprising the nucleotide sequences complementary to said primer pair is 
present in said culture or collection of strains; 

performing a second amplification reaction on said second nucleic acid sample 
using the same set of primer pairs used in said first amplification reaction; 

and comparing the amount of each amplification product in said first amplification 
reaction to the amount of that amplification product in said second amplification reaction, 
wherein an increased level of an amplification product in said first amplification reaction 
relative to said second amplification reaction indicates that the gene product corresponding 
to said amplification product is the target of said compound if said culture or strain 
overexpresses said gene products and a decreased level of of an amplification product in 
said first amplification reaction relative to said second amplification reaction indicates that 
the gene product corresponding to said amplification product is the target of said compound 
if said culture or strain overexpresses said gene products, wherein said first and second 
cultures or collection of strains comprise a strain in which a gene product selected from the 
group consisting of a gene product having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a gene product 
whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a gene 
product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs: 1-6213, a gene product 
having at least 25% amino acid identity as determined using FASTA version 3.0t78 with 
the default parameters to a gene product whose expression is inhibited by an antisense 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 1-6213, a gene product encoded by a nucleic acid which hybridizes to a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 
1-6213 under stringent conditions, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 
activity may be complemented by the gene product whose activity is inhibited by a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 
1-6213 is overexpressed or underexpressed. 

106 



WO 02/077183 PCT/US02/09107 

504. A method for identifying the target of a compound which inhibits the proliferation 
of an organism comprising: 

obtaining a first nucleic acid sample comprising nucleic acids from a first culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 

5 strains wherein each strain overexpresses or underexpresses a different gene product which 

is required for proliferation of said organism and wherein said culture or collection of 
strains has been contacted with said compound; 

obtaining a second nucleic acid sample comprising nucleic acids from a second 
culture or collection of strains wherein said culture or collection of strains comprises the 

10 same strains as said first culture or collection of strains wherein said second culture or 

collection of strains has not been contacted with said compound; 

performing a first amplification reaction on said first nucleic acid sample using a 
set of primer pairs which are complementary to nucleotide sequences within or adjacent to 
the genes which encode said gene products, wherein the members of said set of primer pairs 

15 are designed such that each primer pair would yield an amplification product having a 

length distinguishable from the lengths of the amplification products from the other primer 
pairs if a strain comprising the nucleotide sequences complementary to said primer pair is 
present in said culture or collection of strains; 

performing a second amplification reaction on said second nucleic acid sample 

20 using the same set of primer pairs used in said first amplification reaction; 

and comparing the amount of each amplification product in said first amplification 
reaction to the amount of that amplification product in said second amplification reaction, 
wherein an increased level of an amplification product in said first amplification reaction 
relative to said second amplification reaction indicates that the gene product corresponding 

25 to said amplification product is the target of said compound if said culture or strain 

overexpresses said gene products and a decreased level of of an amplification product in 
said first amplification reaction relative to said second amplification reaction indicates that 
the gene product corresponding to said amplification product is the target of said compound 
if said culture or strain overexpresses said gene products, wherein said first and second 

30 cultures or collection of strains comprise a strain in which a gene product encoded by a 

nucleic acid comprising a nucleotide sequence selected from the group consisting of a 
nucleic acid comprising a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleotide 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid 

35 comprising a nucleotide sequence which hybridizes to a sequence selected from the group 

consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid 
comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from 
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the group consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is 
overexpressed or underexpressed. 

505. A method for identifying the target of a compound which inhibits the proliferation 
of an organism comprising: 

obtaining a first nucleic acid sample comprising nucleic acids from a first culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
strains wherein each strain overexpresses or underexpresses a different gene product which 
is required for proliferation of said organism and wherein said culture or collection of 
strains has been contacted with said compound; 

obtaining a second nucleic acid sample comprising nucleic acids from a second 
culture or collection of strains wherein said culture or collection of strains comprises the 
same strains as said first culture or collection of strains wherein said second culture or 
collection of strains has not been contacted with said compound; 

performing a first amplification reaction on said first nucleic acid sample using a 
set of primer pairs which are complementary to nucleotide sequences within or adjacent to 
the genes which encode said gene products, wherein the members of said set of primer pairs 
are designed such that each primer pair would yield an amplification product having a 
length distinguishable from the lengths of the amplification products from the other primer 
pairs if a strain comprising the nucleotide sequences complementary to said primer pair is 
present in said culture or collection of strains; 

performing a second amplification reaction on said second nucleic acid sample 
using the same set of primer pairs used in said first amplification reaction; 

and comparing the amount of each amplification product in said first amplification 
reaction to the amount of that amplification product in said second amplification reaction, 
wherein an increased level of an amplification product in said first amplification reaction 
relative to said second amplification reaction indicates that the gene product corresponding 
to said amplification product is the target of said compound if said culture or strain 
overexpresses said gene products and a decreased level of of an amplification product in 
said first amplification reaction relative to said second amplification reaction indicates that 
the gene product corresponding to said amplification product is the target of said compound 
if said culture or strain overexpresses said gene products, wherein said first and second 
culture or collection of strains comprise a strain in which a gene product comprising a 
polypeptide selected from the group consisting of a polypeptide having at least 25% amino 
acid identity as determined using FASTA version 3.0t78 to a polypeptide selected from the 
group consisting of SEQ ID NOs.: 42938-78581 and a polypeptide whose activity may be 
complemented by a polypeptide selected from the group consisting of SEQ ID NOs: 42938- 
78581 is overexpressed or underexpressed. 
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506. The method of Paragraph 500, 501, 502, 503, 504 or 505, wherein one member of 
each primer pair for each of said genes is labeled with a detectable dye. 

507. The method of Paragraph 500, 501, 502, 503, 504 or 505, wherein the native 
promoters of said genes which encode said gene products have been replaced with a regulatable 

5 promoter and one of the primers in said primer pairs is complementary to a nucleotide sequence 
within said regulatable promoter. 

508. The method of Paragraph 500, 501, 502, 503, 504 or 505, wherein the native 
promoters for each of said genes were replaced with the same regulatable promoter. 

509. The method of Paragraph 500, 501, 502, 503, 504 or 505, wherein more than one 
10 regulatable promoter was used to replace the promoters of said genes such that some of said genes 

are under the control of a different regulatable promoter. 

510. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
15 collection of strains wherein said culture or collection of strains comprises a plurality of 

strains which transcribe an antisense nucleic acid complementary to a different gene 
product which is required for proliferation of said organism; 

performing an amplification reaction using a set of primer pairs which are 
complementary to nucleotide sequences within or adjacent to the nucleic acids which 
20 encode said antisense nucleic acids, wherein the members of said set of primer pairs are 

designed such that each primer pair would yield an amplification product having a length 
distinguishable from the lengths of the amplification products from the other primer pairs if 
a strain comprising the nucleotide sequences complementary to said primer pair is present 
in said culture or collection of strains; and 
25 determining the lengths of the amplification products obtained in said amplification 

reaction, wherein said culture comprises a strain in which a gene product whose activity or 
level is inhibited by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 is overexpressed or underexpressed. 

511. A method for determining the extent to which each of a plurality of strains are 
30 present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
strains which transcribe an antisense nucleic acid complementary to a different gene 
product which is required for proliferation of said organism; 
35 performing an amplification reaction using a set of primer pairs which are 

complementary to nucleotide sequences within or adjacent to the nucleic acids which 
encode said antisense nucleic acids, wherein the members of said set of primer pairs are 
designed such that each primer pair would yield an amplification product having a length 
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distinguishable from the lengths of the amplification products from the other primer pairs if 
a strain comprising the nucleotide sequences complementary to said primer pair is present 
in said culture or collection of strains; and 

determining the lengths of the amplification products obtained in said amplification 
reaction, wherein said culture comprises a strain in which a gene product encoded by a 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 6214-42397 is overexpressed or underexpressed. 

512. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
strains which transcribe an antisense nucleic acid complementary to a different gene 
product which is required for proliferation of said organism; 

performing an amplification reaction using a set of primer pairs which are 
complementary to nucleotide sequences within or adjacent to the nucleic acids which 
encode said antisense nucleic acids, wherein the members of said set of primer pairs are 
designed such that each primer pair would yield an amplification product having a length 
distinguishable from the lengths of the amplification products from the other primer pairs if 
a strain comprising the nucleotide sequences complementary to said primer pair is present 
in said culture or collection of strains; and 

determining the lengths of the amplification products obtained in said amplification 
reaction, wherein said culture comprises a strain in which a gene product comprising an 
amino acid sequence selected from the group consisting of SEQ ID NOs.: 42938-78581 is 
overexpressed or underexpressed. 

513. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
strains which transcribe an antisense nucleic acid complementary to a different gene 
product which is required for proliferation of said organism; 

performing an amplification reaction using a set of primer pairs which are 
complementary to nucleotide sequences within or adjacent to the nucleic acids which 
encode said antisense nucleic acids, wherein the members of said set of primer pairs are 
designed such that each primer pair would yield an amplification product having a length 
distinguishable from the lengths of the amplification products from the other primer pairs if 
a strain comprising the nucleotide sequences complementary to said primer pair is present 
in said culture or collection of strains; and 
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determining the lengths of the amplification products obtained in said amplification 
reaction, wherein said culture comprises a strain in which a gene product selected from the 
group consisting of a gene product having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a gene product 
5 whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 

sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a gene 
product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
10 sequence selected from the group consisting of SEQ ID NOs: 1-6213, a gene product 

having at least 25% amino acid identity as determined using FASTA version 3.0t78 with 
the default parameters to a gene product whose expression is inhibited by an antisense 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 1-6213, a gene product encoded by a nucleic acid which hybridizes to a nucleic 
15 acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 

1-6213 under stringent conditions, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose 
activity may be complemented by the gene product whose activity is inhibited by a nucleic 
20 acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 

1-6213 is overexpressed or underexpressed. 

514. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 

25 collection of strains wherein said culture or collection of strains comprises a plurality of 

strains which transcribe an antisense nucleic acid complementary to a different gene 
product which is required for proliferation of said organism; 

performing an amplification reaction using a set of primer pairs which are 
complementary to nucleotide sequences within or adjacent to the nucleic acids which 

30 encode said antisense nucleic acids, wherein the members of said set of primer pairs are 

designed such that each primer pair would yield an amplification product having a length 
distinguishable from the lengths of the amplification products from the other primer pairs if 
a strain comprising the nucleotide sequences complementary to said primer pair is present 
in said culture or collection of strains; and 

35 determining the lengths of the amplification products obtained in said amplification 

reaction, wherein said culture comprises a strain in which a gene product encoded by a 
nucleic acid comprising a nucleotide sequence selected from the group consisting of a 
nucleic acid comprising a nucleic acid having at least 70% nucleotide sequence identity as 
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determined using BLASTN version 2.0 with the default parameters to a nucleotide 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid 
comprising a nucleotide sequence which hybridizes to a sequence selected from the group 
consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid 
comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from 
the group consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is 
overexpressed or underexpressed. 

515. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
strains which transcribe an antisense nucleic acid complementary to a different gene 
product which is required for proliferation of said organism; 

performing an amplification reaction using a set of primer pairs which are 
complementary to nucleotide sequences within or adjacent to the nucleic acids which 
encode said antisense nucleic acids, wherein the members of said set of primer pairs are 
designed such that each primer pair would yield an amplification product having a length 
distinguishable from the lengths of the amplification products from the other primer pairs if 
a strain comprising the nucleotide sequences complementary to said primer pair is present 
in said culture or collection of strains; and" 

determining the lengths of the amplification products obtained in said amplification 
reaction, wherein said culture comprises a strain in which a gene product comprising a 
polypeptide selected from the group consisting of a polypeptide having at least 25% amino 
acid identity as determined using FASTA version 3,0t78 to a polypeptide selected from the 
group consisting of SEQ ID NOs.: 42938-78581 and a polypeptide whose activity may be 
complemented by a polypeptide selected from the group consisting of SEQ ID NOs: 42938- 
78581 is overexpressed or underexpressed. 

516. The method of Paragraph 510, 511, 512, 513, 514 or 515, wherein one member of 
each primer pair for each of said genes is labeled with a detectable dye. 

517. The method of Paragraph 510, 511, 512, 513, 514 or 515, wherein: 
said nucleic acid sample is divided into N aliquots; and 

said amplification reaction is performed on each aliquot using primer pairs 
complementary to nucleotide sequences within or adjacent to 1/N of the genes which 
encode said gene products, wherein one of the members of each primer pair in each aliquot 
is labeled with a dye and wherein the dyes on the primers in each aliquot are 
distinguishable from one another. 

518. The method of Paragraph 517, further comprising pooling the amplification 
products from each of the aliquots prior to determining the lengths of the amplification products. 
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519. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
5 strains which overexpress or underexpress a different gene product which is required for 

proliferation of said organism; 

performing an amplification reaction using primer pairs which are complementary 
to nucleotide sequences within or adjacent to the genes which encode said gene products, 
wherein said primer pairs are designed such that each primer pair would yield an 
10 amplification product which is distinguishable from the amplification products produced by 

the other primer pairs on the a basis selected from the group consisting of length, detectable 
label and both length and detectable label if a strain comprising the nucleotide sequences 
complementary to said primer pair is present in said culture or collection of strains; and 

identifying the amplification products obtained in said amplification reaction, 
15 wherein said culture comprises a strain in which a gene product whose activity or level is 

inhibited by a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 is overexpressed or underexpressed. 
520. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 
20 obtaining a nucleic acid sample comprising nucleic acids from a culture or 

collection of strains wherein said culture or collection of strains comprises a plurality of 
strains which overexpress or underexpress a different gene product which is required for 
proliferation of said organism; 

performing an amplification reaction using primer pairs which are complementary 
25 to nucleotide sequences within or adjacent to the genes which encode said gene products, 

wherein said primer pairs are designed such that each primer pair would yield an 
amplification product which is distinguishable from the amplification products produced by 
the other primer pairs on the a basis selected from the group consisting of length, detectable 
label and both length and detectable label if a strain comprising the nucleotide sequences 
30 complementary to said primer pair is present in said culture or collection of strains; and 

identifying the amplification products obtained in said amplification reaction, 
wherein said culture comprises a strain in which a gene product encoded by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 
6214-42397 is overexpressed or underexpressed. 
35 521. A method for determining the extent to which each of a plurality of strains are 

present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
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strains which overexpress or underexpress a different gene product which is required' for 
proliferation of said organism; 

performing an amplification reaction using primer pairs which are complementary 
to nucleotide sequences within or adjacent to the genes which encode said gene products, 
wherein said primer pairs are designed such that each primer pair would yield an 
amplification product which is distinguishable from the amplification products produced by 
the other primer pairs on the a basis selected from the group consisting of length, detectable 
label and both length and detectable label if a strain comprising the nucleotide sequences 
complementary to said primer pair is present in said culture or collection of strains; and 

identifying the amplification products obtained in said amplification reaction, 
wherein said culture comprises a strain in which a gene product comprising an amino acid 
sequence selected from the group consisting of SEQ ID NOs.: 42938-78581 is 
overexpressed or underexpressed. 

522. A method for determining the extent to which each of a plurality of strains are 
present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
strains which oyerexpress or underexpress a different gene product which is required for 
proliferation of said organism; 

performing an amplification reaction using primer pairs which are complementary 
to nucleotide sequences within or adjacent to the genes which encode said gene products, 
wherein said primer pairs are designed such that each primer pair would yield an 
amplification product which is distinguishable from the amplification products produced by 
the other primer pairs on the a basis selected from the group consisting of length, detectable 
label and both length and detectable label if a strain comprising the nucleotide sequences 
complementary to said primer pair is present in said culture or collection of strains; and 

identifying the amplification products obtained in said amplification reaction, 
wherein said culture comprises a strain in which a gene product selected from the group 
consisting of a gene product having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a gene product whose expression 
is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid having 
at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with 
the default parameters to a nucleic acid encoding a gene product whose expression is 
inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs: 1-6213, a gene product having at least 25% amino acid 
identity as determined using FASTA version 3.0t78 with the default parameters to a gene 
product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
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sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a^ene^pr^duct 
encoded by a nucleic acid which hybridizes to a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213 under stringent 
conditions, a gene product encoded by a nucleic acid which hybridizes to a nucleic acid 
5 comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1- 

6213 under moderate conditions, and a gene product whose activity may be complemented 
by the gene product whose activity is inhibited by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs: 1-6213 is overexpressed or 
underexpressed. 

10 523. A method for determining the extent to which each of a plurality of strains are 

present in a culture or collection of strains comprising: 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture or collection of strains comprises a plurality of 
strains which overexpress or underexpress a different gene product which is required for 

1 5 proliferation of said organism; 

performing an amplification reaction using primer pairs which are complementary 
to nucleotide sequences within or adjacent to the genes which encode said gene products, 
wherein said primer pairs are designed such that each primer pair would yield an 
amplification product which is distinguishable from the amplification products produced by 

20 the other primer pairs on the a basis selected from the group consisting of length, detectable 

label and both length and detectable label if a strain comprising the nucleotide sequences 
complementary to said primer pair is present in said culture or collection of strains; and 

identifying the amplification products obtained in said amplification reaction, 
wherein said culture comprises a strain in which a gene product encoded by a nucleic acid 

25 comprising a nucleotide sequence selected from the group consisting of a nucleic acid 

comprising a nucleic acid having at least 70% nucleotide sequence identity as determined 
using BLASTN version 2.0 with the default parameters to a nucleotide sequence selected 
from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid comprising a 
nucleotide sequence which hybridizes to a sequence selected from the group consisting of 

30 SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid comprising a 

nucleotide sequence which hybridizes to a nucleotide sequence selected from the group 
consisting of SEQ ID NOS.: 6214-42397 under moderate conditions is overexpressed or 
underexpressed. 

524. A method for determining the extent to which each of a plurality of strains are 
35 present in a culture or collection of strains comprising: 1 

obtaining a nucleic acid sample comprising nucleic acids from a culture or 
collection of strains wherein said culture cr collection of strains comprises a plurality of 
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strains which overexpress or underexpress a different gene product which is required for 
proliferation of said organism; 

performing an amplification reaction using primer pairs which are complementary 
to nucleotide sequences within or adjacent to the genes which encode said gene products, 
wherein said primer pairs are designed such that each primer pair would yield an 
amplification product which is distinguishable from the amplification products produced by 
the other primer pairs on the a basis selected from the group consisting of length, detectable 
label and both length and detectable label if a strain comprising the nucleotide sequences 
complementary to said primer pair is present in said culture or collection of strains; and 

identifying the amplification products obtained in said amplification reaction, 
wherein said culture comprises a strain in which a gene product comprising a polypeptide 
selected from the group consisting of a polypeptide having at least 25% amino acid identity 
as determined using FASTA version 3.0t78 to a polypeptide selected from the group 
consisting of SEQ ID NOs.: 42938-78581 and a polypeptide whose activity may be 
complemented by a polypeptide selected from the group consisting of SEQ ID NOs: 42938- 
78581 is overexpressed or underexpressed. 

525. The method of Paragraph 519, 520, 521, 522, 523 or 524, wherein said primer pairs 
are divided into at least two sets, each primer pair comprises a primer which is labeled with a 
distinguishable dye, and the distinguishable dye used to label each set of primer pairs is 
distinguishable from the dye used to label the other sets of primer pairs. 

526. The method of Paragraph 519, 520, 521, 522, 523 or 524, wherein: 
said nucleic acid sample is divided into N aliquots; and 

said amplification reaction is performed on each aliquot using primer pairs 
complementary to nucleotide sequences within or adjacent to 1/N of the genes which 
encode said gene products, wherein one of the members of each primer pair in each aliquot 
is labeled with a dye and wherein the dyes on the primers in each aliquot are 
distinguishable from one another. 

527. The method of Paragraph 526, further comprising pooling the amplification 
products from each of the aliquots prior to determining the lengths of the amplification products. 

528. The method of Paragraph 519, 520, 521, 522, 523 or 524, wherein the native 
promoters of said genes which encode said gene products have been replaced with a regulatable 
promoter and one of the primers in said primer pairs is complementary to a nucleotide sequence 
within said regulatable promoter. 

529. The method of Paragraph 528, wherein the native promoters for each of said genes 
were replaced with the same regulatable promoter. 

530. The method of Paragraph 528, wherein more than one regulatable promoter was 
used to replace the promoters of said genes such that some of said genes are under the control of a 
different regulatable promoter. 
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Definitions 

By "biological pathway" is meant any discrete cell function or process that is carried out by 
a gene product or a subset of gene products. Biological pathways include anabolic, catabolic, 
enzymatic, biochemical and metabolic pathways as well as pathways involved in the production of 

5 cellular structures such as cell walls. Biological pathways that are usually required for proliferation 
of cells or microorganisms include, but are not limited to, cell division, DNA synthesis and 
replication, RNA synthesis (transcription), protein synthesis (translation), protein processing, 
protein transport, fatty acid biosynthesis, electron transport chains, cell wall synthesis, cell 
membrane production, synthesis and maintenance, and the like. 

10 By "inhibit activity of a gene or gene product" is meant having the ability to interfere with 

the function of a gene or gene product in such a way as to decrease expression of the gene, in such a 
way as to reduce the level or activity of a product of the gene or in such a way as to inhibit the 
interaction of the gene or gene product with other biological molecules required for its activity. 
Agents which inhibit the activity of a gene include agents that inhibit transcription of the gene, 

15 agents that inhibit processing of the transcript of the gene, agents that reduce the stability of the 
transcript of the gene, and agents that inhibit translation of the mRNA transcribed from the gene. 
In microorganisms, agents which inhibit the activity of a gene can act to decrease expression of the 
operon in which the gene resides or alter the folding or processing of operon RNA so as to reduce 
the level or activity of the gene product. The gene product can be a non-translated RNA such as 

20 ribosomal RNA, a translated RNA (mRNA) or the protein product resulting from translation of the 
gene mRNA. Of particular utility to the present invention are antisense RNAs that have activities 
against the operons or genes to which they specifically hybridze. 

By "activity against a gene product" is meant having the ability to inhibit the function or to 
reduce the level or activity of the gene product in a cell. This includes, but is not limited to, 

25 inhibiting the enzymatic activity of the gene product or the ability of the gene product to interact 
with other biological molecules required for its activity, including inhibiting the gene product's 
assembly into a multimeric structure. 

By "activity against a protein" is meant having the ability to inhibit the function or to 
reduce the level or activity of the protein in a cell. This includes, but is not limited to, inhibiting the 

30 enzymatic activity of the protein or the ability of the protein to interact with other biological 
molecules required for its activity, including inhibiting the protein's assembly into a multimeric 
structure. 

By "activity against a nucleic acid" is meant having the ability to inhibit the function or to 
reduce the level or activity of the nucleic acid in a cell. This includes, but is not limited to, 
35 inhibiting the ability of the nucleic acid interact with other biological molecules required for its 
activity, including inhibiting the nucleic acid's assembly into a multimeric structure. 
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By "activity against a gene" is meant having the ability to inhibit the function or expression 

of the gene in a cell. This includes, but is not limited to, inhibiting the ability of the gene to interact 

with other biological molecules required for its activity. 

By "activity against an operon" is meant having the ability to inhibit the function or reduce 
5 the level of one or more products of the operon in a cell. This includes, but is not limited to, 

inhibiting the enzymatic activity of one or more products of the operon or the ability of one or more 

products of the operon to interact with other biological molecules required for its activity. 

By "antibiotic" is meant an agent which inhibits the proliferation of a cell or 

microorganism. 

10 By "£. coli or Escherichia coli" is meant Escherichia coli or any organism previously 

categorized as a species of Shigella including Shigella boydii, Shigella flexneri, Shigella 
dysenteriae, Shigella sonnei, Shigella 2A. 

By "homologous coding nucleic acid" is meant a nucleic acid homologous to a nucleic acid 
encoding a gene product whose activity or level is inhibited by a nucleic acid selected from the 

15 group consisting of SEQ ID NOs.: 1-6213 or a portion thereof. In some embodiments, the 
homologous coding nucleic acid may have at least 97%, at least 95%, at least 90%, at least 85%, at 
least 80%, or at least 70% nucleotide sequence identity to a nucleotide sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42,397 and fragments comprising at least 10, 15, 20, 25, 
30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive nucleotides thereof. In other 

•20 embodiments the homologous coding nucleic acids may have at least 97%, at least 95%, at least 
90%, at least 85%, at least 80%, or at least 70% nucleotide sequence identity to a nucleotide 
sequence selected from the group consisting of the nucleotide sequences complementary to one of 
SEQ ID NOs.: 1-6213 and fragments comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 
200, 300, 400, or 500 consecutive nucleotides thereof. Identity may be measured using BLASTN 

25 version 2.0 with the default parameters or tBLASTX with the default parameters. (Altschul, S.F. et 
al. Gapped BLAST and PSI-BLAST: A New Generation of Protein Database Search Programs, 
Nucleic Acid Res. 25: 3389-3402 (1997). Alternatively a "homologuous coding nucleic acid" 
could be identified by membership of the gene of interest to a functional orthologue cluster. All 
other members of that orthologue cluster would be considered homologues. Such a library of 

30 functional orthologue clusters can be found at http://www.ncbi.nlm.nih.gov/COG. A gene can be 
classified into a cluster of orthologous groups or COG by using the COGNTTOR program available 
at the above web site, or by direct BLASTP comparison of the gene of interest to the members of 
the COGs and analysis of these results as described by Tatusov, RL., Galperin, M.Y., Natale, D. A. 
and Koonin, E.V. (2000) The COG database: a tool for genome-scale analysis of protein functions 

35 and evolution. Nucleic Acids Research v. 28 n. 1, pp33-36. 

Homologous coding nucleic acids and the homologous polypeptides which they encode 
may also be identified using a "reciprocal" best-hit analysis. To facilitate the identification of 
homologous coding nucleic acids and homologous polypeptides, paralogous genes within each of 
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51 organisms are identified and clustered prior to comparison to other organisms. Briefly, the 
polypeptide sequence of each polypeptide encoded by each open reading frame (ORF) in a given 
organism is compared to the polypeptide sequence encoded by every other ORF for that organism 
for each of the 51 pathogenic organisms (PathoSeq Sept 2001 release) using BLASTP 2.09 
5 algorithm without filtering. Simultaneously, the polypeptide sequence encoded by each ORF of an 
organism is compared to the polypeptide sequences encoded by each of the ORFs in the remaining 
5 1 organisms. Those polypeptides within a single organism that shared a higher degree of sequence 
identity to one another than to polypeptide sequences obtained from any other organisms are 
clustered as "paralog" sequences for "reciprocal" best-hit analysis. 
10 For each reference organism, the 50 homologous coding nucleic acids (and the 50 

homologous polypeptides which they encode) can be determined by identifying the ORFs in each of 
the 50 comparison organisms which encode a polypeptide sharing the highest degree of amino acid 
sequence identity to the polypeptide encoded by the ORF from the reference organism. The 
accuracy of the identification of the predicted homologous coding nucleic acids (and the 
15 homologous polypeptides which they encode) is confirmed by a "reciprocal" BLAST analysis in 
which the polypeptide sequence of the predicted homologous polypeptide is compared against the 
polypeptides encoded by each of the ORFS in the reference organism using BLASTP 2.09 
algorithm without filtering. Only those polypeptides that share the highest degree of amino acid 
sequence identity in each portion of the two-way comparison are retained for further analysis. 
20 The term "homologous coding nucleic acid" also includes nucleic acids comprising 

nucleotide sequences which encode polypeptides having at least 99%, 95%, at least 90%, at least 
85%, at least 80%, at least 70%, at least 60%, at least 50%, at least 40% or at least 25% maino acid 
identity or similarity to a polypeptide comprising the amino acid sequence of one of SEQ ID NOs: 
42,398-78,581 or to a polypeptpide whose expression is inhibited by a nucleic acid comprising a 
25 nucleotide sequence of one of SEQ ID NOs: 1-6213 or fragments comprising at least 5, 10, 15, 20, 
25, 30, 35, 40, 50, 75, 100, or 150 consecutive amino acids thereof as determined using the FASTA 
version 3.0t78 algorithm with the default parameters. Alternatively, protein identity or similarity 
may be identified using BLASTP with the default parameters, BLASTX with the default 
parameters, TBLASTN with the default parameters, or tBLASTX with the default parameters. 
30 (Altschul, S.F. et al. Gapped BLAST and PSI-BLAST: A New Generation of Protein Database 
Search Programs, Nucleic Acid Res. 25: 3389-3402 (1997). 

Additionally, homologous coding nucleic acids and the homologous polypeptides which 
they encode may be identified using a Reciprocal" best-hit analysis. To facilitate the identification 
of homologous coding nucleic acids and homologous polypeptides, paralogous genes within each of 
35 51 organisms are identified and clustered prior to comparison to other organisms. Briefly, the 
polypeptide sequence of each polypeptide encoded by each open reading frame (ORF) in a given 
organism is compared to the polypeptide sequence encoded by every other ORF for that organism 
for each of the 51 pathogenic organisms (PathoSeq Sept 2001 release) using BLASTP 2.09 
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algorithm without filtering. Simultaneously, the polypeptide sequence encoded by each ~ORF of an 
organism is compared to the polypeptide sequences encoded by each of the ORFs in the remaining 
5 1 organisms. Those polypeptides within a single organism that shared a higher degree of sequence 
identity to one another than to polypeptide sequences obtained from any other organisms are 
clustered as "paralog" sequences for "reciprocal" best-hit analysis. 

For each reference organism, the 50 homologous coding nucleic acids (and the 50 
homologous polypeptides which they encode) can be determined by identifying the ORFs in each of 
the 50 comparison organisms which encode a polypeptide sharing the highest degree of amino acid 
sequence identity to the polypeptide encoded by the ORF from the reference organism. The 
accuracy of the identification of the predicted homologous coding nucleic acids (and the 
homologous polypeptides which they encode) is confirmed by a "reciprocal" BLAST analysis in 
which the polypeptide sequence of the predicted homologous polypeptide is compared against the 
polypeptides encoded by each of the ORFS in the reference organism using BLASTP 2.09 
algorithm without filtering. Only those polypeptides that share the highest degree of amino acid 
sequence identity in each portion of the two-way comparison are retained for further analysis. 

The term "homologous coding nucleic acid" also includes coding nucleic acids which 
hybridize under stringent conditions to a nucleic acid selected from the group consisting of the 
nucleotide sequences complementary to one of SEQ ID NOS.: 6214-42,397 and coding nucleic 
acids comprising nucleotide sequences which hybridize under stringent conditions to a fragment 
comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive 
nucleotides of the sequences complementary to one of SEQ ID NOS.: 6214-42,397. As used 
herein, "stringent conditions" means hybridization to filter-bound nucleic acid in 6xSSC at about 
45°C followed by one or more washes in O.lxSSC/0.2% SDS at about 68°C. Other exemplary 
stringent conditions may refer, e.g., to washing in 6xSSC/0.05% sodium pyrophosphate at 37°C, 
48°C, 55°C, and 60°C as appropriate for the particular probe being used. 

The term "homologous coding nucleic acid" also includes coding nucleic acids comprising 
nucleotide sequences which hybridize under moderate conditions to a nucleotide sequence selected 
from the group consisting of the sequences complementary to one of SEQ ID NOS.: 6214-42,397 
and coding nucleic acids comprising nucleotide sequences which hybridize under moderate 
conditions to a fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 
400, or 500 consecutive nucleotides of the sequences complementary to one of SEQ ID NOS.: 
6214-42,397. As used herein, "moderate conditions" means hybridization to filter-bound DNA in 
6x sodium chloride/sodium citrate (SSC) at about 45°C followed by one or more washes in 
0.2xSSC/0.1% SDS at about 42-65°C. 

The term "homologous coding nucleic acids" also includes nucleic acids comprising 
nucleotide sequences which encode a gene product whose activity may be complemented by a gene 
encoding a gene product whose activity is inhibited by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213. In some embodiments, the 
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homologous coding nucleic acids may encode a gene product whose activity is complemented by 
the gene product encoded by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOS.: 6214-42,397. In other embodiments, the homologous coding 
nucleic acids may comprise a nucleotide sequence encode a gene product whose activity is 
5 complemented by one of the polypeptides of SEQ ID NOs. 42,398-78,581. 

The term "homologous antisense nucleic acid" includes nucleic acids comprising a 
nucleotide sequence having at least 97%, at least 95%, at least 90%, at least 85%, at least 80%, or at 
least 70% nucleotide sequence identity to a nucleotide sequence selected from the group consisting 
of one of the sequences of SEQ ID NOS. 1-6213 and fragments comprising at least 10, 15, 20, 25, 
10 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive nucleotides thereof. Homologous 
antisense nucleic acids may also comprising nucleotide sequences which have at least 97%, at least 
95%, at least 90%, at least 85%, at least 80%, or at least 70% nucleotide sequence identity to a 
nucleotide sequence selected from the group consisting of the sequences complementary to one of 
sequences of SEQ ID NOS.: 6214-42,397 and fragments comprising at least 10, 15, 20, 25, 30, 35, 
15 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive nucleotides thereof. Nucleic acid identity 
may be determined as described above. 

The term "homologous antisense nucleic acid" also includes antisense nucleic acids 
comprising nucleotide sequences which hybridize under stringent conditions to a nucleotide 
sequence complementary to one of SEQ ID NOs.: 1-6213 and antisense nucleic acids comprising 
20 nucleotide sequences which hybridize under stringent conditions to a fragment comprising at least 
10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive nucleotides of the 
sequence complementary to one of SEQ ID NOs. 1-6213. Homologous antisense nucleic acids also 
include antisense nucleic acids comprising nucleotide sequences which hybridize under stringent 
conditions to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214- 
25 42,397 and antisense nucleic acids comprising nucleotide sequences which hybridize under 
stringent conditions to a fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 
300, 400, or 500 consecutive nucleotides of one of SEQ ID NOS.: 6214-42,397. 

The term "homologous antisense nucleic acid" also includes antisense nucleic acids 
comprising nucleotide sequences which hybridize under moderate conditions to a nucleotide 
30 sequence complementary to one of SEQ ID NOs.: 1-6213 and antisense nucleic acids comprising 
nucleotide seuqences which hybridize under moderate conditions to a fragment comprising at least 
10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive nucleotides of the 
sequence complementary to one of SEQ ID NOs. 1-6213. Homologous antisense nucleic acids also 
include antisense nucleic acids comprising nucleotide seuqences which hybridize under moderate 
35 conditions to a nucleotide sequence selected from the group consisting of SEQ ED NOS.: 6214- 
42,397 and antisense nucleic acids which comprising nucleotide sequences hybridize under 
moderate conditions to a fragment comprising at least 10, 15, 20, 25, 3C, 35, 40, 50, 75, 100, 150, 
200, 300, 400, or 500 consecutive nucleotides of one of SEQ ID NOS.: 6214-42,397. 
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By "homologous polypeptide" is meant a polypeptide homologous to a polypeptide whose 
activity or level is inhibited by a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 or by a homologous antisense nucleic acid. The term 
"homologous polypeptide" includes polypeptides having at least 99%, 95%, at least 90%, at least 
5 85%, at least 80%, at least 70%, at least 60%, at least 50%, at least 40% or at least 25% amino acid 
identity or similarity to a polypeptide whose activity or level is inhibited by a nucleic acid selected 
from the group consisting of SEQ ID NOs: 1-6213 or by a homologous antisense nucleic acid, or 
polypeptides having at least 99%, 95%, at least 90%, at least 85%, at least 80%, at least 70%, at 
least 60%, at least 50%, at least 40% or at least 25% amino acid identity or similarity to a 

10 polypeptide to a fragment comprising at least 5, 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, or 150 
consecutive amino acids of a polypeptide whose activity or level is inhibited by a nucleic acid 
selected from the group consisting of SEQ ID NOs.: 1-6213 or by a homologous antisense nucleic 
acid. Identity or similarity may be determined using the FASTA version 3.0t78 algorithm with the 
default parameters. Alternatively, protein identity or similarity may be identified using BLASTP 

15 with the default parameters, BLASTX with the default parameters, or TBLASTN with the default 
parameters. (Altschul, S.F. et al. Gapped BLAST and PSI-BLAST: A New Generation of Protein 
Database Search Programs, Nucleic Acid Res. 25: 3389-3402 (1997). Additionally, homologous 
coding nucleic acids and the homologous polypeptides which they encode may be identified using a 
"reciprocal" best-hit analysis. To facilitate the identification of homologous coding nucleic acids 

20 and homologous polypeptides, paralogous genes within each of 51 organisms are identified and 
clustered prior to comparison to other organisms. Briefly, the polypeptide sequence of each 
polypeptide encoded by each open reading frame (ORF) in a given organism is compared to the 
polypeptide sequence encoded by every other ORF for that organism for each of the 51 pathogenic 
organisms (PathoSeq Sept 2001 release) using BLASTP 2.09 algorithm without filtering. 

25 Simultaneously, the polypeptide sequence encoded by each ORF of an organism is compared to the 
polypeptide sequences encoded by each of the ORFs in the remaining 51 organisms. Those 
polypeptides within a single organism that shared a higher degree of sequence identity to one 
another than to polypeptide sequences obtained from any other organisms are clustered as "paralog" 
sequences for "reciprocal" best-hit analysis. 

30 For each reference organism, the 50 homologous coding nucleic acids (and the 50 

homologous polypeptides which they encode) can be determined by identifying the ORFs in each of 
the 50 comparison organisms which encode a polypeptide sharing the highest degree of amino acid 
sequence identity to the polypeptide encoded by the ORF from the reference organism. The 
accuracy of the identification of the predicted homologous coding nucleic acids (and the 

35 homologous polypeptides which they encode) is confirmed by a "reciprocal" BLAST analysis in 
which the polypeptide sequence of the predicted homologous polypeptide is compared against the 
polypeptides encoded by each of the ORFS in the reference organism using BLASTP 2.09 
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algorithm without filtering. Only those polypeptides that share the highest degree of amino acid 
sequence identity in each portion of the two-way comparison are retained for further analysis. 

The term homologous polypeptide also includes polypeptides having at least 99%, 95%, at 
least 90%, at least 85%, at least 80%, at least 70%, at least 60%, at least 50%, at least 40% or at 
5 least 25% amino acid identity or similarity to a polypeptide selected from the group consisting of 
SEQ ID NOs: 42,398-78,581 and polypeptides having at least 99%, 95%, at least 90%, at least 
85%, at least 80%, at least 70%, at least 60%, at least 50%, at least 40% or at least 25% amino acid 
identity or similarity to a fragment comprising at least 5, 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, or 
150 consecutive amino acids of a polypeptide selected from the group consisting of SEQ ID NOs: 
10 42,398-78,581. 

The invention also includes polynucleotides, preferably DNA molecules, that hybridize to 
one of the nucleic acids of SEQ ID NOs.: 1-6213, SEQ ID NOs.: 6214-42,397 or the complements 
of any of the preceding nucleic acids. Such hybridization may be under stringent or moderate 
conditions as defined above or under other conditions which permit specific hybridization. The 
15 nucleic acid molecules of the invention that hybridize to these DNA sequences include 
oligodeoxynucleotides ("oligos") which hybridize to the target gene under highly stringent or 
stringent conditions. In general, for oligos between 14 and 70 nucleotides in length the melting 
temperature (Tm) is calculated using the formula: 

Tm (°C) = 81.5 + 16.6(log[monovalent cations (molar)] + 0.41 (% G+C) - (500/N) 
20 where N is the length of the probe. If the hybridization is carried out in a solution 

containing formamide, the melting temperature may be calculated using the equation: 

Tm(°C) = 81.5 + 16.6(log[monovalent cations (molar)] + 0.41(% G+C) - (0.61) 

(% formamide) - (500/N) 

where N is the length of the probe. In general, hybridization is carried out at about 20-25 
25 degrees below Tm (for DNA-DNA hybrids) or about 10-15 degrees below Tm (for RNA-DNA 
hybrids). 

Other hybridization conditions are apparent to those of skill in the art (see, for example, 
Ausubel, F.M. et al, eds., 1989, Current Protocols in Molecular Biology, Vol. I, Green Publishing 
Associates, Inc. and John Wiley & Sons, Inc., New York, at pp. 63.1-6.3.6 and 2.10.3. 

30 The term, Salmonella, is the generic name for a large group of gram negative enteric 

bacteria that are closely related to Escherichia colL The diseases caused by Salmonella are often 
due to contamination of foodstuffs or the water supply and affect millions of people each year. 
Traditional methods of Salmonella taxonomy were based on assigning a separate species name to 
each serologically distinguishable strain (Kaufimann, F 1966 The bacteriology of the 

35 Enterobacteriaceae. Munksgaard, Copenhagen). Serology of Salmonella is based on surface 
antigens (O [somatic] and H [flagellar]). Over 2,400 serotypes or serovars of Salmonella are 
known (Popoff, et ai. 2000 Res. Microbiol. 151:63-65). Therefore, each serotype was considered to 
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be a separate species and often given names, accordingly (e.g. S. paratyphi, S. typhimurium, S. 
typhi, S. enteriditis, etc.). 

However, by the 1970s and 1980s it was recognized that this system was not only 
cumbersome, but also inaccurate. Then, many Salmonella species were lumped into a single 
species (all serotypes and subgenera I, II, and IV and all serotypes of Arizona) with a second 
subspecies, S. bongorii also recognized (Crosa, et al., 1973, J. Bacteriol. 115:307-315). Though 
species designations are based on the highly variable surface antigens, the Salmonella are very 
similar otherwise with a major exception being pathogenicity determinants. 

There has been some debate on the correct name for the Salmonella species. Currently 
(Brenner, et al. 2000 J. Clin. Microbiol. 38:2465-2467), the accepted name is Salmonella enterica, 
S. enterica is divided into six subspecies (I, S. enterica subsp. enterica; II, S. enterica, subsp. 
salamae; Ilia, S. enterica subsp. arizonae; IHb, S. enterica subsp. diarizonae\ IV, S. enterica subsp. 
houtenae; and VI, S. enterica subsp. indica). Within subspecies I, serotypes are used to distinguish 
each of the serotypes or serovars (e.g. S. enterica serotype Enteriditis, S. enterica serotype 
Typhimurium, S. enterica serotype Typhi, and S. enterica serotype Choleraesuis, etc.). Current 
convention is to spell this out on first usage (Salmonella enterica ser. Typhimurium) and then use 
an abbreviated form (Salmonella Typhimurium or S. Typhimurium). Note, the genus and species 
names (Salmonella enterica) are italicized but not the serotype/serovar name (Typhimurium). 
Because the taxonomic committees have yet to officially approve of the actual species name, this 
latter system is what is employed by the CDC (Brenner, et al. 2000 J. Clin. Microbiol. 38:2465- 
2467). Due to the concerns of both taxonomic priority and medical importance, some of these 
serotypes might ultimately receive fiill species designations (Styphi would be the most notable). 

Therefore, as used herein "Salmonella enterica or S. enterica" includes serovars Typhi, 
Typhimurium, Paratyphi, Choleraesuis, etc." However, appeals of the "official" name are in process 
and the taxonomic designations may change (£ choleraesuis is the species name that could replace 
S. enterica based solely on priority). 

By "identifying a compound" is meant to screen one or more compounds in a collection of 
compounds such as a combinatorial chemical library or other library of chemical compounds or to 
characterize a single compound by testing the compound in a given assay and determining whether 
it exhibits the desired activity. 

By "inducer" is meant an agent or solution which, when placed in contact with a cell or 
microorganism, increases transcription, or inhibitor and/or promoter clearance/fidelity, from a 
desired promoter. 

As used herein, "nucleic acid" means DNA, RNA, or modified nucleic acids. Thus, the 
terminology "the nucleic acid of SEQ ID NO: X" or "the nucleic acid comprising the nucleotide 
sequence" includes both the DNA sequence of SEQ ID NO: X and an RNA sequence in which the 
thymidines in the DNA sequence have been substituted with uridines in the RNA sequence and in 
which the deoxyribose backbone of the DNA sequence has been substituted with a ribose backbone 
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in the RNA sequence. Modified nucleic acids are nucleic acids having nucleotides or structures 
which do not occur in nature, such as nucleic acids in which the internucleotide phosphate residues 
with methylphosphonates, phosphorothioates, phosphoramidates, and phosphate esters. 
Nonphosphate internucleotide analogs such as siloxane bridges, carbonate brides, thioester bridges, 
5 as well as many others known in the art may also be used in modified nucleic acids. Modified 
nucleic acids may also comprise, a-anomeric nucleotide units and modified nucleotides such as 1,2- 
dideoxy-d-ribofuranose, 1,2-dideoxy-l-phenylribofuranose, and iV 4 , A^-ethano-S -methyl-cytosine 
are contemplated for use in the present invention. Modified nucleic acids may also be 

peptide nucleic acids in which the entire deoxyribose-phosphate backbone has been exchanged with a 
10 chemically completely different, but structurally homologous, polyamide (peptide) backbone 
containing 2-aminoethyl glycine units. 

As used herein, u sub-lethal" means a concentration of an agent below the concentration 
required to inhibit all cell growth. 

Brief Descr iption of the Drawings 
15 Figure 1A illustrates a method for replacing a promoter using a promoter replacement 

cassette comprising a 5' region homologous to the sequence which is 5' of the natural promoter in 
the chromosome, the promoter which is to replace the chromosomal promoter and a 3 ' region which 
is homologous to sequences 3' of the natural promoter in the chromosome. 

Figure IB illustrates a method for replacing a promoter using a promoter replacement 
20 cassette comprising a nucleic acid encoding an identifiable or selectable marker disposed between 
the 5' region which is homologous to the sequence 5' of the natural promoter and the promoter 
which is to replace the chromosomal promoter and a transcriptional terminator 3' of the gene 
encoding an identifiable or selectable marker. 

Figures 2A and 2B illustrate one method for identifying amplification products which are 
25 underrepresented or overrepresented in a culture. 

Figures 3A and 3B illustrate another method for identifying amplification products which 
are underrepresented or overrepresented in a culture. 

Figure 4 illustrates the results of a hybridization analysis where the antisense nucleic acid 
expressed by a strain in the culture is not complementary to all or a portion of the gene encoding the 
30 target of the compound (i.e. a nonspecific strain). 

Figure 5 illustrates the results of a hybridization analysis where the antisense nucleic acid 
expressed by a strain in the culture is complementary to all or a portion of the gene encoding the 
target of the compound, the hybridization intensity for that strain will be intimately correlated with 
the concentration of the compound (i.e. a specific strain). 
35 Figure 6 illustrates an oligonucleotide comprising a lac operator flanked on each side by 40 

nucleotides homologous to the promoter is the promoter which drives expression of the yabB yabC 
ftsL ftsImurE genes in an operon for use in inserting the lac operator into the promoter. 
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Figure 7 is an IPTG dose response curve in E. coli transformed withan IPTG-niduciDle 
plasmid containing either an antisense clone to the E. coli ribosomal protein rpW (AS-rplW) which 
is required for protein synthesis and essential for cell proliferation, or an antisense clone to the elaD 
(AS-e/aD) gene which is not known to be involved in protein synthesis and which is also essential 
for proliferation. 

Figure 8A is a tetracycline dose response curve in E. coli transformed with an IPTG- 
inducible plasmid containing antisense to rplW (AS-rplW) in the absence (0) or presence of IPTG at 
concentrations that result in 20% and 50% growth inhibition. 

Figure 8B is a tetracycline dose response curve in E. coli transformed with an EPTG- 
inducible plasmid containing antisense to elaD (AS-elaD)in the absence (0) or presence of IPTG at 
concentrations that result in 20% and 50% growth inhibition. 

Figure 9 is a graph showing the fold increase in tetracycline sensitivity of E, coli 
transfected with antisense clones to essential ribosomal proteins L23 (AS-rplW) and L7/L12 and 
L10 (AS-rplLrpU). Antisense clones to genes known to not be directly involved in protein 
synthesis, atpB/E (AS-atpB/E ), visC (AS-mQ, elaD (AS-elaD\ yohH (AS-yohH), are much less 
sensitive to tetracycline. 

Figure 10 illustrates the results of an assay in which Staphylococcus aureus cells 
transcribing an antisense nucleic acid complementary to the gyrB gene encoding the p subunit of 
gyrase were contacted with several antibiotics whose targets were known. 

Figure 1 1 illustrates a microtitration plate which contains antibiotic and inducer at gradient 
concentrations in a matrix format in 10 times excess quantity. 

Figure 12 illustrates the results of an experiment demonstrating that at appropriate 
concentrations of inducer, cells which overexpress the defB gene product were able to grow at 
elevated concentrations of the antibiotic actinonin 

Figure 13 illustrates the results of an experiment demonstrating that at appropriate 
concentrations of inducer cells which overexpress the folA gene product were able to grow at 
elevated concentrations of the antibiotic trimethoprim. 

Figure 14 illustrates the results of an experiment demonstrating that overexpression of the 
fabl gene confers resistance to triclosan, which acts on the gene product of the fabl gene, but does 
not confer resistance to cerulenin, trimethoprim, or actinonin, each of which act on other gene 
products. 

Figure 15 illustrates the results of an experiment demonstrating that overexpression of the 
folA gene confers resistance to trimethoprim, which acts on the gene product of the folA gene but 
does not confer resistance to triclosan, cerulenin, or actinonin, each of which act on other gene 
products. 

Figure 16 illustrates the results of an experiment demonstrating that overexpression of the 
defB gene conferred resistance to actinonin, which acts on the gene product of the defB gene but 
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does not confer resistance to cerulenin, trimethoprim, or triclosan, each of which act on other" gene 
products. 

Figure 17 illustrates the results of an experiment demonstrating that overexpression of the 
fabF gene conferred resistance to cerulenin, which acts on the gene product of the fabF gene, P 
5 keto-acyl carrier protein synthase but does not confer resistance to triclosan, trimethoprim, or 
actinonin, each of which act on other gene products. 

Figure 18 illustrates the results of experiments in which a mixture of nine strains was 
grown wells in a 96 well plate in medium containing various concentrations of inducer and a 
sufficient concentration of actinonin, cerulenin, triclosan or trimethoprim to inhibit the growth of 

10 strains which do not overexpress the targets of these antibiotics. 

Detailed Description of Embodiments of the Invention 
The present invention describes a group of prokaiyotic genes and gene families required for 
cellular proliferation. Exemplary genes and gene families from Escherichia coli, Staphylococcus 
aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella 

15 typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella 
pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia 
mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia tj-achomaiis, Clostridium 
acetobutylicum, Clostridium botulinum, Clostridium difficile, Corynebacterium diptheriae, 
Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter pylori, 

20 Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, 
Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 
multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
Salmonella typhi, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 

25 mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholera and Yersinia pestis are provided. A proliferation-required gene or gene 
family is one where, in the absence or substantial reduction of a gene transcript and/or gene product, 
growth or viability of the cell or microorganism is reduced or eliminated. Thus, as used herein, the 
terminology "prohferation-required" or "required for proliferation" encompasses instances where the 

30 absence or substantial reduction of a gene transcript and/or gene product completely eliminates cell 
growth as well as instances where the absence of a gene transcript and/or gene product merely reduces 
cell growth. These proliferation-required genes can be used as potential targets for the generation of 
new antimicrobial agents. To achieve that goal, the present invention also encompasses assays for 
analyzing proliferation-required genes and for identifying compounds which interact wife the gene 

35 and/or gene products of the proliferation-required genes. In addition, the present invention 
contemplates the expression of genes and the purification of the proteins encoded by the nucleic acid 
sequences identified as required proliferation genes and reported herein. The purified proteins can be 



127 



10 



W0 02/077183 PCT/US02/09107 
used to generate reagents and screen small molecule libraries or other candidate^mpound libranes'for 
compounds that can be further developed to yield novel antimicrobial compounds. 

The present invention also describes methods for identification of nucleotide sequences 
homologous to these genes and polypeptides described herein, including nucleic acids comprising 
nucleotide sequences homologous to the nucleic acids of SEQ ID NOS.: 6214-42397 and 
polypeptides homologous to the polypeptides of SEQ ID NOs,: 42398-78581. For example, these 
sequences may be used to identify homologous coding nucleic acids, homologous antisense nucleic 
acids, or homologous polypeptides in microorganisms such as Acinetobacter baumannii, Anaplasma 
marginale, Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, 
Borrelia burgdorferi, Burkholderia cepacia, Burkhotderia fungorum, Burkholderia mallei, 
Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), 
Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida krusei, Candida kefyr 
(also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia 
trachomatis, Clostridium acetobutylicum, Clostridium boiulinum, Clostridium difficile, Clostridium 
15 perfringens, Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, 
Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, 
Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, 
Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, 
Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma, 
20 genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia 
asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus 
mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 
25 Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enter ocolitica, Yersinia pestis or any species falling within the genera of any of the above species. 
In some embodiments, the homologous coding nucleic acids, homologus antisense nucleic acids, or 
30 homologous polypeptides are identified in an organism other than E. coll 

The homologous coding nucleic acids, homologous antisense nucleic acids, or homologous 
polypeptides, may then be used in each of the methods described herein, including methods of 
identifying compounds which inhibit the proliferation of the organism containing the homologous 
coding nucleic acid, homologous antisense nucleic acid or homologous polypeptide, methods of 
inhibiting the growth of the organism containing the homologous coding nucleic acid, homologus 
antisense nucleic acid or homologous polypeptide, methods of identifying compounds which 
influence the activity or level of a gene product required for proliferation of the organism 
containing the homologous coding nucleic acid, homologous antisense nucleic acid or homologous 
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polypeptide, methods for identifying compounds or nucleic acids having the ability to reduce the 
level or activity of a gene product required for proliferation of the organism containing the 
homologous coding nucleic acid, homologous antisense nucleic acid or homologous polypeptide, 
methods of inhibiting the activity or expression of a gene in an operon required for proliferation of 
5 the organism containing the homologous coding nucleic acid, homologous antisense nucleic acid or 
homologous polypeptide, methods for identifying a gene required for proliferation of the organism 
containing the homologous coding nucleic acid, homologous antisense nucleic acid or homologous 
polypeptide, methods for identifying the biological pathway in which a gene or gene product 
required for proliferation of the organism containing the homologous coding nucleic acid, 
10 homologous antisense nucleic acid or homologous polypeptide lies, methods for identifying 
compounds having activity against biological pathway required for proliferation of the organism 
containing the homologous coding nucleic acid, homologous antisense nucleic acid or homologous 
polypeptide, methods for determining the biological pathway on which a test compound acts in the 
organism containing the homologous coding nucleic acid, homologous antisense nucleic acid or 
15 homologous polypeptide, methods of replacing an endogenous promoter with a regulatable 
promoter which controls the expression of the homologous coding nucleic acid, homologous 
antisense nucleic acid or homologous polypeptide, methods of inserting an operator within or near 
an endogenous promoter to provide regulatable expression of the homologous coding nucleic acid, 
homologous antisense nucleic acid or homologous polypeptide, methods of identifying the target on 
20 which a compound acts in the organism containing the homologous coding nucleic acid, 
homologous antisense nucleic acid or homologous polypeptide, and methods of inhibiting the 
proliferation of the organism containing the homologous coding nucleic acid, homologous antisense 
nucleic acid or homologous polypeptide in a subject. In some embodiments of the present 
invention, the methods are performed using an organism, other than E. coli or a gene or gene 
25 product from an organism other than E. coli. 

One embodiment of the present invention utilizes a novel method to identify proliferation- 
required sequences. Generally, a library of nucleic acid sequences from a given source are subcloned 
or otherwise inserted immediately downstream of an inducible promoter on an appropriate vector, such 
as a Staphylococcus aureus/E. coli or Pseudomonas aeruginosa/ E. coli shuttle vector, or a vector 
30 which will replicate in both Salmonella fyphimurium and Klebsiella pneumoniae, or other vector or 
shuttle vector capable of functioning in the intended organism, thus forming an expression library. It is 
generally preferred that expression is directed by a regulatable promoter sequence such that expression 
level can be adjusted by addition of variable concentrations of an inducer molecule or of an inhibitor 
molecule to the medium. For example, a number of regulatable promoters useful for regulating the 
35 expression of nucleic acid sequences over a wide range of expression levels are described in U.S. 
Patent Application Serial Number 10/032,393, filed December 21, 2001. Temperature activated 
promoters, such as promoters regulated by temperature sensitive repressers, such as the lambda Q G 57 
repressor, are also envisioned. Although the insert nucleic acids may be derived from the chromosome 
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of the cell or microorganism into which the expression vector is to be introduced, because the insert is 
not in its natural chromosomal location, the insert nucleic acid is an exogenous nucleic acid for the 
purposes of the discussion herein. The term "expression" is defined as the production of a sense or 
antisense RNA molecule from a gene, gene fragment, genomic fragment, chromosome, operon or 
portion thereof. Expression can also be used to refer to the process of peptide or polypeptide synthesis. 
An expression vector is defined as a vehicle by which a ribonucleic acid (RNA) sequence is transcribed 
from a nucleic acid sequence carried within the expression vehicle. The expression vector can also 
contain features that permit translation of a protein product from the transcribed RNA message 
expressed from the exogenous nucleic acid sequence carried by the expression vector. Accordingly, an 
expression vector can produce an RNA molecule as its sole product or the expression vector can 
produce a RNA molecule that is ultimately translated into a protein product 

Once generated, the expression library containing the exogenous nucleic acid sequences is 
introduced into a population of cells (such as the organism from which the exogenous nucleic acid 
sequences were obtained) to search for genes that are required for bacterial proliferation. Because the 
library molecules are foreign, in context, to the population of cells, the expression vectors and the 
nucleic acid segments contained therein are considered exogenous nucleic acid. 

Expression of the exogenous nucleic, acid fragments in the test population of cells containing 
the expression library is then activated. Activation of the expression vectors consists of subjecting the. 
cells containing the vectors to conditions that result in the expression of the exogenous nucleic acid 
sequences carried by the expression library. The test population of cells is then assayed to determine 
the effect of expressing the exogenous nucleic acid fragments on the test population of cells. Those 
expression vectors that negatively impact the growth of the cells upon induction of expression of the 
random sequences contained therein are identified, isolated, and purified for further study. 

In some embodiments, vectors which comprises a regulatable fusion promoter selected 
from a suite of fusion promoters, wherein the promoter suite is useful for modulating both the basal 
and maximal levels of transcription of a nucleic acid over a wide dynamic range thus allowing the 
desired level of production of a transcript, can be used to express exogenous nucleic acids, 
including the nucleic acids of the present invention. Such promoters are described in U.S. Patent 
Application Serial Number 10/032,393, filed December 21, 2001, the disclosure of which is 
incorported herein by reference in its entirety. 

In some other embodiments, vectors useful for the production of stabilized mRNA having 
an increased lifetime (including antisense RNA) in Gram negative organisms are described in U.S. 
Provisional Patent Application Serial Number 60/343,512, filed December 21, 2001. Briefly, the 
stabilized antisense RNA may comprise an antisense RNA which was identified as inhibiting 
proliferation as described above which has been engineered to contain at least one stem loop 
flanking each end of the antisense nucleic acid. In some embodiments, the at least one stem-loop 
structure formed at the 5' end of the stabilized antisense nucleic acid comprises a flush, double 
stranded 5* end. In some embodiments, one or more of the stem loops comprises a rho independent 
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tenninator. In additional embodiments, the stabilized antisense RNA lacks a ribosome binding site. 
In further embodiments, the stabilized RNA lacks sites which are cleaved by one or more RNAses, 
such as RNAse E or RNAse in. In some embodiments, the stabilized antisense RNA may be 
transcribed in a cell which the activity of at least one enzyme involved in RNA degradation has 
5 been reduced. For example, the activity of an enzyme such as RNase E, RNase E, RNase ID, 
polynucleotide phosphorylase, and poly(A) polymerase, RNA helicase, enolase or an enzyme 
having similar functions may be reduced in the cell. 

Alternatively, genes required for proliferation may be identified by replacing the natural 
promoter for the proliferation required gene with a regulatable promoter as described above. The 

10 growth of such strains under conditions in which the promoter is active or non-repressed is 
compared to the growth under conditions in which the promoter is inactive or repressed. If the 
strains fail to grow or grow at a substantially reduced rate under conditions in which the promoter is 
inactive or repressed but grow normally under conditions in which the promoter is active or non- 
repressed, then the gene which is operably linked to the regulatable promoter encodes a gene 

15 product required for proliferation. For example, proliferation-required genes and gene products 
identified using promoter replacement are described in U.S. Patent Application Serial Number 
09/948,993. 

For example, in some embodiments, the natural promoter may be replaced using techniques 
which employ homologous recombination to exchange a promoter present on the chromosome of 

20 the cell with the desired promoter. In such methodology, a nucleic acid comprising a promoter 
replacement cassette is introduced into the cell. As illustrated in Figure 1A, the promoter 
replacement cassette comprises a 5' region homologous to the sequence which is 5' of the natural 
promoter in the chromosome, the promoter which is to replace the chromosomal promoter and a 3' 
region which is homologous to sequences 3' of the natural promoter in the chromosome. In some 

25 embodiments, the promoter replacement cassette may also include a nucleic acid encoding an 
identifiable or selectable marker disposed between the 5' region which is homologous to the 
sequence 5' of the natural promoter and the promoter which is to replace the chromosomal 
promoter. If desired, the promoter replacement cassette may also contain a transcriptional 
terminator 3' of the gene encoding an identifiable or selectable marker, as illustrated in Figure IB. 

30 As illustrated in Figure 1A and IB, homologous recombination is allowed to occur between the 
chromosomal region containing the natural promoter and the promoter replacement cassette. Cells 
in which the promoter replacement cassette has integrated into the chromosome are identified or 
selected. To confirm that homologous recombination has occurred, the chromosomal structure of 
the cells may be verified by Southern analysis or PCR. 

35 In some embodiments, the promoter replacement cassette may be introduced into the cell as 

a linear nucleic acid, such a PCR product or a restriction fragment. Alternatively, the promoter 
replacement may be introduced into the cell on a plasmid. Figures 1A and IB illustrates the 
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replacement of a chromosomal promoter with a desired promoter through homologous 
recombination. 

In some embodiments, the cell into which the promoter replacement cassette is introduced 
may carry mutations which enhance its ability to be transformed with linear DNA or which enhance 
the frequency of homologous recombination. For example, if the cell is an Escherichia coli cell it 
may have a mutation in the gene encoding Exonuclease V of the RecBCD recombination complex. 
If the cell is an Escherichia coli cell it may have a mutation that activates the RecET recombinase 
of the Rac prophage and/or a mutation that enhances recombination through the RecF pathway. For 
example, the Escherichia coli cells may be RecB or RecC mutants carrying an sbcA or sbcB 
mutation. Alternatively, the Escherichia coli cells may be recD mutants. In other embodiments the 
Escherichia coli cells may express the X Red recombination genes. For example, Escherichia coli 
cells suitable for use in techniques employing homologous recombination have been described in 
Datsenko, K.A. and Wanner, B.L., PNAS 97:6640-6645 (2000); Murphy, K.C., J. Bact 180: 2053- 
2071 (1998); Zhang, Y„ et al., Nature Genetics 20: 123-128 (1998); and Muyrers, J.P.P. et al., 
Genes & Development 14: 1971-1982 (2000). It will be appreciated that cells carrying mutations in 
similar genes may be constructed in organisms other than Escherichia coli. 

In some embodiments of the present invention, a regulatable fusion promoter selected from 
a suite of fusion promoters, wherein the promoter suite is useful for modulating both the basal and 
maximal levels of transcription of a nucleic acid over a wide dynamic range thus allowing the 
desired level of production of a transcript, is with the promoter replacement methods described 
above. Such promoters are described in U.S. Patent Application Serial Number 10/032,393, filed 
December 21, 2001, the disclosure of which is incorported herein by reference in its entirety. 

A variety of assays are contemplated to identify nucleic acid sequences that negatively impact 
growth upon expression. In one embodiment, growth in cultures expressing exogenous nucleic acid 
sequences and growth in cultures not expressing these sequences is compared. Growth measurements 
are assayed by examining the extent of growth by measuring optical densities. Alternatively, 
enzymatic assays can be used to measure bacterial growth rates to identify exogenous nucleic acid 
sequences of interest. Colony size, colony morphology, and cell morphology are additional factors 
used to evaluate growth of the host cells. Those cultures that fail to grow or grow at a reduced rate 
under expression conditions are identified as containing an expression vector encoding a nucleic acid 
fragment that negatively affects a proliferation-required gene. 

Once exogenous nucleic acids of interest are identified, they are analyzed. The first step of the 
analysis is to acquire the nucleotide sequence of the nucleic acid fragment of interest. To achieve this 
end, the insert in those expression vectors identified as containing a nucleotide sequence of interest is 
sequenced, using standard techniques well known in the art. The next step of the process is to 
determine the source of the nucleotide sequence. As used herein "source" means the genomic region 
containing the cloned fragment. 
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Determination of the gene(s) corresponding to the nucleotide sequence is achieved by 
comparing the obtained sequence data with databases containing known protein and nucleotide 
sequences from various microorganisms. Thus, initial gene identification is made on the basis of 
significant sequence similarity or identity to either characterized or predicted Escherichia coli, 

5 Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, 
and Salmonella typhimurium genes or their encoded proteins and/or homologues in other species. 

The number of nucleotide and protein sequences available in database systems has been 
growing exponentially for years. For example, the complete nucleotide sequences of CaenorhabdUis 
elegans and several bacterial genomes, including £. coli, Aeropyrum pernix, Aquifex aeolicus, 

10 Archaeoglobus fulgidus, Bacillus subtilis, Borrelia burgdorferi, Chlamydia pneumoniae, 
Chlamydia trachomatis, Clostridium tetani, Corynebacterium diptheria, Deinococcus radiodurans, 
Haemophilus influenzae, Helicobacter pylori 26695, Helicobacter pylori J99 t Methanobacterium 
thermoautotrophicum, Methanococcus jannaschii, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Pseudomonas aeruginosa, Pyrococcus abyssi, Pyrococcus 

15 horikoshii, Rickettsia prowazekii, Syjiechocystis PCC6803, Tliermotoga maritima, Treponema 
pallidum, Bordetella pertussis, Campylobacter jejuni, Clostridium acetobutylicum, Mycobacterium 
tuberculosis CSU#93, Neisseria gonorrhoeae, Neisseria meningitidis, Pseudomonas aeruginosa, 
Pyrobaculum aerophilum, Pyrococcus furiosus, Rhodobacter capstdatus, Salmonella typhimurium, 
Streptococcus mutans, Streptococcus pyogenes, Ureaplasma urealyticum and Vibrio cholera are 

20 available. This nucleotide sequence information is stored in a number of databanks, such as GenBank, 
the National Center for Biotechnology Information (NCBI), the Genome Sequencing Center 
(http://genome.wustl.edu/gsc/salmonella.shtml), and the Sanger Centre 

(http://www.sanger.ac.uk/projects/S__typhi) which are publicly available for searching. A variety 
of computer programs are available to assist in the analysis of the sequences stored within these 

25 databases. FASTA, (W. R. Pearson (1990) "Rapid and Sensitive Sequence Comparison with 
FASTP and FASTA" Methods in Enzymology 183:63- 98), Sequence Retrieval System (SRS), 
(Etzold & Argos, SRS an indexing and retrieval tool for flat file data libraries. Comput. Appl. 
Biosci. 9:49-57, 1993) are two examples of computer programs that can be used to analyze 
sequences of interest. In one embodiment of the present invention, the BLAST family of computer 

30 programs, which includes BLASTN version 2.0 with the default parameters, or BLASTX version 
2.0 with the default parameters, is used to analyze nucleotide sequences. 

BLAST, an acronym for "Basic Local Alignment Search Tool," is a family of programs for 
database similarity searching. The BLAST family of programs includes: BLASTN, a nucleotide 
sequence database searching program, BLASTX, a protein database searching program where the input 

35 is a nucleic acid sequence; and BLASTP, a protein database searching program. BLAST programs 
embody a fast algorithm for sequence matching, rigorous statistical methods for judging the 
significance of matches, and various options for tailoring the program for special situations. Assistance 
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in using the program can be obtained by e-mail at blast@ncbi.nlmjiih.gov. tBLASTX can be used to 
translate a nucleotide sequence in all three potential reading frames into an amino acid sequence. 

Bacterial genes are often transcribed in polycistronic groups. These groups comprise operons, 
which are a collection of genes and intergenic sequences under common regulation. The genes of an 
operon are transcribed on the same mRNA and are often related functionally. Given the nature of the 
screening protocol, it is possible that the identified exogenous nucleic acid corresponds to a gene or 
portion thereof with or without adjacent noncoding sequences, an intragenic sequence (i.e. a sequence 
within a gene), an intergenic sequence (i.e. a sequence between genes), a nucleotide sequence spanning 
at least a portion of two or more genes, a 5' noncoding region or a 3' noncoding region located 
upstream or downstream from the actual nucleotide sequence that is required for bacterial proliferation. 
Accordingly, it is often desirable to determine which gene(s) that is encoded within the operon is 
individually required for proliferation. 

In one embodiment of the present invention, an operon is identified and then dissected to 
determine which gene or genes are required for proliferation. Operons can be identified by a 
variety of means known to those in the art. For example, the RegulonDB DataBase described by 
Huerta et al. (Nucl. Acids Res. 26:55-59, 1998), which may also be found on the website 
http://www.cifn.unam.mx/ComputationaLBiology/regulondb/, provides information about operons 
in Escherichia coli. The Subtilist database (http://bioweb.pasteur.fr/GenoList/SubtiList), ( Moszer, 
L, Glaser, P. and Danchin, A. (1995) Microbiology 141: 261-268 and Moszer, I (1998) FEBS . 
Letters 430: 28-36, may also be used to predict operons. This database lists genes from the fully 
sequenced, Gram positive bacteria, Bacillus subtilis, together with predicted promoters and 
terminator sites. This information can be used in conjunction with the Staphylococcus aureus 
genomic sequence data to predict operons and thus produce a list of the genes affected by the 
antisense nucleic acids of the present invention. The Pseudomonas aemginosa web site 
(http://www.pseudomonas.com) can be used to help predict operon organization in this bacterium. 
The databases available from the Genome Sequencing Center 
(http://genome.wustl.edu/gsc/salmonella.shtml), and the Sanger Centre 

(http://www.sanger.ac.ul</projects/S typhi) may be used to predict operons in Salmonella 

typJiimurium. The TIGR microbial database has an incomplete version of the Kfaecalis genome 
http://ww.tigr.org/cgi-bi^^ 0ne can take a nucleotide 

sequence and BLAST it for homologs. 

A number of techniques that are well known in the art can be used to dissect the operon. 
Analysis of RNA transcripts by Northern blot or primer extension techniques are commonly used to 
analyze operon transcripts. In one aspect of this embodiment, gene disruption by homologous 
recombination is used to individually inactivate the genes of an operon that is thought to contain a gene 
required for proliferation. 

Several gene disruption techniques have been described for the replacement of a functional 
gene with a mutated, non-functional (null) allele. These techniques generally involve the use of 
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homologous recombination. One technique using homologous recombination in Staphylococcus 
aureus is described in Xia et a.. 1999, Plasmid 42: 144-149. This technique uses crossover PCR to 
create a null allele with an in-frame deletion of the coding region of a target gene. The null allele is 
constructed in such a way that nucleotide sequences adjacent to the wild type gene are retained. 
5 These homologous sequences surrounding the deletion null allele provide targets for homologous 
recombination so that the wild type gene on the Staphylococcus aureus chromosome can be 
replaced by the constructed null allele. This method can be used with other bacteria as well, 
including Salmonella and Klebsiella species. Similar gene disruption methods that employ the 
counter selectable marker sacB (Schweizer, H. P., Klassen, T. and Hoang, T. (1996) Mol. Biol, of 
10 Pseudomonas, ASM press, 229-237, are available for Pseudomonas, Salmonella and Klebsiella 
species. E. faecalis genes can be disrupted by recombining in a non-replicating plasmid that 
contains an internal fragment to that gene (Leboeuf, C, L. Leblanc, Y. Auffray and A. Hartke. 
2000. J. Bacterid. 182:5799-5806. 

The crossover PCR amplification product is subcloned into a suitable vector having a 
15 selectable marker, such as a drug resistance marker. In some embodiments the vector may have an 
origin of replication which is functional in E. coli or another organism distinct from the organism in 
which homologous recombination is to occur, allowing the plasmid to be grown in £. coli or the 
organism other than that in which homologous recombination is to occur, but may lack an origin of 
replication functional in Escherichia coli, Staphylococcus aureus, Enter ococcus faecalis, Klebsiella 
20 pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, 
Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia 
cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Chlamydia 
pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, 
25 Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, 
Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, 
Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria 
gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas 
putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus 
30 epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, 
Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or 
Yersinia pestis such that selection of the selectable marker requires integration of the vector into the 
homologous region of the Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, 
Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter 
35 baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Boirelia burgdorferi, 
Burkholderia cepacia, Burldiolderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
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faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
5 mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis chromosome. Usually a single crossover event is responsible for this 
integration event such that the Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, 

10 Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter 
baumannii, Bacillus anihracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Coiynebacterium diptheriae, Enterobacter cloacae, Enterococcus 

15 faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium - tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, • Pasteurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 

20 Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholera or Yersinia pestis chromosome now contains a tandem duplication of the target gene 
consisting of one wild type allele and one deletion null allele separated by vector sequence. 
Subsequent resolution of the duplication results in both removal of the vector sequence and either 

25 restoration of the wild type gene or replacement by the in-frame deletion. The latter outcome will 
not occur if the gene should prove essential. A more detailed description of this method is provided 
in Example 10 below. It will be appreciated that this method may be practiced with any of the 
nucleic acids or organisms described herein. 

Recombinant DNA techniques can be used to express the entire coding sequences of the gene 

30 identified as required for proliferation, or portions thereof. The over-expressed proteins can be used as 
reagents for further study. The identified exogenous sequences are isolated, purified, and cloned into a 
suitable expression vector using methods well known in the art. If desired, the nucleic acids can 
contain the nucleotide sequences encoding a signal peptide to facilitate secretion of the expressed 
protein. 

35 Expression of fragments of the bacterial genes identified as required for proliferation is also 

contemplated by the present invention. The fragments of the identified genes can encode a polypeptide 
comprising at least 5, at least 10, at least 15, at least 20, at least 25, at least 30, at least 35, at least 40, at 
least 45, at least 50, at least 55, at least 60, at least 65, at least 75, or more than 75 consecutive amino 
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acids of a gene complementary to one of the identified sequences of the present invention. The nucleic 
acids inserted into the expression vectors can also contain endogenous sequences upstream and 
downstream of the coding sequence. 

When expressing the encoded protein of the identified nucleic acid required for bacterial 
5 proliferation or a fragment thereof, the nucleic acid to be expressed is operably linked to a promoter in 
an expression vector using conventional cloning technology. The expression vector can be any of the 
bacterial, insect, yeast, or mammalian expression systems known in the art. Commercially available 
vectors and expression systems are available from a variety of suppliers including Genetics Institute 
(Cambridge, MA), Stratagene (La Jolla, California), Promega (Madison, Wisconsin), and Invitrogen 
10 (San Diego, California). If desired, to enhance expression and facilitate proper protein folding, the 
codon usage and codon bias of the sequence can be optimized for the particular expression organism in 
which the expression vector is introduced, as explained by Hatfield, et al., U.S. Patent No. 5,082,767, 
incorporated herein by this reference. Fusion protein expression systems are also contemplated by the 
present invention. 

15 Following expression of the protein encoded by the identified exogenous nucleic acid, the 

protein may be purified. Protein purification techniques are well known in the art. Proteins encoded 
and expressed from identified exogenous nucleic acids can be partially purified using precipitation 
techniques, such as precipitation with polyethylene glycol. Alternatively, epitope tagging of the protein 
can be used to allow simple one step purification of the protein. In addition, chromatographic methods 

20 such as ion-exchange chromatography, gel filtration, use of hydroxyapaptite columns, immobilized . 
reactive dyes, chromatofocusing, and use of high-performance liquid chromatography, may also be 
used to purify the protein. Electrophoretic methods such as one-dimensional gel electrophoresis, high- 
resolution two-dimensional polyacrylamide electrophoresis, isoelectric focusing, and others are 
contemplated as purification methods. Also, affinity chromatographic methods, comprising antibody 

25 columns, ligand presenting columns and other affinity chromatographic matrices are contemplated as 
purification methods in the present invention. 

The purified proteins produced from the gene encoding sequences identified as required for 
proliferation can be used in a variety of protocols to generate useful antimicrobial reagents. In one 
embodiment of the present invention, antibodies are generated against the proteins expressed from the 

30 identified exogenous nucleic acids. Both monoclonal and polyclonal antibodies can be generated 
against the expressed proteins. Methods for generating monoclonal and polyclonal antibodies are well 
known in the art. Also, antibody fragment preparations prepared from the produced antibodies 
discussed above are contemplated. 

In addition, the purified protein, fragments thereof, or derivatives thereof may be administered 

35 to an individual in a pharmaceutical^ acceptable carrier to induce an immune response against the 
protein. Preferably, the immune response is a protective immune response which protects the 
individual. Methods for dotcrmirJr.g appropriate dosages of the protein and pharmaceutically 
acceptable carriers may be determined empiracally and are familiar to those skilled in the art. 
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Another application for the purified proteins of the present invention is to screen small 
molecule libraries for candidate compounds active against the various target proteins of the present 
invention. Advances in the field of combinatorial chemistry provide methods, well known in the art, to 
produce large numbers of candidate compounds that can have a binding, or otherwise inhibitory effect 
5 on a target protein. Accordingly, the screening of small molecule libraries for compounds with binding 
affinity or inhibitory activity for a target protein produced from an identified gene is contemplated by 
the present invention. 

In some embodiments of the present invention, a cell sensitized by expressing an an antisense 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 

10 1-6213, an antisense nucleic acid comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 
300, 400, or 500 consecutive nucleotides of a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213, a nucleic acid complementary to a nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 6214-42397, a nucleic 
acid complementary to a nucleic acid comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 

15 200, 300, 400, or 500 consecutive nucleotides of a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 6214-42397, a nucleic acid complementary to a nucleic acid which 
encodes a polypeptide comprising an amino acid sequence selected from the group, consisting of 
SEQ ID NOs.: 42398-78581, a nucleic acid complementary to a nucleic acid which encodes at least 
5, 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, or 150 consecutive amino acids of a polypeptide sequence 

20 selected from the group consisting of SEQ ID NOs.: 42398-78581, a homologous antisense nucleic 
acid, an antisense nucleic acid comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 
300, 400, or 500 consecutive nucleotides of a homologous nucleic acid, a nucleic acid 
complementary to a homologous coding nucleic acid, a nucleic acid complementary to at least 10, 
15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive nucleotides of a 

25 homologous coding nucleic acid, a nucleic acid complementary to a nucleic acid which encodes a 
homologous polypeptide, or a nucleic acid complementary to a nucleic acid which encodes at least 
5, 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, or 150 consecutive amino acids of a homologous 
polypeptide, is contacted with one or more candidate compounds from a small molecule library. 
Candidate compounds which further inhibit the proliferation of the sensitized cell may be identified 

30 as possessing inhibitory activity for a target protein or product produced by the gene to which the 
antisense sequence is complementary. 

A number of vectors useful in the above methods are described in U.S. Patent Application 
Serial Number 10/032,393, filed December 21, 2001. 

In some embodiments of the present invention, the methods for the production of stabilized 

35 RNA, as described in U.S. Patent Application Serial Number 60/343,512, can be used for the 
production of a stabilized transcript, which corresponds to a nucleic acid described herein, having 
an increased lifetime in Gram-negative organisms. Briefly, the stabilized antisense RNA may 
comprise an antisense RNA which was identified as inhibiting proliferation as described above 
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which has been engineered to contain at least one stem loop flanking each end of the antisense 
nucleic acid. In some embodiments, the at least one stem-loop structure formed at the 5' end of the 
stabilized antisense nucleic acid comprises a flush, double stranded 5* end. In some embodiments, 
one or more of the stem loops comprises a rho independent terminator. In additional embodiments, 

5 the stabilized antisense RNA lacks a ribosome binding site. In further embodiments, the stabilized 
RNA lacks sites which are cleaved by one or more RNAses, such as RNAse E or RNAse HL In 
some embodiments, the stabilized antisense RNA may be transcribed in a cell which the activity of 
at least one enzyme involved in KNA degradation has been reduced. For example, the activity of 
an enzyme such as RNase E, RNase II, RNase HI, polynucleotide phosphorylase, and poly(A) 

10 polymerase, RNA helicase, enolase or an enzyme having similar functions may be reduced in the 
cell. 

The present invention further contemplates utility against a variety of other pathogenic 
microorganisms in addition to Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, 
Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter 

15 baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 

20 monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma geniialium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 

25 pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae and Yersinia pestis. For example, homologous coding nucleic acids, homologous antisense 
nucleic acids or homologous polypeptides from other pathogenic microorganisms (including nucleic 
acids homologous to the nucleic acids of SEQ ID NOs.: 6214-42397, nucleic acids homologous to 
the antisense nucleic acids of SEQ ID NOs.: 1-6213, and polypeptides homologous to the 

30 polypeptides of SEQ ID NOs.: 42398-78581) may be identified using methods such as those 
described herein. The homologous coding nucleic acids, homologous antisense nucleic acids or 
homologous polypeptides may be used to identify compounds which inhibit the proliferation of these 
other pathogenic microorganisms using methods such as those described herein. 

For example, the proliferation-required nucleic acids, antisense nucleic acids, and 

35 polypeptides from Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella 
pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, 
Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burldiolderia 
cepacia, Burklwlderia fungorum, Burldiolderia mallei, Campylobacter jejuni, Chlamydia 
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pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, 
Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, 
Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, 
5 Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria 
gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas 
putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus 
epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, 
Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or 
10 Yersinia pestis described herein (including the nucleic acids of SEQ ID NOs.: 6214-42397, the 
antisense nucleic acids of SEQ ID NOs: 1-6213, and the polypeptides of SEQ ID NOs.: 42398- 
78581) may be used to identify homologous coding nucleic acids, homologous antisense nucleic acids 
or homologous polypeptides required for proliferation in prokaryotes and eukaryotes. For example, 
nucleic acids or polypeptides required for the proliferation of protists, such as Plasmodium spp.; 
15 plants; animals, such as Entamoeba spp. and Contracaecum spp; and fungi including Candida spp., 
(e.g., Candida albicans), Cryptococcus neoformans, and Aspergillus fumigatus may be identified. In 
one embodiment of the present invention, monera, specifically bacteria, including both Gram positive 
and Gram negative bacteria, are probed in search of novel gene sequences required for proliferation. 
Likewise, homologous antisense nucleic acids which may be used to inhibit growth of these organisms • 
> 20 or to identify antibiotics may also be identified. These embodiments are particularly important given 
the rise of drug resistant bacteria. 

The number of bacterial species that are becoming resistant to existing antibiotics is growing. 
A partial list of these microorganisms includes: Escherichia spp., such as E. coli, Enterococcus spp, 
such as E. faecalis; Pseudomonas spp., such as P. aeruginosa, Clostridium spp., such as C. 
25 botulinum, Haemophilus spp., such as H influenzae, Enterobacter spp., such as 2?. cloacae, Vibrio 
spp., such as V. cholera; Moraxala spp., such as M. catarrhalis; Streptococcus spp., such as S. 
pneumoniae, Neisseria spp., such as N gonorrhoeae; Mycoplasma spp., such as Mycoplasma 
pneumoniae; Salmonella typhimurium; Helicobacter pylori; Escherichia coli; and Mycobacterium 
tuberculosis. The genes and polypeptides identified as required for the proliferation of Escherichia 
30 coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas 
aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides 
fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, 
Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Corynebacterium 
35 diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter 
pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium 
avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 
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multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
Salmonella typhi Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae or Yersinia pesiis (including the nucleic acids of SEQ ID NOs.: 6214- 

5 42397, the sequences complementary to the nucleic acids of SEQ ID NOs.: 6214-42397, and the 
polypeptides of SEQ ID NOs.: 42398-78581) can be used to identify homologous coding nucleic 
acids or homologous polypeptides required for proliferation from these and other organisms using 
methods such as nucleic acid hybridization and computer database analysis. Likewise, the 
antisense nucleic acids which inhibit proliferation of Escherichia coli, Staphylococcus aureus, 

10 Enter ococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, 
Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 
burgdorferi, Burkholderia cepacia, Burlcholderia fungorum, Burldiolderia mallei, Campylobacter 
jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enierobacter cloacae, Enterococcus 

15 faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 

20 Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis (including the antisense nucleic acids of SEQ ED NOs.: 1-6213 or the 
sequences complementary thereto) may also be used to identify antisense nucleic acids which 
inhibit proliferation of these and other microorganisms or cells using nucleic acid hybridization or 

25 computer database analysis. 

In one embodiment of the present invention, the nucleic acid sequences from Escherichia coli, 
Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, 
Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides jragilis, 
Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burldiolderia fungorum, 

30 Burldiolderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Corynebacterium 
diptheriae, Enierobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter 
pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium 
avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 

35 genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 
multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
Salmonella typhi, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
mutatis, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
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urealyticum, Vibrio cholerae or Yersinia pestis (including the nucleic acids of SEQ ID NOs.: 6214- 
42397 and the antisense nucleic acids of SEQ ID NOs. 1-6213) are used to screen genomic libraries 
generated from Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella 
pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii t 
5 Bacillus anthracis f Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkliolderia 
cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Chlamydia 
pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium bottdinum, 
Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faeciwn, 
Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, 
10 Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, 
Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria 
gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas 
putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus 
epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, 
15 Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae, Yersinia 
pestis and other bacterial species of interest. For example, the genomic library may be from Gram 
positive bacteria, Gram negative bacteria or other organisms including Acinetobacter baumannii, 
Anaplasma marginale, Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella 
pertussis, Borrelia burgdorferi, Burlcholderia cepacia, Burldiolderia fungorum, Burkholderia 
20 mallei, Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis 
glabrata), Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida Jcrusei, 
Candida hefyr (also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia 
pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Clostridium perfringens, Coccidioides immitis, Corynebacterium diptheriae, 
25 Cryptococcus neoformans, Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, 
Escherichia coli, Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella 
pneumoniae, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, 
Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, 
Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, 
30 Nocardia asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, 
Proteus mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
35 Streptococcus pneumoniae, Sti'eptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enterocolitica, Yersinia pestis or any species falling within the genera of any of the above species, 
including coagulase negative species of Staphylococcus. In some embodiments, the genomic 
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library may be from an organism other than E. colt Standard molecular biology techniques are used 
to generate genomic libraries from various cells or microorganisms. In one aspect, the libraries are 
generated and bound to nitrocellulose paper. The identified exogenous nucleic acid sequences of the 
present invention can then be used as probes to screen the libraries for homologous sequences. 
5 For example, the libraries may be screened to identify homologous coding nucleic . acids or 

homologous antisense nucleic acids comprising nucleotide sequences which hybridize under 
stringent conditions to a nucleic acid selected from the group consisting of SEQ ID NOs.: 1-6213, 
nucleic acids comprising nucleotide sequences which hybridize under stringent conditions to a 
fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 
10 consecutive nucleotides of one of SEQ ID NOs. 1-6213, nucleic acids comprising nucleotide 
sequences which hybridize under stringent conditions to a nucleic acid complementary to one of 
SEQ ID NOs. 1-6213, nucleic acids comprising nucleotide sequences which hybridize under 
stringent conditions to a fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 
300, 400, or 500 consecutive nucleotides of the sequence complementary to one of SEQ ID NOs. 1- 
15 6213, nucleic acids comprising nucleotide sequences which hybridize under stringent conditions to 
a nucleic acid selected from the group consisting of SEQ ID NOS.: 6214-42397, nucleic acids 
comprising nucleotide sequences which hybridize under stringent conditions to a fragment 
comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive 
nucleotides of one of SEQ ID NOS.: 6214-42397, nucleic acids comprising nucleotide sequences 
20 which hybridize under stringent conditions to a nucleic acid complementary to one of SEQ ID 
NOS.: 6214-42397, nucleic acids comprising nucleotide sequences which hybridize under stringent 
conditions to a fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 
400, or 500 consecutive nucleotides of the sequence complementary to one of SEQ ID NOS.: 6214- 
42397. 

25 The libraries may also be screened to identify homologous nucleic coding nucleic acids or 

homologous antisense nucleic acids comprising nucleotide sequences which hybridize under 
moderate conditions to a nucleic acid selected from the group consisting of SEQ ID NOs.: 1-6213, 
nucleic acids comprising nucleotide sequences which hybridize under moderate conditions to a 
fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 

30 consecutive nucleotides of one of SEQ ID NOs. 1-6213, nucleic acids comprising nucleotide 
sequences which hybridize under moderate conditions to a nucleic acid complementary to one of 
SEQ ID NOs. 1-6213, nucleic acids comprising nucleotide sequences which hybridize under 
moderate conditions to a fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 
200, 300, 400, or 500 consecutive nucleotides of the sequence complementary to one of SEQ ID 

35 NOs. 1-6213, nucleic acids comprising nucleotide sequences which hybridize under moderate 
conditions to a nucleic acid selected from the group consisting of SEQ ID NOS.: 6214-42397, 
nucleic acids comprising nucleic acid sequences which hybridize under moderate conditions to a 
fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 
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consecutive nucleotides of one of SEQ ID NOS.: 6214-42397, nucleic acids comprising nucleotide 
sequences which hybridize under moderate conditions to a nucleic acid complementary to one of 
SEQ ID NOS.: 6214-42397 and nucleic acids comprising nucleotide sequences which hybridize 
under moderate conditions to a fragment comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 
5 150, 200, 300, 400, or 500 consecutive nucleotides of the sequence complementary to one of SEQ 
ID NOS.: 6214-42397. 

The homologous coding nucleic acids, homologous antisense nucleic acids or homologous 
polypeptides identified as above can then be used as targets or tools for the identification of new, 
antimicrobial compounds using methods such as those described herein. In some embodiments, the 

10 homologous coding nucleic acids, homologous antisense nucleic acids, or homologous polypeptides 
may be used to identify compounds with activity against more than one microorganism. [Placeholder] 

For example, the preceding methods may be used to isolate homologous coding nucleic 
acids or homologous antisense nucleic acids comprising a nucleotide sequence with at least 97%, at 
least 95%, at least 90%, at least 85%, at least 80%, or at least 70% nucleotide sequence identity to a 

15 nucleotide sequence selected from the group consisting of one of the sequences of SEQ ID NOS. 1- 
6213, fragments comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 
consecutive nucleotides thereof, and the sequences complementary thereto. The preceding methods 
may also be used to isolate homologous coding nucleic acids or homologous antisense nucleic acids 
comprising a nucleotide sequence with at least 97%, at least 95%, at least 90%, at least 85%, at 

20 least 80%, or at least 70% nucleotide sequence identity to a nucleotide sequence selected from the 
group consisting of one of the nucleotide sequences of SEQ ID NOS.: 6214-42397, fragments 
comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive 
nucleotides thereof, and the sequences complementary thereto. Identity may be measured using. 
BLASTN version 2.0 with the default parameters. (Altschul, S.F. et al. Gapped BLAST and PSI- 

25 BLAST: A New Generation of Protein Database Search Programs, Nucleic Acid Res. 25: 3389- 
3402 (1997). For example, the homologous polynucleotides may comprise a coding sequence 
which is a naturally occurring allelic variant of one of the coding sequences described herein. Such 
allelic variants may have a substitution, deletion or addition of one or more nucleotides when 
compared to the nucleic acids of SEQ ID NOs: 1-6213, SEQ ID NOS.: 6214-42397 or the 

30 nucleotide sequences complementary thereto. 

Additionally, the above procedures may be used to isolate homologous coding nucleic acids 
which encode polypeptides having at least 99%, 95%, at least 90%, at least 85%, at least 80%, at 
least 70%, at least 60%, at least 50%, at least 40% or at least 25% amino acid identity or similarity 
to a polypeptide comprising the sequence of one of SEQ ID NOs: 42398-78581 or to a polypeptpide 

35 whose expression is inhibited by a nucleic acid of one of SEQ ID NOs: 1-6213 or fragments 
comprising at least 5, 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, or 150 consecutive amino acids thereof 
as determined using the FASTA version 3.0t78 algorithm with the default parameters. 
Alternatively, protein identity or similarity may be identified using BLASTP with the default 
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parameters, BLASTX with the default parameters, or TBLASTN with the default parameters. 
(Altschul, S.F. et al. Gapped BLAST and PSI-BLAST: A New Generation of Protein Database 
Search Programs, Nucleic Acid Res. 25: 3389-3402 (1997). 

Alternatively, homologous coding nucleic acids, homologous antisense nucleic acids or 
5 homologous polypeptides may be identified by searching a database to identify sequences having a . 
desired level of nucleotide or amino acid sequence homology to a nucleic acid or polypeptide 
involved in proliferation or an antisense nucleic acid to a nucleic acid involved in microbial 
proliferation. A variety of such databases are available to those skilled in the art, including 
GenBank and GenSeq. In some embodiments, the databases are screened to identify nucleic acids 
10 with at least 97%, at least 95%, at least 90%, at least 85%, at least 80%, or at least 70% nucleotide 
sequence identity to a nucleic acid required for proliferation, an antisense nucleic acid which 
inhibits proliferation, or a portion of a nucleic acid required for proliferation or a portion of an 
antisense nucleic acid which inhibits proliferation. For example, homologous coding sequences 
may be identified by using a database to identify nucleic acids homologous to one of SEQ ID Nos. 
15 1-6213, homologous to fragments comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 
200, 300, 400, or 500 consecutive nucleotides thereof, nucleic acids homologous to one of SEQ ID 
NOS.: 6214-42397, homologous to fragments comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 
100, 150, 200, 300, 400, or 500 consecutive nucleotides of one of SEQ ID NOS.: 6214-42397,. 
nucleic acids homologous to one of SEQ ID Nos. 1-6213, homologous to fragments comprising at 
20 least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 consecutive nucleotides thereof 
or nucleic acids homologous to the sequences complementary to any of the preceding nucleic acids. 
In other embodiments, the databases are screened to identify polypeptides having at least 99%, 
95%, at least 90%, at least 85%, at least 80%, at least 70%, at least 60%, at least 50%, at least 40% 
or at least 25% amino acid sequence identity or similarity to a polypeptide involved in proliferation 
25 or a portion thereof. For example, the database may be screened to identify polypeptides 
homologous to a polypeptide comprising one of SEQ ID NOs: 42398-78581, a polypeptide whose 
expression is inhibited by a nucleic acid of one of SEQ ID NOs: 1-6213 or homologous to 
fragments comprising at least 5, 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, or 150 consecutive amino 
acids of any of the preceding polypeptides. In some embodiments, the database may be screened to 
30 identify homologous coding nucleic acids, homologous antisense nucleic acids or homologous 
polypeptides from cells or microorganisms other than the Escherichia coli, Staphylococcus aureus, 
Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, 
Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 
burgdorferi, BurkJiolderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter 
35 jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
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Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis species from which they were obtained. For example the database may 
be screened to identify homologous coding nucleic acids, homologous antisense nucleic acids or 
homologous polypeptides from microorganisms such as Acinetobacter baumannii, Anaplasrna 
marginale, Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, 
Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, 
Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), 
Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida krusei, Candida kejyr 
(also called Candida pseudotropicalis\ Candida dubliniensis, Chlamydia pneumoniae, Chlamydia 
trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium 
perfringens, Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, 
Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, 
Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, 
Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, 
Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia 
asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus 
mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dysenteriae, Shigella jlexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
Streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enter ocolitica, Yersinia pestis or any species falling within the genera of any of the above species, 
including coagulase negative Staphylococcus . In some embodiments, the homologous coding 
nucleic acids, homologous antisense nucleic acids, or homologous polypeptides are from an 
organism other than E. coli. 

In another embodiment, gene expression arrays and microarrays can be employed. Gene 
expression arrays are high density arrays of DNA samples deposited at specific locations on a glass 
chip, nylon membrane, or the like. Such arrays can be used by researchers to quantify relative gene 
expression under different conditions. Gene expression arrays are used by researchers to help 
identify optimal drug targets, profile new compounds, and deteimine disease pathways. An 
example of this technology is found in U.S. Patent No. 5,807,522. 



146 



WO 02/077183 PCT/US02/09107 

It is possible to study the expression of all genes in the genome of a particular microbial 
organism using a single array. For example, the arrays may consist of 12 x 24 cm nylon filters 
containing PCR products corresponding to ORFs from Escherichia coli, Staphylococcus aureus, 
Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, 
5 Acinetobacter baumannii, Bacillus anthracis, Bacteroides jragilis, Bordetella pertussis, Borrelia 
burgdorferi, Burkholderia cepacia, Burkholderia fungorum, BurJdiolderia mallei, Campylobacter 
jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
10 monocytogenes, Moraxella catarrlialis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
15 pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis (including the nucleic acids of SEQ ID NOs.: 6214-42397) . 10 ngs of 
each PCR product are spotted every 1.5 mm on the filter. Single stranded labeled cDNAs are 
prepared for hybridization to the array (no second strand synthesis or amplification step is done) 
and placed in contact with the filter. Thus the labeled cDNAs are of "antisense" orientation. 
' 20 Quantitative analysis is done by phosphorimager. 

Hybridization of cDNA made from a sample of total cell mRNA to such an array followed 
by detection of binding by one or more of various techniques known to those in the art results in a 
signal at each location on the array to which cDNA hybridized. The intensity of the hybridization 
signal obtained at each location in the array thus reflects the amount of mRNA for that specific 
25 gene that was present in the sample. Comparing the results obtained for mRNA isolated from cells 
grown under different conditions thus allows for a comparison of the relative amount of expression 
of each individual gene during growth under the different conditions. 

Gene expression arrays may be used to analyze the total mRNA expression pattern at 
various time points after induction of an antisense nucleic acid complementary to a proliferation- 
30 required gene. Analysis of the expression pattern indicated by hybridization to the array provides 
information on other genes whose expression is influenced by antisense expression. For example, if 
the antisense is complementary to a gene for ribosomal protein L7/L12 in the 50S subunit, levels of 
other mRNAs may be observed to increase, decrease or stay the same following expression of 
antisense to the L7/L12 gene. If the antisense is complementary to a different 50S subunit 
35 ribosomal protein mRNA (e.g. L25), a different mRNA expression pattern may result. Thus, the 
mRNA expression pattern observed following expression of an antisense nucleic acid comprising a 
nucleotide sequence complementary to a proliferation required gene may identify other 
proliferation-required nucleic acids. In addition, the mRNA expression patterns observed when the 
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bacteria are exposed to candidate drug compounds or known antibiotics may be compared to those 
observed with antisense nucleic acids comprising a nucleotide sequence complementary to a 
proliferation-required nucleic acid. If the mRNA expression pattern observed with the candidate 
drug compound is similar to that observed with the antisense nucleic acid, the drug compound may 
5 be a promising therapeutic candidate. Thus, the assay would be useful in assisting in the selection 
of promising candidate drug compounds for use in drug development. 

In cases where the source of nucleic acid deposited on the array and the source of the 
nucleic acid being hybridized to the array are from two different cells or microorganisms, gene 
expression arrays can identify homologous nucleic acids in the two cells or microorganisms. 

10 The present invention also contemplates additional methods for screening other 

microorganisms for proliferation-required genes. In one aspect of this embodiment, an antisense 
nucleic acid comprising a nucleotide sequence complementary to the proliferation-required sequences 
from Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, 

15 Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia jungorum, Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, 
Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, 
Coiynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus 
influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella 

20 catan-halis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium , 
tubercidosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria 
meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas 
syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus epidermidis, Staphylococcus 
haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, Streptococcus pyogenes, 

25 Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or Yersinia pestis, or a portion 
thereof, is transcribed in an antisense orientation in such a way as to alter the level or activity of a 
nucleic acid required for proliferation of an autologous or heterologous cell or microorganism. For 
example, the antisense nucleic acid may be a homologous antisense nucleic acid such as an antisense 
nucleic acid homologous to the nucleotide sequence complementary to one of SEQ ID NOs.: 6214- 

30 42397, an antisense nucleic acid comprising a nucleotide sequence homologous to one of SEQ ID 
Nos.: 1-6213, or an antisense nucleic acid comprising a nucleotide sequence complementary to a 
portion of any of the preceding nucleic acids. The cell or microorganism transcribing the homologous 
antisense nucleic acid may be used in a cell-based assay, such as those described herein, to identify 
candidate antibiotic compounds. In another embodiment, the conserved portions of nucleotide 

35 sequences identified as proliferation-required can be used to generate degenerate primers for use in the 
polymerase chain reaction (PCR). The PCR technique is well known in the art. The successful 
production of a PCR product using degenerate primers generated from the nucleotide sequences 
identified herein indicates the presence of a homologous gene sequence in the species being screened. 
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This homologous gene is then isolated, expressed, and used as a target for candidate antibiotic 
compounds. In another aspect of this embodiment, the homologous gene (for example a homologous 
coding nucleic acid) thus identified, or a portion thereof, is transcribed in an autologous cell or 
microorganism or in a heterologous cell or microorganism in an antisense orientation in such a way as 
5 to alter the level or activity of a homologous gene required for proliferation in the autologous or 
heterologous cell or microorganism. Alternatively, a homologous antisense nucleic acid may be 
transcribed in an autologous or heterologous cell or microorganism in such a way as to alter the level or 
activity of a gene product required for proliferation in the autologous or heterologous cell or 
microorganism. 

10 The nucleic acids homologous to the genes required for the proliferation of Escherichia 

coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas 
aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides 
fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkkolderia fimgorum, 
Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, 

15 Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Corynebacterium 
diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter 
pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium 
avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 

20 multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
Salmonella typhi, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
mutans, Sfreptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae or Yersinia pestis or the sequences complementary thereto may be 
used to identify homologous coding nucleic acids or homologous antisense nucleic acids from cells 

25 or microorganisms other than Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, 
Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter 
baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 

30 botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 

35 mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epideimidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticwn, Vibrio 
cholerae or Yersinia pestis to inhibit the proliferation of cells or microorganisms other than 
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Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burlcholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, 
Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, 
Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus 
influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella 
catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium 
tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria 
meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas 
syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus epidermidis, Staphylococcus 
haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, Streptococcus pyogenes, 
Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or Yersinia pestis by inhibiting the 
activity or reducing the amount of the identified homologous coding nucleic acid or homologous 
polypeptide in the cell or microorganism other than Escherichia coli, Staphylococcus aureus, 
Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, 
Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 
burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter 
jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis or to identify compounds which inhibit the growth of cells or 
microorganisms other than Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, 
Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter 
baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Coiynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, . Pasteurella multocida, Proteus 
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mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis as described below. For example, the nucleic acids homologous to 
5 proliferation-required genes from Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, 
Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter 
baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
BurkJwlderia cepacia, Burkholderia fungorwn, Burkholderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
10 botulinum, Clostridium difficile, Corynebacterium diptheriae, Enter obacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrlialis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
15 mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis or the sequences complementary thereto may be used to identify 
compounds which inhibit the growth of Acinetobacter baumannii, Anaplasma marginale, 
20 Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 
burgdorferi, Burkholderia cepacia, Burkliolderia fungorum, Burkholderia mallei, Campylobacter 
jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, 
Candida parapsilosis, Candida guilliermondii, Candida krusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
25 Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium peifringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeiia monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
30 Mycobacienum leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
35 typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutatis, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibno parahaemolyticus, Vibrio vidnificans, Yersinia enterocolitica, 
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Yersinia pestis or any species falling within the genera of any of the above species. In some 
embodiments of the present invention, the nucleic acids homologous to proliferation-required 
sequences from Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella 
pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, 
5 Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia 
cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Chlamydia 
pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, 
Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, 
10 Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, 
Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria 
gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas 
putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus 
epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, 
15 Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or 
Yersinia pestis (including nucleic acids homologous to one of SEQ ID NOs.: 6214-42397) or the 
sequences complementary thereto (including nucleic acids homologous to one of SEQ ID NOs.: 1- 
62 1 3) are used to identify proliferation-required sequences in an organism other than E. coll 

In another embodiment of the present invention, antisense nucleic acids complementary to the 
20 sequences identified as required for proliferation or portions thereof (including antisense nucleic acids 
comprising a nucleotide sequence complementary to one of SEQ ID NOs.: 6214-42397 or portions 
thereof, such as the nucleic acids of SEQ ID NOs.: 1-6213) are transferred to vectors capable of 
function within a species other than the species from which the sequences were obtained. For 
example, the vector may be functional in Acinetobacter baumannii, Anaplasma margjnale, 
25 Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 
burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burldiolderia mallei, Campylobacter 
jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, 
Candida parapsilosis, Candida guilliermondii, Candida Icrusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
30 Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium peifringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aei-uginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
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Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimuriwn, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus Jiaemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
5 urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis or any species falling within the genera of any of the above species. In some 
embodiments of the present invention, the vector may be functional in an organism other than E. 
colu As would be appreciated by one of ordinary skill in the art, vectors may contain certain 
elements that are species specific. These elements can include promoter sequences, operator 

10 sequences, repressor genes, origins of replication, ribosomal binding sequences, termination 
sequences, and others. To use the antisense nucleic acids, one of ordinary skill in the art would * 
know to use standard molecular biology techniques to isolate vectors containing the sequences of 
interest from cultured bacterial cells, isolate and purify those sequences, and subclone those 
sequences into a vector adapted for use in the species of bacteria to be screened. 

15 Vectors for a variety of other species are known in the art. For example, numerous vectors 

which function in E. coli are known in the art. Also, Pla et al. have reported an expression vector 
that is functional in a number of relevant hosts including: Salmonella typhimwium, Pseudomonas 
putida, and Pseudomonas aeruginosa. J. BacterioL 172(8):4448-55 (1990). Brunschwig and 
Damns (Gene (1992) 1 1 1:35-4, described a shuttle expression vector for Pseudomonas aeruginosa. 

20 Vectors useful for the production of stabilized mRNA having, an increased lifetime (including 
antisense RNA) in Gram negative organisms are described in U.S. Provisional Patent Application 
Serial Number 60/343,5 12, filed December 21, 2001 . Similarly many examples exist of expression 
vectors that are freely transferable among various Gram positive microorganisms. Expression 
vectors for Enterococcus faecalis may be engineered by incorporating suitable promoters into a 

25 pAK80 backbone (Israelsen, H., S. M. Madsen, A. Vrang, E. B. Hansen and E. Johansen. 1995. 
Appl. Environ. Microbiol 61:2540-2547. A number of vectors useful for nucleic acid expression 
(including antisense nucleic acid expression) in Enterococcus faecalis, Staphylococcus areus as 
well as other Gram positive organisms are described in U.S. Patent Application Serial Number 
10/032,393, filed December 21, 2001. 

30 Following the subcloning of the antisense nucleic acids complementary to proliferation- 

required sequences from Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, 
Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter 
baumannii, Bacillus anthracis, Bacteroides jragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkhotderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 

35 Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
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Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidennidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis or portions thereof into a vector functional in a second cell or 
microorganism of interest (i.e. a cell or microorganism other than the one from which the identified 
nucleic acids were obtained), the antisense nucleic acids are conditionally transcribed to test for 
bacterial growth inhibition. The nucleotide sequences of the nucleic acids from Escherichia coli t 
Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, 
Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, 
Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungomm, 
Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium boiulinum, Clostridium difficile, Coiynebacterium 
diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter 
pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium 
avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neissena meningitidis, Pasteurella 
multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
Salmonella typhi, Staphylococcus epidennidis,- Staphylococcus haemolyticus, Streptococcus 
mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae or Yersinia pestis that, when transcribed, inhibit growth of the second 
cell or microorganism are compared to the known genomic sequence of the second cell or 
microorganism to identify the homologous gene from the second organism. If the homologous 
sequence from the second cell or microorganism is not known, it may be identified and isolated by 
hybridization to the proliferation-required Escherichia coli, Staphylococcus aureus, Enterococcus 
faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter 
baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Closti'idium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tubercxdosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidennidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
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cholerae or Yersinia pestis sequence of interest or by amplification using PCR primers based on the 
proliferation-required nucleotide sequence of interest as described above. In this way, sequences 
which may be required for the proliferation of the second cell or microorganism may be identified. 
For example, the second microorganism may be Acinetobacter baumannii, Anaplasma marginale, 
5 Aspergillus fumigates, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 
burgdorferi, Burldiolderia cepacia, Burkliolderia fungorum, Burlcliolderia mallei, Campylobacter 
jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, 
Candida parapsilosis, Candida guilliermondii, Candida krusei, Candida Icefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
10 Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
15 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enierica, Salmonella paratyphi, Salmonella typhi, Salmonella 
■ 20 typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis or any species falling within the genera of any of the above species. In some 
25 embodiments of the present invention, the second microorganism is an organism other than E. coli. 

The homologous nucleic acid sequences from the second cell or microorganism which are 
identified as described above may then be operably linked to a promoter, such as an inducible 
promoter, in an antisense orientation and introduced into the second cell or microorganism. The 
techniques described herein for identifying Escherichia coli, Staphylococcus aureus, Enterococcus 
30 faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter 
baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkliolderia cepacia, Burkliolderia fungorum, Burldiolderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
.botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
35 faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
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mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis genes required for proliferation may thus be employed to determine 
5 whether the identified nucleotide sequences from a second cell or microorganism inhibit the 
proliferation of the second cell or microorganism. For example, the second microorganism may be 
Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 

10 glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kejyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinwn, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 

15 faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catairhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasieurella 

20 haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 

25 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio par ahaemolyticus, Vibrio vulniflcans, Yersinia enterocolitica, 
Yersinia pestis or any species falling within the genera of any of the above species. In some 
embodiments of the present invention, the second microorganism may be an organism other than E. 
coli. 

30 Antisense nucleic acids required for the proliferation of microorganisms other than 

Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aemginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, 
Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinwh, Clostridium difficile, 
Coiynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus 
influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella 
catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium 

156 



35 



WO 02/077183 PCT7US02/09107 

tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria 
meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas 
syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus epidermidis, Staphylococcus 
haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, Streptococcus pyogenes, 

5 Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or Yersinia pestis or the genes 
corresponding thereto, may also be hybridized to a microarray containing the Escherichia coli, 
Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, 
Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, 
Bordetella pertussis, Borrelia burgdorferi, BurkJiolderia cepacia, Burklxolderia fungorum, 

10 Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Corynebacterium 
diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter 
pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhal, Mycobacterium 
avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 

15 genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 
multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
Salmonella typhi, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae or Yersinia pestis (including the nucleic acids of SEQ ID NOs.: 6214- 

20 42397) to gauge the homology between the Escherichia coli, Staphylococcus aureus, Enterococcus 
faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter 
baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 

25 botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 

30 mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis sequences and the proliferation-required nucleic acids from other cells 
or microorganisms. For example, the proliferation-required nucleic acid may be from 

35 Acinetobacter baumannii, Anaplasma marginale, Aspergillus fiimigatus, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burldiolderia cepacia, 
Burkholderia fungorum, BurJcJiolderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabratd), Candida iropicalis, Candida parapsilosis, Candida 
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guilliermondii, Candida knisei, Candida kefyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium Botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoforma?is, Enterobacter cloacae, Enterococcus 
5 faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
10 haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 

15 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis or any species falling within the genera of any of the above species. In some 
embodiments of the present invention, the proliferation-required nucleotide sequences from. 
Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 

20 Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, 
Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, 
Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus 

25 influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella 
catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium 
tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria 
meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas 
syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus epidermidis, Staphylococcus 

30 haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, Streptococcus pyogenes, 
Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or Yersinia pestis or homologous 
nucleic acids are used to identify proliferation-required sequences in an organism other than E. coli. 
In some embodiments of the present invention, the proliferation-required sequences may be from an 
organism other than E. coli. The proliferation-required nucleic acids from a cell or microorganism 

35 other than Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter' jejuni, Chlamydia pneumoniae, 
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Chlamydia trachomatis, Clostridium acetobutylicwn, Clostridium botulinum, Clostridium difficile, 
Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus 
influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella 
catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium 
5 tubercidosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrlweae, Neisseria 
meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas 
syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus epidennidis, Staphylococcus 
haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, Streptococcus pyogenes, 
Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or Yersinia pestis may be 
10 hybridized to the array under a variety of conditions which permit hybridization to occur when the 
probe has different levels of homology to the nucleotide sequence on the microarray. This would 
provide an indication of homology across the cells or microorganisms as well as clues to other 
possible essential genes in these cells or microorganisms. 

In some embodiments of the present invention, the essential gene products described herein 
15 are used in methods of identifying a target on which a compound that inhibits cellular proliferation 
acts. Such methods are described in the U.S. Patent Application entitled METHODS FOR 
IDENTIFYING THE TARGET OF A COMPOUND WHICH INHIBITS CELLULAR 
PROLIFERATION, filed February 8, 2002. As employed herein, some embodiments of methods 
used to identify a target on which a compound that inhibits cellular proliferation acts utilize 
20 collections or cultures of strains comprising strains which either overexpress a different gene 
product which is required for cellular proliferation (such as the gene products described herein) or 
underexpress a different gene product (such as the. gene products described herein) which is 
required for cellular proliferation (i.e. at least some of the strains in the culture overexpress or 
underexpress a gene product required for cellular proliferation). In some embodiments, the present 
25 invention uses collections or cultures of strains comprising both strains which overexpress gene 
products required for cellular proliferation and strains which underexpress the same gene products 
required for cellular proliferation. Preferably, each of the strains present in the culture or collection 
either overexpresses or underexpresses a different gene product which is required for cellular 
proliferation (i.e. all of the strains in the culture overexpress or underexpress a gene product 
30 required for cellular proliferation). However, in some embodiments, the culture or collection may 
include one or more strains which do not overexpress or underexpress a gene product which is 
required for proliferation. The gene product which is overexpressed or underexpressed in each 
strain may be any gene product which is required for cellular proliferation, including a gene 
product whose activity or level is inhibited by a nucleic acid comprising a nucleotide sequence 
35 selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 6214- 
42397, a gene product comprising an amino acid sequence selected from the group consisting of 
SEQ ID NOs.: 42398-78581, a gene product whose activity or level is inhibited by a homologous 
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antisense nucleic acid, a gene product encoded by a homologous coding nucleic acid, and a gene 
product comprising a homologous polypeptide. 

As used herein the term "culture" refers to a plurality of strains growing in a single aliquot 
of a liquid growth medium and the term "collection" refers to a plurality of strains each of which is 
5 growing in a separate aliquot of liquid growth medium or a different location on a solid growth 
medium. 

In some embodiments, if desired, one or more of the strains in the culture or collection of 
strains may overexpress or underexpress more than one gene product described herein which is 
required for cellular proliferation. In this embodiment, the gene products which are overexpressed 

10 or underexpressed in one or more of the strains may be functionally related or functionally 
unrelated. This may facilitate the identification of compounds when two or more gene products 
share similar functions in the cell or where the cell has multiple biochemical pathways which lead 
to a particular end product. 

Alternatively, if the gene product described herein to be overexpressed or underexpressed is 

15 encoded by a gene which is part of an operon containing a plurality of genes, the desired gene may 
be overexpressed or underexpressed while the remaining genes in the operon are expressed at levels 
where they do not impact the ability of the cell to grow in the presence of a particular compound. 
For example, the desired gene may be placed under the control of a regulatable promoter, a 
transcriptional terminator may be placed 3* of the desired gene and a promoter, preferably a 

20 constitutive promoter, may be placed 3' of the transcriptional terminator and 5' of the remaining 
genes in the operon. 

In some embodiments, the culture or collection of strains may comprise a strain which 
overexpresses or underexpresses a gene product whose activity or level is inhibited by a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213. 
25 In some embodiments, the culture or collection of strains may comprise strains which in aggregate 
overexpress or underexpress at least two gene products whose activity or level is inhibited by a 
nucleic acid selected from the group consisting of SEQ ID NOS.: 1-6213, at least 10 gene products 
whose activity or level is inhibited by a nucleic acid selected from the group consisting of SEQ ID 
NOS.: 1-6213, at least 20 gene products whose activity or level is inhibited by a nucleic acid 
30 selected from the group consisting of SEQ ID NOS.: 1-6213, at least 30 gene products whose 
activity or level is inhibited by a nucleic acid selected from the group consisting of SEQ ID NOS.: 
1-6213, at least 50 gene products whose activity or level is inhibited by a nucleic acid selected from 
the group consisting of SEQ ID NOS.: 1-6213, at least 100 gene products whose activity or level is 
inhibited by a nucleic acid selected from the group consisting of SEQ ID NOS.: 1-6213, at least 300 
gene products whose activity or level is inhibited by a nucleic acid selected from the group 
consisting of SEQ ID NOS.: 1-6213 or more than 300 gene products whose activity or level is 
inhibited by a nucleic acid selected from the group consisting of SEQ ID NOS.: 1-6213, wherein 
each strain in the culture or collection of strains overexpresses or underexpresses a single gene 
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product whose activity or level is inhibited by a nucleic acid selected from the group consisting ot 
SEQ ID NOs. 1-6213. Alternatively, if desired, one or more of the strains in the culture or 
collection of strains may overexpress or underexpress more than one gene product whose activity or 
level is inhibited by a nucleic acid selected from the group consisting of SEQ ID NOs. 1-6213. 
5 In other embodiments, the culture or collection of strains may comprise a strain which 

overexpresses or underexpresses a gene product encoded by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 6214-42397. In some embodiments, 
the culture or collection of strains may comprise strains which in aggregate overexpress or 
underexpress at least two gene products encoded by a nucleic acid comprising a nucleotide 
10 sequence selected from the group consisting of SEQ ID NOs.: 6214-42397, at least 10 gene 
products encoded by a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 6214-42397, at least 20 gene products encoded by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 6214-42397, 
at least 30 gene products encoded by a nucleic acid comprising a nucleotide sequence selected from 
15 the group consisting of SEQ ID NOs.: 6214-42397, at least 50 gene products encoded by a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 6214- 
42397, at least 100 gene products encoded by a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 6214-42397, at least 300 gene products 
encoded by a nucleic acid comprising a nucleotide sequence selected from the group consisting of 
20 SEQ ID NOs.: 6214-42397 or more than 300 gene products encoded by a nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 6214-42397, wherein 
each strain in the culture or collection of strains overexpresses or underexpresses a single gene 
product encoded by a nucleic acid selected from the group consisting of SEQ ID NOs. 6214-42397. 
Alternatively, if desired, one or more strains in the culture or collection of strains may overexpress 
25 or underexpress more than one gene product encoded by a nucleic acid selected from the group 
consisting of SEQ ID NOs. 6214-42397. 

In some embodiments the culture or collection of strains comprises a strain in which a gene 
product comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 
42938-78581 is overexpressed or underexpressed. In some embodiments, the culture or collection 
30 of strains may comprise strains which in aggregate overexpress or underexpress at least two gene 
products comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 
42938-78581, at least 10 gene products comprising an amino acid sequence selected from the group 
consisting of SEQ ID NOs.: 42938-78581, at least 20 gene products comprising an amino acid 
sequence selected from the group consisting of SEQ ID NOs.: 42938-78581, at least 30 gene 
35 products comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 
42938-78581, at least 50 gene products comprising an amino acid sequence selected from the group 
consisting of SEQ ID NOs.: 42938-7S581, at least 100 gene products comprising an amino acid 
sequence selected from the group consisting of SEQ ID NOs.: 42938-78581, at least 300 gene 
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products comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 
42938-78581 or more than 300 gene products comprising an amino acid sequence selected from the 
group consisting of SEQ ID NOs.: 42938-78581, wherein each strain in the culture or collection of 
strains overexpresses or underexpresses a single gene product selected from the group consisting of 
5 SEQ ID NOs. 4293 8-785 81. Alternatively, if desired one or more of the strains in the culture or 
collection of strains may overexpress or underexpress more than one gene product selected from the 
group consisting of SEQ ID NOs. 42938-78581. 

In other embodiments, the culture or collection of strains comprises a strain in which at 
least one of the gene products encoded by a homologous coding nucleic acid as defined above is 

10 overexpressed or underexpressed. In some embodiments, the culture or collection of strains may 
comprise strains which in aggregate overexpress or underexpress at least 2, at least 10, at least 20, 
at least 30, at least 50, at least 100, at least 300 or more than 300 gene products encoded by a 
homologous coding nucleic acid as defined above. If desired the culture or collection of strains 
may comprise one or more strains which overexpress or underexpress more than one gene product 

15 encoded by a homologous coding nucleic acid. In further embodiments, the culture or collection of 
strains comprises a strain in which at least one, at least 10, at least 20, at least 30, at least 50, at least 
100, at least 300 or more than 300 homologous polypeptides as defined above is overexpressed or 
underexpressed. If desired the culture or collection of strains may comprise one or more strains 
which overexpress or underexpress more than one homologous polypeptide. 

20 For example, in some embodiments, the culture or collection of strains comprises a strain in 

which at least one gene product selected from the group consisting of a gene product having at least 
70% nucleotide sequence identity as determined using BLASTN version 2.0 with the default 
parameters to a gene product whose expression is inhibited by an antisense nucleic acid comprising 
a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 

25 encoded by a nucleic acid having at least 70% nucleotide sequence identity as determined using 
BLASTN version 2.0 with the default parameters to a nucleic acid encoding a gene product whose 
expression is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from 
the group consisting of SEQ ID NOs: 1-6213, a gene product having at least 25% amino acid 
identity as determined using FASTA version 3.0t78 with the default parameters to a gene product 

30 whose expression is inhibited by an antisense nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic 
acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a nucleic 
acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group 

35 consisting of SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose activity 
may be complemented by the gene product whose activity is inhibited by a nucleic acid comprising 
a nucleotide sequence selected from the group consisting of SEQ ID NOs: 1-6213 is overexpressed 
or underexpressed, wherein each strain overexpresses or underexpresses one gene product. In some 
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embodiments, the culture or collection of strains may comprise strains in which in aggregate at least 
2, at least 10, at least 20, at least 30, at least 50, at least 100, at least 300, or more than 300 gene 
products selected from the group consisting of a gene product having at least 70% nucleotide 
sequence identity as determined using BLASTN version 2.0 with the default parameters to a gene 
product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a 
nucleic acid having at least 70% nucleotide sequence identity as determined using BLASTN 
version 2.0 with the default parameters to a nucleic acid encoding a gene product whose expression 
is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs: 1-6213, a gene product having at least 25% amino acid identity as 
determined using FASTA version 3.0t78 with the default parameters to a gene product whose 
expression is inhibited by an antisense nucleic acid comprising a nucleotide sequence selected from 
the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group consisting of 
15 SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a nucleic acid which 
hybridizes to a nucleic acid comprising a nucleotide sequence selected from the group consisting of 
SEQ ID NOs.: 1-6213 under moderate conditions, and a gene product whose activity may be 
complemented by the gene product whose activity is inhibited by a nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs: 1-6213 is overexpressed 
20 or underexpressed, wherein each strain overexpresses or underexpresses one gene product. 

If desired, one or more of the strains in the culture or collection of strains may overexpress 
or underexpress more than one gene product selected from the group consisting of a gene product 
having at least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the 
default parameters to a gene product whose expression is inhibited by an antisense nucleic acid 
25 comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a 
gene product encoded by a nucleic acid having at least 70% nucleotide sequence identity as 
determined using BLASTN version 2.0 with the default parameters to a nucleic acid encoding a 
gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs: 1-6213, a gene product having at least 
30 25% amino acid identity as determined using FASTA version 3.0t78 with the default parameters to 
a gene product whose expression is inhibited by an antisense nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a 
nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NOs.: 1-6213 under stringent conditions, a gene product encoded by a 
35 nucleic acid which hybridizes to a nucleic acid comprising a nucleotide sequence selected from the 
group consisting of SEQ ED NOs.: 1-6213 under moderate conditions, and a gene product whose 
activity may be complemented by the gene product whose activity is inhibited by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs: 1-6213. 
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In further embodiments, the culture or collection of strains comprises a strain in wmcn at 
least one gene product encoded by a nucleic acid comprising a nucleotide sequence selected from 
the group consisting of a nucleic acid comprising a nucleic acid having at least 70% nucleotide 
sequence identity as determined using BLASTN version 2.0 with the default parameters to a 
5 nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic 
acid comprising a nucleotide sequence which hybridizes to a sequence selected from the group 
consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid comprising 
a nucleotide sequence which hybridizes to a nucleotide sequence selected from the group consisting 
of SEQ ID NOS.: 6214-42397 under moderate conditions is overexpressed or underexpressed, 

10 wherein each strain overexpresses or underexpresses one gene product. In some embodiments, the 
culture or collection of strains comprises a strain or a group of strains in which in aggregate at least 
2, at least 10, at least 20, at least 30, at least 50, at least 100, at least 300, or more than 300 gene 
products encoded by a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of a nucleic acid comprising a nucleic acid having at least 70% nucleotide sequence 

15 identity as determined using BLASTN version 2.0 with the default parameters to a nucleotide 
sequence selected from the group consisting of SEQ ID NOS.: 6214-42397, a nucleic acid 
comprising a nucleotide sequence which hybridizes to a sequence selected from the group 
consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic acid comprising 
a nucleotide sequence which hybridizes to a nucleotide sequence selected from the group consisting 

20 of SEQ ID NOS.: 6214-42397 under moderate conditions is overexpressed or underexpressed, 
wherein each strain overexpresses or underexpresses one gene product. 

If desired, one or more of the strains in the culture or collection of strains may overexpress 
or underexpress more than one gene product encoded by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of a nucleic acid comprising a nucleic acid having at 

25 least 70% nucleotide sequence identity as determined using BLASTN version 2.0 with the default 
parameters to a nucleotide sequence selected from the group consisting of SEQ ID NOS.: 6214- 
42397, a nucleic acid comprising a nucleotide sequence which hybridizes to a sequence selected 
from the group consisting of SEQ ID NOS.: 6214-42397 under stringent conditions, and a nucleic 
acid comprising a nucleotide sequence which hybridizes to a nucleotide sequence selected from the 

30 group consisting of SEQ ID NOS.: 6214-42397 under moderate conditions. 

In additional embodiments, the culture or collection of strains comprises a strain in which 
at least one gene product comprising a polypeptide selected from the group consisting of a 
polypeptide having at least 25% amino acid identity as determined using FASTA version 3.0t78 to 
a polypeptide selected from the group consisting of SEQ ID NOs.: 42938-78581 and a polypeptide 

35 whose activity may be complemented by a polypeptide selected from the group consisting of SEQ 
ID NOs: 42938-78581 is overexpressed or underexpressed, wherein each strain overexpresses or 
underexpresses one gene product. In some embodiments, the culture or collection of strains 
comprises a strain or a group of strains in which in aggregate at least 2, at least 10, at least 20, at 
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least 30, at least 50, at least 100, at least 300, or more than 300 gene products comprising a 
polypeptide selected from the group consisting of a polypeptide having at least 25% amino acid 
identity as determined using FASTA version 3.0t78 to a polypeptide selected from the group 
consisting of SEQ ID NOs.: 42938-78581 and a polypeptide whose activity may be complemented 
5 by a polypeptide selected from the group consisting of SEQ ID NOs: 42938-78581 is overexpressed 
or underexpressed, wherein each strain overexpresses or underexpresses one gene product 

If desired, one or more of the strains in the culture or collection of strains may overexpress 
or underexpress more than one polypeptide selected from the group consisting of a polypeptide 
having at least 25% amino acid identity as determined using FASTA version 3.0t78 to a 
10 polypeptide selected from the group consisting of SEQ ED NOs.: 42938-78581 and a polypeptide 
whose activity may be complemented by a polypeptide selected from the group consisting of SEQ 
ID NOs: 42938-78581. 

The methods of the present invention may be used to identify the targets of compounds 
which inhibit the proliferation of any desired cell or organism. In some embodiments, these 
15 methods are employed to identify the targets of compounds which inhibit the proliferation of 
bacteria, fungi, or protozoans. In further embodiments, these methods are employed to identify the 
targets of compounds which inhibit the growth of an organism selected from the group consisting of 
Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus antliracis, 
Bacteroides jragilis, Bordetella pertussis, Borrelia burgdorferi, Burlcfwlderia cepacia, 
20 Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis> Candida 
guilliennondii, Candida Icrusei, Candida kejyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
25 Corynebacterium diptheriae, Cryptococcus neofonnans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatwn, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tubercidosis, Mycoplasma genitalium, Mycoplasma 
30 pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
35 Staphylococcus aureus, Staphylococcus epidennidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Sfreptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaernolyticus, Vibrio vzdnificars, Yersinia enlerocolitica, 
Yersinia pestis or any species falling within the genera of any of the above species. 
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Overexpression may be obtained using a variety of techniques familiar to those skilled in 
the art For example, overexpression may be obtained by operably linking a gene encoding a gene 
product whose activity or level is inhibited by a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic 
5 acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 6214- 
42397, a gene product comprising an amino acid sequence selected from the group consisting of 
SEQ ID NOs.: 42398-78581, a gene product whose activity or level is inhibited by a homologous 
antisense nucleic acid, a gene product encoded by a homologous coding nucleic acid, or a gene 
product comprising a homologous polypeptide to a promoter which transcribes a higher level of 

10 mRNA encoding or comprising the gene product than does a wild type cell. 

A variety of promoters may be used to overexpress the gene product described herein, 
including a gene product whose activity or level is inhibited by a nucleic acid comprising a 
nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product 
encoded by a nucleic acid comprising a nucleotide sequence selected from the group consisting of 

15 SEQ ID NOs.: 6214-42397, a gene product comprising an amino acid sequence selected from the 
group consisting of SEQ ID NOs.: 42398-78581, a gene product whose activity or level is inhibited 
by a homologous antisense nucleic acid, a gene product encoded by a homologous coding nucleic 
acid, and a gene product comprising a homologous polypeptide. The promoters used to overexpress 
the gene product may be relatively strong promoters, promoters which possess a moderate level of 

20 activity, or relatively weak promoters and may be either constitutive or regulatable promoters. In . 
some embodiments, several strains, each of which overexpresses the gene product to a different 
extent, may be used in order to optimize the degree of overexpression of the gene product. 

In some embodiments, each of the gene products required for proliferation may be placed 
under the control of several different promoters of varying strengths to create several different 

25 strains which express the gene product at varying levels. The level of expression of the gene 
product in each of the strains is compared to that in wild type cells in order to identify a promoter 
which provides a desired level of expression relative to wild type cells (i.e. a desired level of 
overexpression or underexpression). The strain having the desired level of expression is then 
included in a culture or collection of strains to be contacted with a test compound as discussed 

30 below. Examples of suites of regulatable promoters having varying strengths that are useful for the 
expression of gene products at varying levels are described in U.S. Patent Application Serial 
Number 10/032,393, filed on December 21, 2002. 

The promoter is selected to be active in the type of cell in which the gene product is to be 
expressed. For example, for overexpression of the gene product in mammalian cells, the gene 
35 encoding the gene product may be operably linked to promoters such as the SV40 promoter, the 
metallothionine promoter, the MMTV promoter, the RSV promoter, the tetP promoter, the 
adenovirus major late promoter or other promoters known to those skilled in the art. In yeast, the 
gene encoding the gene product may be operably linked to promoters such as the CYC1, ADHH, 
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ADHII, GAL1, GAL10, PH05, PGK or other promoters used in the art. Similarly, in bactena, tfte 
gene encoding the gene product may be operably linked to the , SP6, T3, trc promoter, lac 
promoter, temperature regulated lambda promoters, the Bacillus aprE and nprE promoters (U.S. 
Patent No. 5,387,521), the bacteriophage lambda P L and P R promoters (Renaut, et al, (1981) Gene 
5 15: 81) the trp promoter (Russell, et al., (1982) Gene 20: 23), the tac promoter (de Boer et al, 

(1983) Proc. Natl. Acad. Sci. USA 80: 21), 5. subtilis alkaline protease promoter (Stahi et al, 

(1984) J. Bacteriol. 158, 411-418) alpha amylase promoter of B. subtilis (Yang et al., (1983) 
Nucleic Acids Res. 11, 237-249) or B. amyloliquefaciens (Tarkinen, et al, (1983) J. Biol. Chem. 
258, 1007-1013), the neutral protease promoter from B. subtilis (Yang et al, (1984) J. Bacteriol. 

10 160, 15-21), T7 RNA polymerase promoter (Studier and Moffatt (1986) J Mol Biol. 189(1):113- 
30), B. subtilis xyl promoter or mutant tetR promoter active in bacilli (Geissendorfer & Hillen 
(1990) Appl. Microbiol. Biotechnol. 33:657-663), Staphylococcal enterotoxin D promoter (Zhang 
and Stewart (2000) J. Bacteriol. 182(8):2321-5), cap8 operon promoter from Staphylococcus aureus 
(Ouyang et al., (1999) J. Bacteriol. 181(8):2492-500), the lactococcal nisA promoter (Eichenbaum 

15 (1998) Appl Environ Microbiol. 64(8):2763-9), promoters from in Acholeplasma laidlawii (Jarhede 
et al., (1995) Microbiology 141 ( Pt 9):2071-9), porA promoter of Neisseria meningitidis (Sawaya 
et al., (1999) Gene 233:49-57), the fbpA promoter of Neisseria gonorrhoeae (Forng et al., (1997) J. 
Bacteriol. 179:3047-3052), Corynebacterium diphtheriae toxin gene promoter (Schmitt and Holmes 
(1994) J. Bacteriol. 176(4): 1141-9), the hasA operon promoter from Group A Streptococci (Alberti 

20 et al., (1998) Mol Microbiol 28(2):343-53), the rpoS promoter of Pseudomonas putida (Kojic and 
Venturi (2001) J. Bacteriol. 183:3712-3720), the Acinetobacter baumannii phosphate regulated ppk 
gene promoter (Gavigan et al., Microbiology 145:2931-7 (1999)); the Acinetobacter baumannii 
adhCl promoter which is induced under iron limitation and repressed when the cells are cultured in 
the presence of free inorganic iron (Echenique et al., Microbiology 147:2805-15 (2001)); the flaB 

25 promoter of pGK12 active in Borrelia burgdorferi (Sartakova et al., Proc Natl Acad Sci USA. 
97(9):4850-5 (2000)); the use of Ptrc promoter results in strong inducer-dependent expression in 
Burkholderia spp (Santos et al., FEMS Microbiol Lett 195(l):91-6 (2001)); the iron regulated sodA 
promoter of Bordetella pertussis (Graeff-Wohlleben et al., J Bacteriol 179(7):2194-201 (1997)); 
UV-inducible ben and uviAB promoters in Clostrdia spp (Gamier and Cole Mol Microbiol 

30 2(5):607-14 (1988)); the heat-inducible clpB promoter of Campylobacter jejuni (Thies et al., Gene 
230(l):61-7 (1999)); promoters carrying bacteriophage CI operator sites in Klebsiella pneumoniae 
(Schoefield et al, J Bacteriol 183(23):6947-50 (2001)); the Proteus mirabilis ureR promoter (Poore 
et al., J Bacteriol 183(15):4526-35 (2001)); and the heat-inducible groESL promoter in Listeria 
monocytogenes, and the IPTG inducible promoter in pLEX5BA (Krause et al., J. Mol. Biol. 274: 

35 365 (1997). In another embodiment, which may be useful in Staphylococcus aureus, the promoter 
is a novel inducible promoter system, XylT5, comprising a modified T5 promoter fused to the xylO 
operator from the xylA promoter of Staphylococcus aureus. This promoter is described in U.S. 
Patent Application Serial Number 10/032,393. In another embodiment the promoter may be a two- 
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component inducible promoter system in which the T7 RNA polymerase gene is integrated on tne 
chromosome and is regulated by lacUVS/ lacO (Brunschwig,.E. and Darzins, A. 1992. Gene 
1 1 1 :35-41 , and a T7 gene 10 promoter, which is transcribed by T7 RNA polymerase, is fused with a 
lacO operator. In another embodiment the promoter may be the promoters from the plasmids 
5 pEPEF3 or pEPEF14, which harbor xylose inducible promoters functional in E.faecalis, described 
in U.S. Patent Application Serial No. 10/032,393. Other promoters which may be used are familiar 
to those skilled in the art. In fungi, the gene encoding the gene product may be operably linked to 
the CaACTl promoter (Morschhauser, Mol. Gen. Genet. 257: 412-420 (1998), or other promoters 
familiar to those skilled in the art. It will appreciated that other combinations of organisms and 

10 promoters may also be used in the present invention. 

In some embodiments, overexpression may be achieved by using homologous 
recombination to replace the natural promoter which drives expression of the proliferation-required 
genes described herein with a regulatable promoter. For example, the methods described in U.S. 
Patent Application 09/948,993 may be used to place the gene required for proliferation under the 

15 control of a regulatable promoter. Examples of gene products, which are encoded by genes that can 
be overexpressed by regulatable promoters introduced by such promoter replacement methods 
include a gene product whose activity or level is inhibited by a nucleic acid comprising a nucleotide 
sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a 
nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 

20 6214-42397, a gene product comprising an amino acid sequence selected from the group consisting 
of SEQ ID NOs.: 42398-78581, a gene product whose activity or level is inhibited by a homologous 
antisense nucleic acid, a gene product encoded by a homologous coding nucleic acid, and a gene 
product comprising a homologous polypeptide. 

Briefly, in some embodiments of these methods in which natural promoters are replaced by 

25 regulatable promoters, the cells may be haploid, such as bacterial cells. Regulatable promoters that 
are useful for promoter replacement in bacterial cells include, but are not limited to, the promoters 
described in U.S. Patent Application Serial Number 10/032,393 filed December 21, 2001. A linear 
promoter replacement cassette comprising a regulatable promoter flanked by nucleotide sequences 
having homology to the natural promoter is introduced into the cell. In some embodiments, the 

30 cassette also comprises a nucleotide sequence encoding a selectable marker or a marker whose 
expression is readily identified. The cassette may be a double stranded nucleic acid or a single 
stranded nucleic acid as described in U.S. Patent Application Serial Number 09/948,993. Upon 
homologous recombination, the natural promoter is replaced with the regulatable promoter, leaving 
the gene required for proliferation under the control of the regulatable promoter. Strains in which 

35 the gene required for proliferation is under control of the regulatable promoter are grown under 
conditions in which the regulatable promoter provides a level of the proliferation-required gene 
product which is above the level in a wild type cell. For example, the strains may be grown in the 
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presence of an inducer which induces expression from the regulatable promoter, or under coSffifflfts 
in which the action of a repressor on the regulatable promoter is reduced or ehminated. 

Alternatively, rather than replacing the native promoters of each of the genes encoding a 
proliferation-required gene product described herein with a single desired replacement promoter, a 
5 plurality of replacement promoters which provide desired expression levels for the gene products to 
be overexpressed or underexpressed are used. The method is performed as described above except 
that rather than using a single labeled primer complementary to a nucleotide sequence within the 
single replacement promoter, a plurality of labeled primers complementary to suitable nucleotide 
sequences in the plurality of replacement promoters are used. 
10 Alternatively, in embodiments in which the level or activity of proliferation-required gene 

products described herein is reduced by transcribing an antisense nucleic acid complementary to at 
least a portion of the genes encoding such gene products, the strains may be designed such that the 
length of the nucleotide sequence encoding the antisense nucleic acid is different for each gene. 
Amplification reactions are performed as described above using primers at each end of the gene 
15 encoding the antisense nucleic acid such that the amplification product corresponding to each gene 
has a unique length or a dye which allows it to be distinguished from other amplification products 
of the same length. Alternatively, the lengths of the nucleotide sequences encoding the antisense 
nucleic acids may not be unique for each gene, but the primers used in the amplification reaction 
may be selected such that the length of the amplification product corresponding to each gene is 
20 unique. 

In another embodiment, the native promoters may be replaced with promoters which 
include therein or adjacent thereto a unique nucleotide sequence which is distinct from that present 
in the other replacement promoters in the strains in the culture or collection of strains. In this 
embodiment, each promoter includes or has adjacent thereto a unique "tag" which may be used to 

25 identify strains which proliferate more rapidly or more slowly in the culture or collection of strains. 
The tag may be detected using hybridization based methods or amplification based methods, 
including the amplification method which generates amplification products having a unique size for 
each proliferation required gene described above. 

Alternatively, the native promoter which directs the transcription of the proliferation- 

30 required genes described herein may rendered regulatable by inserting a regulatory element into the 
chromosome of the cell via homologous recombination such that the regulatory element regulates 
the level of transcription from the promoter. Examples of gene products, which are encoded by 
genes that have promoters which can be rendered regulatable by regulatory elements inserted by 
such methods include a gene product whose activity or level is inhibited by a nucleic acid 

35 comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a 
gene product encoded by a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ED NOs.: 6214-42397, a gene product comprising an amino acid sequence 
selected from the group consisting of SEQ ID NOs.: 42398-78581, a gene product whose activity or 
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level is inhibited by a homologous antisense nucleic acid, a gene product encoded by a homologous 

coding nucleic acid, and a gene product comprising a homologous polypeptide. 

A variety of regulatory elements may be used to regulate the expression of essential gene 

products described herein. The regulatory element may be an operator which is recognized by a 

5 repressor (e.g. lac, tet, araBAD repressors) or a nucleotide sequence which is recognized by a 

transcriptional activator. In some embodiments, the regulatory element may be a transcriptional 

terminator, a nucleotide sequence which introduces a bend in the DNA or an upstream activating 

sequence. A linear regulatory element insertion cassette comprising a regulatory element flanked 

by nucleotide sequences having homology to the natural promoter is introduced into the cell. In 

10 some embodiments, the cassette also comprises a nucleotide sequence encoding a selectable marker 
or a marker whose expression is readily identified. The cassette may be a double stranded nucleic 
acid or a single stranded nucleic acid as described in U.S. Patent Application Serial Number 
09/948,993. Upon homologous recombination, the regulatory element is inserted into the 
chromosome, leaving the gene required for proliferation under the control of the regulatory 

15 element. Strains in which the gene required for proliferation is under control of the regulatory 
element are grown under conditions in which the regulatable promoter provides a level of the 
proliferation-required gene product which is above the level in a wild type cell. For example, the 
strains may be grown in the presence of an inducer which induces expression from the promoter, or 
under conditions in which the action of a repressor on the promoter is reduced or eliminated. It will 

20 be appreciated that the amplification method which generates amplification products having a 
unique size for each proliferation required gene may be used to detect strains which are 
overrepresented or underrepresented in the culture or collection of strains. For example, if desired, 
primers complementary to a nucleotide sequence within the regulatory element may be used in the 
amplification reaction. 

25 The promoter replacement cassette or regulatory element insertion cassette may be a double 

stranded nucleic acid, such as an amplicon generated through PGR or other amplification methods, 
or a single stranded nucleic acid, such as an oligonucleotide. For example, single stranded nucleic 
acids may be introduced into the chromosome using the methods described in Ellis et al., PNAS 98: 
6742-6746, 2001. 

30 111 som e embodiments, the cell into which the promoter replacement cassette or regulatory 

element insertion cassette is introduced has an enhanced frequency of recombination. For example, 
the cells may lack or have a reduced level or activity of one or more exonucleases which would 
ordinarily degrade the DNA to be inserted into the chromosome. In further embodiments, the cells 
may both lack or have reduced levels of exonucleases and express or overexpress proteins involved 

35 in mediating homologous recombination. For example, if the methods are performed in 
Escherichia coli or other enteric prokaryotes, cells in which the activity of exonuclease V of the 
RecBCD recombination pathway, which degrades linear nucleic acids, has been reduced or 
eliminated, such as recB, recC, or recD mutants may be used. In some embodiments, the cells have 
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mutations in more than one of the recB, recC, and recD genes which enhance the frequency "of 
homologous recombination. For example the cells may have mutations in both the recB and recC 
genes. 

The promoter replacement or regulatory element insertion methods may also be performed 
5 in Escherichia coli cells in which the activity of the RecET recombinase system of the Rac 
prophage has been activated, such as cells which carry an sbcA mutation. The RecE gene of the rac 
prophage encodes ExoVm a 5'-3' exonuclease, while the RecT gene of the Rac prophage encodes a 
single stranded DNA binding protein which facilitates renaturation and D-loop formation. Thus, 
the gene products of the RecE and RecT genes or proteins with analogous functions facilitate 
10 homologous recombination. The RecE and RecT genes lie in the same operon but are normally not 
expressed. However, sbcA mutants activate the expression the RecE and RecT genes. In some 
embodiments, the methods may be performed in cells which carry mutations in the recB and recC 
genes as well as the sbcA mutation. The RecE and RecT gene may be constitutively or 
conditionally expressed. For example, the methods may be performed in E. coli strain JC8679, 
15 which carries the sbcA23, recB21 and recC22 mutations. 

In some embodiments, the methods may be performed in Escherichia coli cells in which 
recombination via the RecF pathway has been enhanced, such as cells which carry an sbcB 
mutation. 

It will be appreciated that the RecE and RecT gene products, or proteins with analogous 

20 functions may be conditionally or constitutively expressed in prokaryotic organisms other than E. 
coli. In some embodiments, these proteins may be conditionally or constitutively expressed in 
Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkliolderia fungorum, Burkliolderia mallei, Campylobacter jejuni, Candida albicans, Candida 

25 glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kejyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 

30 faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 

35 haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteiiae, Shigella jlexneri, Shigella sonnei, 
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Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutatis, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis or any species falling within the genera of any of the above species. For example, 

5 plasmids encoding these gene products may be introduced into the organism. If desired, the coding 
sequences encoding these gene products may be optimized to reflect the codon preferences of the 
organism in which they are to be expressed. Similarly, in some embodiments, the organism may 
contain mutations analogous to the recB, recC, recD, sbcA or sbcB mutations which enhance the 
frequency of homologous recombination. 

10 In further embodiments, the promoter replacement or regulatory element insertion methods 

may be conducted in cells which utilize the Red system of bacteriophage lambda (X) or analogous 
systems from other phages to enhance the frequency of homologous recombination. The Red 
system contains three genes, (y, P and exo whose products are the Gam, Bet and Exo proteins (see 
Ellis et al. PNAS 98:6742-6746, 2001. The Gam protein inhibits the RecBCD exonuclease V, thus 

15 permitting Beta and Exo to gain access to the ends of the DNA to be integrated and facilitating 
homologous recombination. The Beta protein is a single stranded DNA binding protein that 
promotes the annealing of a single stranded nucleic acid to a complementary single stranded nucleic 
acid and mediates strand exchange. The Exo protein is a double-stranded DNA dependent 5 '-3' 
exonuclease that leaves 3' overhangs that can act as substrates for recombination. Thus, 

20 constitutive or conditional expression of the X Red proteins or proteins having analogous functions 
facilitates homologous recombination. 

It will be appreciated that the X Beta, Gam and Exo proteins, or proteins with analagous 
functions may be expressed constitutively or conditionally in prokaryotic organisms other than E. 
coli. In some embodiments, these proteins may be conditionally or constitutively expressed in 

25 Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, BurkJiolderia cepacia, 
Burkholderia fungorum, BurkJiolderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabratd), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida hejyr (also called Candida pseudotropicalis), Candida 

30 dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma eapsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 

35 monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
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Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syriiigde, "Salmonella" 6UnJon, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhi?nurium t Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
5 pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahemolyticus, Vibrio vuinificans, Yersinia enterccclitica, 
Yersinia pestis or any species falling within the genera of any of the above species. For example, 
plasmids encoding these gene products may be introduced into the organism. If desired, the coding 
sequences encoding these gene products may be optimized to reflect the codon preferences of the 
1 0 organism in which they are to be expressed. 

In some embodiments, the cells may have an increased frequency of homologous 
recombination as a result of more than one of the aforementioned characteristics. In some 
embodiments, the enhanced frequency of recombination may be a conditional characteristic of the 
cells which depends on the culture conditions in which the cells are grown. For example, in some 
15 embodiments, expression of the X Red Gam, Exo, and Beta proteins or recE and recT proteins may 
be regulated. Thus, the cells may have an increased frequency of homologous recombination as a 
result of any combination of the aforementioned characteristics. For example, in some 
embodiments, the cell may carry the sbcA and recBC mutations. 

In some embodiments, a linear double stranded DNA to be inserted into the chromosome of 
20 the organism is introduced into an organism constitutively or conditionally expressing the recE and 
recT or the X Beta, Gam and Exo proteins or proteins with analogous functions as described above. 
In some embodiments, the organism may be Acinetobacter baumannii, Anaplasma marginale, 
Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 
burgdorferi Burkholderia cepacia, BurlcJiolderia fungorum, Burkholderia mallei, Campylobacter 
25 jejuni, Candida albicans, Candida glabrata (also called Torulopsis glabrata), Candida tropicalis, 
Candida parapsilosis, Candida guilliennondii, Candida krusei, Candida kefyr (also called Candida 
pseudotropicalis), Candida dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Clostridium perfringens, 
Coccidioides immitis, Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter 
30 cloacae, Enterococcus faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, 
Helicobacter pylori, Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, 
Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
35 haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, SJiigella dysentenae, Shigella flexneri, Shigella sonnei, 
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Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus hdemoTyticus, Strept&Z&CcUs 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis or any species falling within the genera of any of the above species. In some 

5 embodiments, the double stranded DNA may be introduced into an organism having the recBC and 
sbcA mutations or analogous mutations. 

In other embodiments, a single stranded DNA to be inserted into the chromosome of the 
organism is introduced into an organism expressing the X Beta protein or a protein with an 
analogous function. In some embodiments the single stranded DNA is introduced into an organism 

10 expressing both the X Beta and Gam proteins or proteins with analogous functions. In further 
embodiments, the single stranded DNA is introduced into an organism expressing the X Beta, Gam 
and Exo proteins or proteins with analogous functions. The X proteins or analogous proteins may 
be expressed constitutively or conditionally. In some embodiments, the organism may be 
Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus anthracis, 

15 Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, BurMiolderia cepacia, 
Burkholdeiia fungorum, BurMiolderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata\ Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida Icrusei, Candida kefyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 

20 Clostridium botidinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 
Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacteiium avium, Mycobacterium bovis, 

25 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella entenca, Salmonella paratyphi, Salmonella typhi, Salmonella 

30 typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia enterocolitica, 
Yersinia pestis or any species falling within the genera of any of the above species. 

35 In some embodiments, the linear nucleic acid may be introduced into the chromosome of a 

first organism which has an enhanced frequency of homologous recombination and then transferred 
to a second organism which is less amenable to direct application of the present methods. For 
example, the linear nucleic acid may be introduced into the chromosome of E. coli and transferred 
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into a second organism via conjugation or transduction. After introduction into the second 
organism, the nucleic acid is inserted into the chromosome of the second organism via homologous 
recombination, thereby effectively transferring the regulatory element from the chromosome of the 
first organism into the corresponding location in the chromosome of the second organism. 
5 In other embodiments, the cells may be diploid cells, such as fungal cells. In some 

embodiments, one copy of the gene encoding the proliferation-required gene product may be 
disrupted, rendering it inactive. In further embodiments, one copy of the gene encoding the 
proliferation-required gene product may be disrupted and the other copy of the gene encoding the 
proliferation-required gene product may be placed under the control of a regulatable promoter. 

10 Such strains may be generated by disrupting the first copy of the gene encoding the proliferation- 
required gene product by homologous recombination using a disruption cassette comprising a 
nucleotide sequence encoding an expressible dominant selectable marker flanked on each side by 
nucleic acids homologous to the target sequence to be disrupted. The second copy of the gene 
encoding the proliferation-required gene product may be placed under the control of a regulatable 

15 promoter by homologous recombination using a promoter replacement cassette comprising a 
regulatable promoter flanked on each side by nucleic acids homologous to the natural promoter for 
the proliferation-required gene. The promoter replacement cassette may also include a nucleotide 
sequence encoding a selectable marker located 5' of the regulatable promoter but between the 
nucleic acids homologous to the natural promoter. 

20 In other embodiments, overexpression may be achieved by operably linking a proliferation- 

required gene product described herein to a desired promoter in a vector. The vector may be a 
vector which replicates extrachromosomally or a vector which integrates into the chromosome. For 
example, if the vector is to be used in bacterial cells, the vector may be a pBR322 based vector or a 
bacteriophage based vector such as PI or lambda. If the vector is to be used in Saccharomyces 

25 cerevisae, it may be a vector based on the 2 micron circle or a vector incorporating a yeast 
chromosomal origin of replication. If the vector is to be used in mammalian cells, it may be a 
retroviral vector, SV40 based vector, a vector based on bovine papilloma virus, a vector based on 
adenovirus, or a vector based on adeno-associated virus. If the vector is to be used in Candida 
albicans it may be a vector comprising a promoter selected from the group consisting of the 

30 CaPCKl, MET25, MAL2, PH05, GAL1,10, STE2 or STE3 promoters. In some embodiments, the 
vectors described in the following publications may be used: CIplO, an efficient and convenient 
integrating vector for Candida albicans. Murad et al, Yeast 16(4):325-7 (2000); Transforming 
vector pCPW7, Kvaal et al, : Infect Immun 67(12):6652-62 (1999); Transforming vector 
pCWOP16, Kvaal et al., : Infect Immun 65(ll):4668-75 (1997); double-ARS vector, pRMl, to be 

35 used for direct cloning in Ca by complementation of the histidine auxotrophy of strain CA9, Pla et 
al., Gene 165(1):1 15-20 (1995); pMK16, that was developed for the transformation of C. albicans 
and carries an ADE2 gene marker and a Candida autonomously replicating sequence (CARS) 
element promoting autonomous replication (cited in Sanglard and Fiechter Yeast 8(12): 1065-75 
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(1992); A plasmid vector (denoted pRC2312) was constructed, which replicates autonomously in 
Escherichia coli, Saccharomyces cerevisiae and Candida albicans. It contains LEU2, URA3 and an 
autonomously replicating sequence (ARS) from C. albicans, Cannon et al., Mol Gen Genet 235(2- 
3):453-7 (1992); Expression vector (CIplO-MAL2p) for use in Candida albicans has been 
5 constructed in which a gene of interest can be placed under the control of the CaMAL2 maltase 
promoter and stably integrated at the CaRPIO locus (Backen et al., Yeast 16(12):1 121-9 (2000)); 
(Volker, R. S., A. Sonneborn, C. E. Leuker, and J. F. Ernst. 1997. Efglp, an essential regulator of 
morphogenesis of the human pathogen Candida albicans, is a member of a conserved class of 
bHLH proteins regulating morphogenetic processes in fungi. EMBO 16:1982-1991.); and a C. 

10 albicans transformation vector containing the C. albicans URA3 gene, a Candida ARS sequence, 
and a portion of the Saccharomyces cerevisiae 2 microns circle containing the replication origin 
was constructed. Goshorn et al., Infect Immun 60(3):876-84 (1992). A variety of other vectors 
suitable for use in foregoing organisms or in any other organism in which the present invention is to 
be practiced are familiar to those skilled in the art. 

15 Underexpression of a proliferation-required gene product described herein may be obtained 

in a variety of ways. For example, in one embodiment underexpression of the proliferation- 
required gene product may be achieved by providing an agent, such as an antisense nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, an 
antisense nucleic acid comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, 

20 or 500 consecutive nucleotides of a nucleotide sequence selected from the group consisting of SEQ 
ID NOs.: 1-6213, a nucleic acid complementary to a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 6214-42397, a nucleic acid complementary to 
a nucleic acid comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 
consecutive nucleotides of a nucleotide sequence selected from the group consisting of SEQ ID 

25 NOs.: 6214-42397, a nucleic acid complementary to a nucleic acid which encodes a polypeptide 
comprising an amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398- 
78581, a nucleic acid complementary to a nucleic acid which encodes at least 5, 10, 15, 20, 25, 30, 
35, 40, 50, 75, 100, or 150 consecutive amino acids of a polypeptide sequence selected from the 
group consisting of SEQ ID NOs.: 42398-78581, a homologous antisense nucleic acid, an antisense 

30 nucleic acid comprising at least 10, 15, 20, 25, 30, 35, 40, 50, 75, 100, 150, 200, 300, 400, or 500 
consecutive nucleotides of a homologous nucleic acid, a nucleic acid complementary to a 
homologous coding nucleic acid, a nucleic acid complementary to at least 10, 15, 20, 25, 30, 35, 40, 
50, 75, 100, 150, 200, 300, 400, or 500 consecutive nucleotides of a homologous coding nucleic acid, 
a nucleic acid complementary to a nucleic acid which encodes a homologous polypeptide, or a 

35 nucleic acid complementary to a nucleic acid which encodes at least 5, 10, 15, 20, 25, 30, 35, 40, 50, 
75, 100, or 150 consecutive amino acids of a homologous polypeptide, which reduces the level or 
activity of the gene product within the cell. In one embodiment, the agent may comprise an 
antisense nucleic acid comprising a nucleotide sequence selected from the group consisting of SEQ 
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ID NOs.: 1-6213 which is complementary to a nucleic acid encoding the proliferation-required gene 
product or complementary to a portion: of a nucleic acid encoding the proliferation-required gene 
product. 

In one example of antisense-inhibition-based underexpression, a nucleic acid which 
5 encodes the antisense nucleic acid may be operably linked to a regulatable promoter. When grown 
under appropriate conditions, such as media containing an inducer of transcription or an agent 
which alleviates repression of transcription, the antisense nucleic acid is expressed in the cell, 
thereby reducing the level or activity of the gene product within the cell. In some embodiments, the 
concentration of the inducer of transcription or the agent which alleviates repression of transcription 
10 may be varied to provide optimal results. Such methods have been described previously herein and 
in U.S. Patent Application Serial Number 09/815,242, U.S. Patent Application Serial Number 
09/492,709, U.S. Patent Application Serial Number 09/711,164, or U.S. Patent Application Serial 
Number 09/741,669. 

Alternatively, underexpression of a proliferation-required gene product described herein 

15 may be achieved by constructing strains in which the expression of the gene product is under the 
control of a constitutive or regulatable promoter using methods such as those described above with 
respect to methods in which the gene product is overexpressed. To provide cells which 
underexpress the gene product, the cells are grown under conditions in which the gene product is 
expressed at a level lower than that of a wild type cell. For example, the cells may be grown under 

20 conditions in which a repressor reduces the level of transcription from the regulatable promoter. 

In other embodiments, underexpression may be achieved by operably linking the gene 
required for proliferation to a desired promoter in a vector as described above with respect to 
embodiments in which gene products required for proliferation are overexpressed. In some 
embodiments, the vector may be present in cells in which the chromosomal copy or copies of the 

25 gene has been disrupted. 

Examples of gene products, which are encoded by genes that can be underexpressed using 
methods such as those described above with respect to methods in which the gene product is 
overexpressed include a gene product whose activity or level is inhibited by a nucleic acid 
comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 1-6213, a 

30 gene product encoded by a nucleic acid comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NOs.: 6214-42397, a gene product comprising an amino acid sequence 
selected from the group consisting of SEQ ID NOs.: 42398-78581, a gene product whose activity or 
level is inhibited by a homologous antisense nucleic acid, a gene product encoded by a homologous 
coding nucleic acid, and a gene product comprising a homologous polypeptide. 

35 One embodiment of the invention includes a method for identifying a gene product 

described herein on which a compound which inhibits the proliferation of an organism acts. The 
method employs a culture which comprises a mixture of strains of the organism. At least some of 
the strains in the culture overexpress a different gene product which is required for the proliferation 
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of the organism. Preferably, each of the strains in the culture overexpresses a different gene 
product which is required for proliferation of the organism (i.e. all of the strains in the culture 
overexpress a gene product which is required for proliferation of the organism). For example, the 
gene product which is overexpressed in each strain may be a gene product whose activity or level is 
5 inhibited by a nucleic acid comprising a nucleotide sequence selected from the group consisting of 
SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 6214-42397, a gene product comprising an 
amino acid sequence selected from the group consisting of SEQ ID NOs.: 42398-78581, a gene 
product whose activity or level is inhibited by a homologous antisense nucleic acid, a gene product 
10 encoded by a homologous coding nucleic acid, and a gene product comprising a homologous 
polypeptide. 

Strains that overexpress the proliferation-required gene product may be obtained using the 
methods described above. The culture may comprise any number of strains which overexpress a 
gene product required for proliferation. For example the culture may comprise at least two strains, 

15 at least 10 strains, at least 20 strains, at least 30, strains, at least 50 strains, at least 100 strains, at 
least 300 strains or more than 300 strains which overexpress a gene product required for 
proliferation. In some embodiments, the culture may comprise strains which in aggregate 
overexpress all or most of the gene products required for proliferation of the organism. 

The culture is contacted with a compound which inhibits proliferation of the organism. The 

20 compound may be a candidate drug compound obtained from any source. For example, the 
compound may be a compound generated using combinatorial chemistry, a compound from a 
natural product library, or an impure or partially purified compound, such as a compound in a 
partially purified natural extract. The culture is contacted with a sufficient concentration of the 
compound to inhibit the proliferation of strains of the organism in the culture which do not 

25 overexpress the gene product on which the compound acts, such that strains which overexpress said 
gene product on which the compound acts proliferate more rapidly in the culture than strains which 
do not overexpress said gene product on which said compound acts. Thus, after a sufficient period 
of time, the strain which overexpresses the gene product on which the compound acts will be more 
prevalent in the culture than strains which do not overexpress the gene product on which the 

30 compound acts. In a preferred embodiment, the growth conditions and incubation period are 
selected so that only one strain, the strain overexpressing the target of the compound, is recovered 
from the culture. Thus, in one embodiment, a plurality of cultures containing a plurality of strains 
each of which overexpresses a different proliferation-required gene product may be grown in the 
presence of varying concentrations of the compound. In addition to varying the compound 

35 concentrations, in embodiments where expression of the proliferation-required gene product is 
under the control of a regulatable promoter, the plurality of cultures may be grown at varying 
concentrations of an agent which regulates the level of expression from the promoter, such as an 
inducer or an agent which reduces the effect of a repressor on transcription from the promoter. It 
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will be appreciated, that the cultures may be grown in liquid medium in the presence of the 
compound whose target is to be identified (and where appropriate in the presence of an agent which 
regulates the level of expression from the promoter) or alternatively, a liquid culture comprising the 
strains which overexpress the proliferation-required gene products may be grown in the absence of 

5 the compound whose target is to be identified and then introduced onto a solid medium containing 
the compound (and, where appropriate, also containing an agent which regulates the level of 
expression from the promoter). 

The identity of the overexpressed gene product which is the target of the compound may be 
determined using a variety of methods. For example, in some embodiments of the present 

10 invention, the nucleic acids present in the culture or collection of strains which was contacted with 
the compound may be compared to the nucleic acids present in a control culture or collection of 
strains which was not contacted with the compound to identify nucleic acids which are 
overrepresented in the culture or collection of strains contacted with the test compound relative to 
the control culture or collection of strains. Alternatively, in some embodiments, the nucleic acids 

15 present in a culture or collection of strains contacted with the test compound may be analyzed to 
identify those nucleic acids which are present without comparison to a control culture or collection 
of strains. 

In some embodiments, the strains which proliferated more rapidly in the culture or 
collection of strains, i.e. strains having an enhanced ability to proliferate in the presence of a test 

20 compound relative to other strains in the culture or collection of strains, are identified as follows. 
Amplification products which are correlated with each of the overexpressed genes and which are 
distinguishable from one another are obtained from a culture or collection grown in the presence of 
a test compound. The amplification products are distinguished from one another to determine 
whether a particular amplification product is overrepresented in the culture or collection of strains. 

25 In some embodiments, the amplification products corresponding to each of the gene products have 
lengths which permit them to be distinguished from one another. In another embodiment, one or 
more of the amplification products have similar or identical lengths but are distinguishable from 
one another based on a detectable agent, such as a dye, attached thereto. In some embodiments, 
amplification products which are overrepresented are identified by comparing the amplification 

30 products from the culture or collection of strains which was contacted with the test compound to the 
amplification products from a culture or collection of strains which was not contacted with the test 
compound. Alternatively, amplification products which are overrepresented may be identified by 
simply identifying the amplification products obtained from the culture or collection of strains 
contacted with the test compound (for example, only one or a few strains may have proliferated in 

35 the presence of the test compound). The above methods for generating distinguishable 
amplification products may be used in conjunction with any of the methods for generating strains 
which overexpress gene products required for proliferation described herein in order to facilitate the 
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identification of strains which proliferate more rapidly or more slowly in the presence of a test 
compound. 

For example, in some embodiments of the present invention, each of the native promoters 
of each of the genes encoding gene product required for proliferation are replaced by a single 
5 desired replacement promoter. After growth of the culture or collection of strains containing the 
strains in which the promoters have been replaced in the presence of a test compound for a desired 
period of time, an amplification reaction is performed on nucleic acids obtained from the culture as 
follows. 

The nucleic acids from the culture or collection of strains may be divided into at least two 

10 aliquots if desired. In a preferred embodiment the nucleic acids from the culture or collection of 
strains are divided into four aliquots. A single primer complementary to a nucleotide sequence 
within the replacement promoter , within the proliferation required genes, or within nucleic acid 
sequences adjacent to the promoter or proliferation required genes is divided into at least two 
portions, one portion for each aliquot of nucleic acids. Each portion of the primer is labeled with a 

15 distinct detectable dye, such as the 6FAM™, TET™, VIC™, HEX™, NED™, and PET™ dyes 
obtainable from Applied Biosystems (Foster City, CA). For example, the DS-31 or DS-33 dye sets 
available from Applied Biosystems (Foster City, CA) may be used to label the primers. 
Alternatively, the HEX™, NED, JOE, TMR and TET™ dyes available from Amersham 
Biosciences may be used. Thus, if the nucleic acids from the culture are not divided into aliquots, a 

20 single primer labeled with a single dye may be used. If the nucleic acids from the culture are 
divided into aliquots, at least 2, at least 3, at least 4 or more than 4 primers labeled with 
distinguishable dyes may be used. Each of the portions of labeled primers are added to each of the 
aliquots of the nucleic acids from the culture or collection of strains such that each aliquot of 
nucleic acid receives a single labeled primer with a single detectable dye thereon. In some 

25 embodiments, the primers are divided into 3 portions, 4 portions or more than 4 portions, with each 
portion having a dye which is distinguishable from the dyes on the other portions thereon. 

Each of the aliquots of nucleic acids also receives a set of unlabeled primers, with each of 
the unlabeled primers being complementary to a nucleotide sequence within the promoter, within a 
nucleotide sequence which is unique to one of the genes encoding gene products required for 

30 proliferation which were placed under the control of the replacement promoter, or within nucleotide 
sequences adjacent to the promoter or proliferation required genes. Each of the aliquots receives 
primers unique to 1/N proliferation required genes which were placed under the control of the 
replacement promoter, where N is the number of aliquots (i.e. if the culture or collection of strains 
consisted of 100 strains in which a gene required for proliferation was placed under the control of 

35 the replacement promoter and was divided into four aliquots, then each of the four aliquots of 
nucleic acids from the culture or collection of strains would receive primers complementary to 25 
of the genes). The unlabeled primers are selected so that each will yield an amplification product 
having a length distinguishable from the length of the amplification product produced with the other 
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unlabeled primers. Preferably, the amplification products are between about 100-about 400 
nucleotides in length, but any lengths which may be distinguished from each other may be used. In 
addition, in some of the embodiments some of the amplification products may have identical or 
very similar lengths but be distinguishable from one another due to labeling with distinguishable 
5 dyes. 

A nucleic acid amplification reaction is conducted on each of the nucleic acid aliquots. The 
amplification products are then separated by length to identify amplification products having 
increased representation in the culture or collection of strains (i.e. amplification products derived 
from cells which proliferated more rapidly in the culture or collection of strains). The amplification 

10 products are then correlated with the corresponding genes to determine which strains proliferated 
more rapidly in the culture or collection of strains. If desired, amplification products having 
increased representation in the culture may be identified by comparing the amplification products 
obtained from a culture or collection of strains which was contacted with the compound to 
amplification products obtained from a control culture or collection of strains which was not 

15 contacted with the compound. Alternatively, if desired, the amplification products which are 
obtained from a culture which was contacted with the compound may be directly identified without 
comparison to a control culture which was not contacted with the compound. 

For example, in some embodiments, the amplification products from each of the nucleic 
acid aliquots are pooled and subjected to capillary electrophoresis. The amplification products are 

20 detected by detecting the fluorescent dyes attached thereto and their lengths are determined to 
identify those amplification products having increased or decreased representation in the culture or 
collection of strains. Figures 2A and 2B illustrate one embodiment of this method in which the 
absence of an amplification product from an amplification reaction performed on a culture 
comprising a plurality of strains underexpressing genes required for proliferation indicates that a 

25 test compound acts on the gene corresponding to the missing amplification product. It will be 
appreciated that the method may also be used to identify an amplification product which is 
overrepresented in an amplification reaction conducted on a culture or collection of strains 
overexpressing genes required for proliferation because the test compound acted on the 
corresponding gene. 

30 Alternatively, in another embodiment, a first amplification reaction is performed on nucleic 

acids obtained from a culture or collection of strains which was contacted with the compound using 
a first primer complementary to a nucleotide sequence present upstream or downstream of all of the 
overexpressed genes (such as a primer complementary to a nucleotide sequence in a replacement 
promoter upstream of all of the overexpressed genes) and a set of primers complementary to a 

35 nucleotide sequence unique to each of the strains (such as a primer complementary to a nucleotide 
sequence within each of the proliferation-required genes). One of the two amplification primers for 
each of the proliferation required genes is labeled with a dye as described above. Preferably, the 
common primer complementary to a nucleotide sequence upstream or downstream of all of the 
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overexpressed genes is labeled with the dye. The primers used in the amplification reaction are 
designed so that the amplification product corresponding to each proliferation-required gene has a 
unique length or a dye which allows it to be distinguished from other amplification products of the 
same length. A second amplification reaction is conducted on a control culture or collection of 
5 strains which was not contacted with the compound using the same primers as in the first 
amplification reaction. The amplification products from the first amplification reaction are 
compared to those from the second amplification reaction to identify one or more amplification 
products which are overrepresented in the culture or collection of strains. For example, the 
amplification products from the first amplification reaction may be run in a separate lane of a 
10 polyacrylamide gel or a separate capillary than the amplification products from the second 
amplification reaction and the two lanes or capillaries are compared to one another. If desired, in 
the embodiment where the amplification products from the first amplification reaction are run in a 
different lane or capillary than the amplification products from the second amplification reaction, 
the same dye may be used to label the primers in the first and second amplification reactions. 
15 Alternatively, if desired, different dyes may be used to label the primers in the first and second 
amplification reactions. If desired, in the embodiment where the amplification products from the 
first amplification reaction are run in a different lane or capillary than the amplification products 
from the second amplification reaction, the same dye may be used to label the primers in the first 
and second amplification reactions. Alternatively, if desired, different dyes may be used to label 

20 the primers in the first and second amplification reactions. 

Alternatively, in some embodiments, the primers in the second amplification reaction are 
labeled with a different dye which is distinguishable from the dye used in the first amplification 
reaction. In this embodiment, the amplification reactions may be pooled and run in the same lane 
on a polyacrylamide gel or in the same capillary and the products from each amplification reaction 

25 are compared by comparing the amount of each dye present for each amplification product. Figures 
3A and 3B illustrate one embodiment of this method in which the absence of an amplification 
product from the amplification reaction performed on a culture comprising a plurality of strains 
underexpressing genes required for proliferation which was contacted with the compound indicates 
that a test compound acts on the gene corresponding to the missing amplification product. It will be 

30 appreciated that the method may also be used to identify an amplification product which is 
overrepresented in an amplification reaction conducted on a culture or collection of strains 
overexpressing genes required for proliferation because the test compound acted on the 
corresponding gene. 

If desired, rather than dividing the culture into aliquots, individual amplification reactions 
35 may be conducted on nucleic acids obtained from the culture or collection of strains. Each 
amplification reaction contains primers which will yield an amplification product specific for only 
one of the proliferation required genes. The resulting amplification products from each of the 
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individual amplification reactions are pooled and amplification products having increased 
representation in the culture are identified as described above. 

In another embodiment, a culture or collection of strains in which gene products required 
for proliferation are overexpressed from regulatable promoters which replaced the native promoters 

5 of the genes encoding these gene products is allowed to grow in the presence of a test compound for 
a desired number of generations. Preferably, the culture or collection of strains is allowed to grow 
in the presence of the test compound for at least 20 generations. Nucleic acids are isolated from the 
culture or collection of strains and an amplification reaction is performed using a primer which is 
complementary to a nucleotide sequence within the replacement promoter(s) or a nucleotide 

10 sequence adjacent to the a 5' end thereof and primers which are complementary to a nucleotide 
sequence within the proliferation required genes or nucleotide sequences adjacent thereto. The 
resulting amplification product(s) is directly sequenced using a primer complementary to a 
nucleotide sequence within the replacement promoter. 

In one embodiment of the present invention, the vector containing the nucleotide sequence 

15 encoding the proliferation-required gene product is obtained from a strain which proliferated more 
rapidly in the culture using methods such as plasmid preparation techniques. Nucleic acid 
sequencing techniques are then employed to determine the nucleotide sequence of the gene which 
was overexpressed. 

Alternatively, the identity of the overexpressed gene product which is the target of the 

20 compound may be determined by performing a nucleic acid amplification reaction, such as a 
polymerase chain reaction (PCR), to identify the nucleotide sequence of the gene which was 
overexpressed. For example, aliquots of a nucleic acid preparation, such as a purified plasmid, 
from the strain which is recovered from the culture may each be contacted with pairs of PCR 
primers which would amplify a different proliferation-required gene to determine which pair of 

25 primers yields an amplification product. 

An alternative method for determining the identity of the gene product described herein 
which is the target of the compound involves obtaining a nucleic acid array, such as a DNA chip, 
which contains each of the proliferation-required genes which were overexpressed in the strains in 
the culture. Each proliferation-required gene occupies a known location in the array. A nucleic 

30 acid preparation, such as a plasmid preparation, from the recovered strain is labeled with a 
detectable agent, such as radioactive or fluorescent moiety, and placed in contact with the nucleic 
acid array under conditions which permit the labeled nucleic acid to hybridize to complementary 
nucleic acids on the array. The location on the array to which the labeled nucleic acids hybridize is 
determined to identify the gene which was overexpressed in the recovered strain. If desired the 

35 hybridized nucleic acids from a culture which was contacted with the compound may be compared 
to the hybridized nucleic acids from a control culture which was not contacted with the compound. 
Alternatively, the hybridized nucleic acids from a culture which was contacted with the compound 
may be directly identified without comparison to nucleic acids from a control culture. 
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In some instances, more than one strain may proliferate more rapidly in the presence of the 
compound. This may result from a variety of causes. For example, the concentration of the 
compound may not have heen high enough to restrict proliferation only to cells which overexpress 
one gene product (i.e. the target gene product). While strains which overexpress the target gene 
product will be the most prevalent strain in the culture, other strains may also have proliferated. In 
such instances, the identity of the gene product in the strain which is most prevalent in the culture 
may be identified by quantitating the levels of each of the genes encoding proliferation-required 
proteins in the culture. This may be accomplished by quantitative PCR, DNA sequencing, 
hybridization, or array technology as described above. 

In other instances, multiple strains will exhibit more rapid proliferation in the culture as a 
result of a common functional attribute. For example, the strains which proliferate more rapidly 
may each overexpress a gene product with a common enzymatic activity, such as serine protease 
activity for example. Alternatively, the strains which proliferate more rapidly may each 
overexpress a gene product with a common functional domain, such as a cAMP binding domain. In 
such instances, the common attribute of the strains which proliferate more rapidly may provide 
information as to the mode of action of the compound or the biochemical activity of the target of 
the compound. For example, if all of the overexpressed genes in the strains which proliferated 
more rapidly are serine proteases, the compound acts by inhibiting serine protease activity and the 
target protein is a serine protease. If desired, the compound may be derivatized and the efficacy of 
the derivatized compound against each of the strains which proliferated more rapidly may be 
assessed as described herein in order to identify derivatives which are capable of interacting with a 
wide range of targets sharing a common activity or binding site (i.e. derivatives which have a 
greater ability to inhibit the proliferation of all the strains than the original compound) or to identify 
derivatives having greater specificity for a desired target (i.e. derivatives which have a greater 
specificity for one of the strains than the original compound). For example, it is possible that a 
nonessential gene product expressed in the cell might also bind to the initial test compound in 
addition to the gene product required for proliferation. In such an instance, it is desirable to obtain 
a derivative of the initial test compound which is specific for the gene product required for 
proliferation. In addition, it is possible that two gene products required for proliferation might bind 
to the initial test compound but specificity for one of the gene products is desired. 

Rather than employing a single culture which contains multiple strains each of which 
overexpresses a proliferation-required gene product described herein, the methods of the present 
invention may be performed using an array of individual strains (i.e. a collection of strains) each of 
which overexpresses a different proliferation-required gene product. For example, individual 
strains each overexpressing a different proliferation-required gene product may be grown in 
different wells of a multiwell plate. Each well is contacted with the compound (and, where 
appropriate an agent which regulates the level of expression from the promoter). The level of 
proliferation of the strains in each of the wells is determined to identify a strain which proliferated 
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more rapidly. The identity of the overexpressed gene product in the strain that proliferated more 
rapidly is determined as described above. 

In another embodiment, individual strains each overexpressing a different proliferation- 
required gene product (i.e. a collection of strains) are grown at different locations on a solid 
5 medium, such as an agar plate. The medium contains the compound and where appropriate an 
agent which regulates the level of expression from the promoter). The level of proliferation of each 
of the strains is determined to identify a strain which proliferated more rapidly. The identity of the 
overexpressed gene product in the strain that proliferated more rapidly is determined as described 
above. 

10 The above methods may be used to prioritize compound development or to determine 

whether the compound has been previously identified or whether the target of the compound is the 
target of a previously identified drug. In particular, if the product is a natural product, it is 
advantageous to determine whether it has been previously identified prior to investing significant 
effort in developing it. Thus, in some embodiments of the present invention, the target of a partially 

15 purified or purified natural product or a compound produced by combinatorial chemistry is 
identified using the methods described above and compared to the targets of known drugs. If the 
target is identical to that of a known drug, further development of the compound is halted. 

Alternatively, an array of strains each of which overexpresses a different gene product 
described herein (i.e. a collection of strains) is grown on solid medium containing a compound to be 

20 evaluated. The location of each strain in the array and the gene product overexpressed by that strain 
is known. The pattern of colonies which grow in the presence of the compound is evaluated and 
compared to the pattern of colonies which grow in the presence of previously identified drugs. If 
the pattern of colonies which grow in the presence of the compound being evaluated is the same as 
the pattern of colonies which grow in the presence of a previously identified drug, further 

25 development of the compound is halted. 

Additionally in some embodiments, the sequence of the gene product in a strain which 
proliferated more rapidly in the assays described above is compared to the sequence of gene 
products from heterologous organisms to determine the likely spectrum of species whose growth 
would be inhibited by the compound. If the gene product has a high degree of homology to gene 

30 products from heterologous species, it is likely that the compound would also inhibit the growth of 
these heterologous species. Homology may be determined using any of a variety of methods 
familiar to those skilled in the art. For example, homology may be determined using a computer 
program such as BLASTP or FASTA. The ability of the compound to inhibit the growth of the 
heterologous species may then be confirmed by comparing the growth of cells of the heterologous 

35 species in the presence and absence of the compound. 

Current methods for identifying the target of compounds which inhibit cellular proliferation 
are laborious and time consuming. The above methods may be employed to allow the targets of a 
large number of compounds to be rapidly identified. In such methods, the methods described above 
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are simultaneously performed for each of a large number of compounds. For example, the 
compounds may be members of a library of compounds generated using combinatorial chemistry or 
members of a natural product library. In such methods, a plurality of cultures each comprising a 
plurality of strains each of which overexpresses a different gene product required for proliferation 
5 or a plurality of collections of individual strains each of which overexpresses a different gene 

product required for proliferation is obtained. Each culture or collection of strains is contacted with 
a different compound in the library and the target of the compound is identified as described above. 

In another embodiment, the gene product described herein on which a compound which 
inhibits the proliferation of an organism acts is identified using a culture which comprises a mixture 

10 of strains of the organism including strains which underexpress a different gene product which is 
required for proliferation of the organism (i.e. at least some of the strains in the culture 
underexpress a gene product which is required for proliferation of the organism). Preferably, each 
of the strains in the culture underexpress a different a gene product which is required for the 
proliferation of the organism (i.e. all of the strains in the culture underexpress a gene product which 

15 is required for the proliferation of the organism). In some embodiments, the culture comprises at 
least one strain which underexpresses a gene product selected from the group consisting of a gene 
product whose activity or level is inhibited by a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 6214- 

20 42397, a gene product comprising an amino acid sequence selected from the group consisting of 
SEQ ID NOs.: 42398-78581, a gene product whose activity or level is inhibited by a homologous 
antisense nucleic acid, a gene product encoded by a homologous coding nucleic acid, and a gene 
product comprising a homologous polypeptide. 

Strains underexpressing the proliferation-required gene products described herein may be 

25 obtained using the methods described above. The culture may comprise any number of strains. For 
example the culture may comprise at least two strains, at least 10 strains, at least 20 strains, at least 
30, strains, at least 50 strains, at least 100 strains, at least 300 strains or more than 300 strains which 
underexpress a gene product required for proliferation. In some embodiments, the strains in the 
culture in aggregate may underexpress all or most of the gene products required for proliferation of 

30 the organism. 

The culture is contacted with a compound which inhibits proliferation of the organism. The 
compound may be a candidate drug compound obtained from any source. For example, the 
compound may be a compound generated using combinatorial chemistry, a compound from a 
natural product library, or an impure or partially purified compound, such as a compound in a 
35 partially purified natural extract. The culture is contacted with a sufficient concentration of the 
compound to inhibit the proliferation of strains of the organism in the culture which underexpress 
the gene product on which the compound acts, such that strains which do not underexpress the gene 
product on which the compound acts proliferate more rapidly in the culture than strains which do 
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underexpress said gene product on which said compound acts. Thus, after a sufficient period of 
time, the strain which underexpresses the gene product on which the compound acts will be less 
prevalent in the culture than strains which do not underexpress the gene product on which the 
compound acts. In one embodiment, the growth conditions and incubation period are selected so 
5 that only one strain, the strain underexpressing the target of the compound, proliferates at a reduced 
rate in the culture. In another embodiment, the growth conditions may be selected so that the strain 
underexpressing the target of the compound is not recovered from the culture. Thus, in one 
embodiment, a plurality of cultures containing a plurality of strains each of which underexpresses a 
different proliferation-required gene product may be grown in the presence of varying 

10 concentrations of the compound. In addition to varying the compound concentrations, in 
embodiments where expression of the proliferation-required gene product is under the control of a 
regulatable promoter, the plurality of cultures may be grown at varying concentrations of an agent 
which regulates the level of expression from the promoter, such as an inducer or an agent which 
reduces the effect of a repressor on transcription from the promoter. It will be appreciated, that the 

15 cultures may be grown in liquid medium in the presence of the compound whose target is to be 
identified (and where appropriate in the presence of an agent which regulates the level of expression 
from the promoter) or alternatively, a liquid culture comprising the strains which underexpress the 
proliferation-required gene products may be grown in the absence of the compound whose target is 
to be identified and then introduced onto a solid medium containing the compound (and, where 

20 appropriate, also containing an agent which regulates the level of expression from the promoter). 

The identity of the underexpressed gene product which is the target of the compound may 
be determined using a variety of methods. For example, in some embodiments of the present 
invention, the nucleic acids present in the culture or collection of strains which was contacted with 
the compound may be compared to the nucleic acids present in a control culture or collection of 

25 strains which was not contacted with the compound to identify nucleic acids which are 
underrepresented in the culture or collection of strains contacted with the test compound relative to 
the control culture or strains. Alternatively, in some embodiments, the nucleic acids present in a 
* culture or collection of strains contacted with the test compound may be analyzed to identify those 
nucleic acids which are missing or present at reduced levels without comparison to a control culture 

30 or collection of strains. 

In some embodiments of the present invention, the strains which proliferated more slowly 
in the culture or collection of strains, i.e. strains having an decreased ability to proliferate in the 
presence of a test compound or which do not proliferate in the presence of a test compound, are 
identified as follows. Amplification products which are correlated with each of the underexpressed 

35 genes and which are distinguishable from one another are obtained from a culture or collection 
grown in the presence of a test compound. The amplification products are distinguished from one 
another to determine whether a particular amplification product is underrepresented in the culture or 
collection of strains. In some embodiments, the amplification products corresponding to each of the 
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gene products have lengths which permit them to be distinguished from one another. In another 
embodiment, one or more of the amplification products have similar or identical lengths but are 
distinguishable from one another based on a detectable agent, such as a dye, attached thereto. In 
some embodiments, amplification products which are underrepresented are identified by comparing 
the amplification products from the culture or collection of strains which was contacted with the 
test compound to the amplification products from a culture or collection of strains which was not 
contacted with the test compound. Alternatively, amplification products which are 
underrepresented in the culture or collection of strains may be identified simply by determining 
which amplification products are missing or present at reduced levels in the culture or collection of 
strains. The above methods for generating distinguishable amplification products may be used in 
conjunction with any of the methods for generating strains which underexpress gene products 
required for proliferation described herein in order to facilitate the identification of strains which 
proliferate more slowly in the presence of a test compound. 

For example, in some embodiments of the present invention, each of the native promoters of each 
of the genes encoding gene product required for proliferation are replaced by a single desired 
replacement promoter. After growth of the culture or collection of strains containing the strains in 
which the promoters have been replaced in the presence of a test compound for a desired period of 
time, an amplification reaction is performed on nucleic acids obtained from the culture as follows. 

The nucleic acids from the culture or collection of strains are divided into at least two 
aliquots. In a preferred embodiment the nucleic acids from the culture or collection of strains are 
divided into four aliquots. A single primer complementary to a nucleotide sequence within the 
replacement promoter , within the proliferation required genes, or within nucleic acid sequences 
adjacent to the promoter or proliferation required genes is divided into four groups Each group is 
labeled with a distinct detectable dye, such as the 6FAM™, TET™, VIC™, HEX™, NED™, and 
PET™ dyes obtainable from Applied Biosystems (Foster City, CA). For example, the DS-31 or 
DS-33 dye sets available from Applied Biosystems (Foster City, CA) may be used to label the 
primers. Each of the groups of labeled primers are added to each of the aliquots of the nucleic acids 
from the culture or collection of strains such that each aliquot of nucleic acid receives a single 
labeled primer with a single detectable dye thereon. 

Each of the aliquots of nucleic acids also receives a set of unlabeled primers, with each of 
the unlabeled primers being complementary to a nucleotide sequence within the promoter, within a 
nucleotide sequence which is unique to one of the genes encoding gene products required for 
proliferation which were placed under the control of the replacement promoter, or within nucleotide 
sequences adjacent to the promoter or proliferation required genes. Each of the aliquots receives 
primers unique to 1/N proliferation required genes which were placed under the control of the 
replacement promoter, where N is the number of aliquots (i.e. if the culture or collection of strains 
consisted of 100 strains in which a gene required for proliferation was placed under the control of 
the replacement promoter and was divided into four aliquots, then each of the four aliquots of 
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nucleic acids from the culture or collection of strains would receive primers complementary to 25 
of the genes). The unlabeled primers are selected so that each will yield an amplification product 
having a length distinguishable from the length of the amplification product produced with the other 
unlabeled primers. Preferably, the amplification products are between about 100-about 400 
5 nucleotides in length, but any lengths which may be distinguished from each other may be used, in 
addition, in some of the embodiments some of the amplification products may have identical or 
very similar lengths but be distinguishable from one another due to labeling with distinguishable 
dyes. 

A nucleic acid amplification reaction is conducted on each of the nucleic acid aliquots. The 

10 amplification products are then separated by length to identify amplification products decreased 
representation or which are absent in the culture or collection of strains. The amplification products 
are then correlated with the corresponding genes to determine which strains proliferated more 
slowly in the culture or collection of strains. If desired, amplification products having decreased 
representation in the culture may be identified by comparing the amplification products obtained 

15 from a culture or collection of strains which was contacted with the compound to amplification 
products obtained from a control culture or collection of strains which was not contacted with the 
compound. Alternatively, if desired, the amplification products which are missing or present at 
reduced levels in a culture which was contacted with the compound may be directly identified 
without comparison to a control culture which was not contacted with the compound. 

20 For example, in some embodiments, the amplification products from each of the nucleic 

acid aliquots are pooled and subjected to capillary electrophoresis. The amplification products are 
detected by detecting the fluorescent dyes attached thereto and their lengths are determined to 
identify those amplification products having decreased representation in the culture or collection of 
strains. Figures 2A and 2B illustrate one embodiment of this method in which the absence of an 

25 amplification product from an amplification reaction performed on a culture comprising a plurality 
of strains underexpressing genes required for proliferation indicates that a test compound acts on 
the gene corresponding to the missing amplification product. 

Alternatively, in another embodiment, a first amplification reaction is performed on nucleic 
acids obtained from a culture or collection of strains which was contacted with the compound using 

30 a first primer complementary to a nucleotide sequence present upstream or downstream of all of the 
overexpressed genes (such as a primer complementary to a nucleotide sequence in a replacement 
promoter upstream of all of the overexpressed genes) and a set of primers complementary to a 
nucleotide sequence unique to each of the strains (such as a primer complementary to a nucleotide 
sequence within each of the proliferation-required genes). One of the two amplification primers for 

35 each of the proliferation required genes is labeled with a dye as described above. Preferably, the 
common primer complementary to a nucleotide sequence upstream or downstream of all of the 
overexpressed genes is labeled with the dye. The primers used in the amplification reaction are 
designed so that the amplification product corresponding to each proliferation-required gene has a 
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unique length. A second amplification reaction is conducted on a control culture or collection of 
strains which was not contacted with the compound using the same primers as in the first 
amplification reaction. The amplification products from the first amplification reaction are 
compared to those from the second amplification reaction to identify one or more amplification 
5 products which are underrepresented in the culture or collection of strains. For example, the 
amplification products from the first amplification reaction may be run in a separate lane of a 
polyacrylamide gel or a separate capillary than the amplification products from the second 
amplification reaction and the two lanes or capillaries are compared to one another. 

Alternatively, in some embodiments, the primers in the second amplification reaction are 
10 labeled with a different dye which is distinguishable from the dye used in the first amplification 
reaction. In this embodiment, the amplification reactions may be pooled and run in the same lane 
on a polyacrylamide gel or in the same capillary and the products from each amplification reaction 
are compared by comparing the amount of each dye present for each amplification product. Figures 
3A and 3B illustrate one embodiment of this method in which the absence of an amplification 
15 product from the amplification reaction performed on a culture comprising a plurality of strains 
underexpressing genes required for proliferation which was contacted with the compound indicates 
that a test compound acts on the gene corresponding to the missing amplification product. 

If desired, rather than dividing the culture into aliquots, individual amplification reactions 
may be conducted on nucleic acids obtained from the culture or collection of strains. Each 
20 amplification reaction contains primers which will yield an amplification product specific for only 
one of the proliferation required genes. The resulting amplification products from each of the 
individual amplification reactions are pooled and amplification products having decreased 
representation in the culture are identified as described above. 

In an alternative embodiment, the representation of each strain in the culture may be 
25 assessed by hybridizing detectably labeled nucleic acids encoding the proliferation-required gene 
products, or portions thereof, obtained from the culture to an array comprising nucleic acids 
encoding the gene products required for proliferation or portions thereof. Each nucleic acid 
encoding a gene product required for proliferation or portion thereof occupies a known location on 
the array. The signal from each location on the array is quantitated to identify those nucleic acids 
30 encoding a proliferation-required gene product which are underrepresented in the culture. If desired 
the hybridized nucleic acids from a culture which was contacted with the compound may be 
compared to the hybridized nucleic acids from a control culture which was not contacted with the 
compound. Alternatively, the hybridized nucleic acids from a culture which was contacted with the 
compound may be directly analyzed without comparison to nucleic acids from a control culture. 

In another alternative, each strain underexpressing a gene product required for proliferation 
may be constructed to contain a unique nucleic acid sequence (referred to herein as a "tag"). The 
tag may be included in the chromosome of each strain or in an extrachromosomal vector. For 
example, the tag could be included in a vector encoding an antisense nucleic acid complementary to 
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a gene encoding a gene product required for proliferation or a portion of such a gene or the tag may 
be included in the antisense nucleic acid itself . The representation of each strain in the culture may 
be assessed by performing an amplification reaction using primers complementary to each of the 
tags and quantitating the levels of the resulting amplification products to identify a tag which is 
5 underrepresented or absent from the culture. Since each tag corresponds to one strain, the strain 
which is underrepresented or absent from the culture may be identified. If desired the tags present 
in a culture which was contacted with the compound may be compared to the tags present in a 
control culture which was not contacted with the compound. Alternatively, the tags present in a 
culture which was contacted with the compound may be analyzed without comparison to a control 
10 culture. 

It will be appreciated that, if desired, unique tags may also be used in embodiments in 
which gene products required for proliferation are overexpressed. In some aspects of such 
embodiments, the tags may be within or adjacent to the promoter which drives expression of the 
gene encoding the gene product. In such embodiments, the gene product which is overexpressed in 

15 strains which proliferate more rapidly in the culture may be identified by detecting the presence or 
amount of the unique tag corresponding to that gene product in the culture. 

In some instances, more than one strain may proliferate less rapidly in the presence of the 
compound. This may result from a variety of causes. For example, the concentration of the 
compound may not have been high enough to reduce the proliferation only in cells which 

20 underexpress one gene product (i.e. the target gene product). While strains which underexpress the 
target gene product will be the least prevalent strain in the culture, other strains may also be 
underrepresented. In such instances, the identity of the gene product in the strain which is least 
prevalent in the culture (or not recovered from the culture) may be identified by quantitating the 
levels of each of the genes encoding proliferation-required proteins in the culture. This may be 

25 accomplished by quantitative PCR, DNA sequencing, hybridization, or array technology as 
described above. 

In other instances, multiple strains will exhibit less rapid proliferation in the culture as a 
result of a common functional attribute. For example, the strains which proliferate less rapidly (or 
the strains which are not recovered from the culture) may each underexpress a gene product with a 

30 common enzymatic activity, such as serine protease activity for example. Alternatively, the strains 
which proliferate less rapidly (or the strains which are not recovered from the culture) may each 
underexpress a gene product with a common functional domain, such as a cAMP binding domain. 
In such instances, the common attribute of the strains which proliferate less rapidly (or the strains 
which are not recovered from the culture) may provide information as to the mode of action of the 

35 compound or the biochemical activity of the target of the compound. For example, if all of the 
underexpressed genes in the strains which proliferated less rapidly are serine proteases, the 
compound acts by inhibiting serine protease activity and the target protein is a serine protease. If 
desired, the compound may be derivatized and the efficacy of the derivatized compound against 
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each of the strains which proliferated more rapidly may be assessed as described herein in order to 
identify derivatives which are capable of interacting with a wide range of targets sharing a common 
activity or binding site (i.e. derivatives which have a greater ability to inhibit the proliferation of all 
the strains than the original compound) or to identify derivatives having greater specificity for a 
5 desired target (i.e. derivatives which have a greater specificity for one of the strains than the 
original compound). 

Rather than employing a single culture which contains multiple strains each of which 
underexpresses a proliferation-required gene product described herein, the methods of the present 
invention may be performed using an array of individual strains (i.e. a collection of strains) each of 

10 which underexpresses a different proliferation-required gene product For example, individual 
strains each underexpressing a different proliferation-required gene product may be grown in 
different wells of a multiwell plate. Each well is contacted with the compound (and, where 
appropriate an agent which regulates the level of expression from the promoter). The level of 
proliferation of the strains in each of the wells is determined to identify a strain which proliferated 

15 less rapidly or which did not proliferate at all. The identity of the underexpressed gene product in 
the strain that proliferated less rapidly or which did not proliferate at all is determined as described 
above. 

In another embodiment, individual strains each underexpressing a different proliferation- 
required gene product (i.e. a collection of strains) are grown at different locations on a solid 

20 medium, such as an agar plate. The medium contains the compound and, where appropriate, an 
agent which regulates the level of expression from the promoter. The level of proliferation of each 
of the strains is determined to identify a strain which proliferated less rapidly (or a strain which is 
not recovered from the culture). The identity of the underexpressed gene product in the strain that 
proliferated less rapidly (or the strain which is not recovered from the culture) is determined as 

25 described above. 

The above methods may be used to prioritize compound development or to determine 
whether the compound has been previously identified or whether the target of the compound is the 
target of a previously identified drug. In particular, if the product is a natural product is 
advantageous to determine whether it has been previously identified prior to investing significant 
30 effort in developing it. Thus, in some embodiments of the present invention, the target of a partially 
purified or purified natural product or a compound produced by combinatorial chemistry is 
identified using the methods described above and compared to the targets of known drugs. If the 
target is identical to that of a known drug, further development of the compound is halted. 

Alternatively, an array of strains each of which underexpresses a different gene product 
described herein (i.e. a collection of strains) is grown on solid medium containing a compound to be 
evaluated. The location of each strain in the array and the gene product underexpressed by that 
strain is known. The pattern of colonies which grow less rapidly or fail to grow in the presence of 
the compound is evaluated and compared to the pattern of colonies which grow less rapidly or fail 
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to grow in the presence of previously identified drugs. If the pattern of colonies which grow less 
rapidly or fail to grow in the presence of the compound being evaluated is the same as the pattern of 
colonies which grow less rapidly or fail to grow in the presence of a previously identified drug, 
further development of the compound is halted. 
5 Additionally, the nucleotide sequence of the gene product described herein in a strain which 

proliferated less rapidly (or a strain which was not recovered from the culture) in the assays 
described above is compared to the nucleotide sequence of gene products from heterologous 
organisms to determine the likely spectrum of species whose growth would be inhibited by the 
compound. If the gene product has a high degree of homology to gene products from heterologous 

10 species, it is likely that the compound would also inhibit the growth of these heterologous species. 
Homology may be determined using any of a variety of methods familiar to those skilled in the art. 
For example, homology may be determined using a computer program such as BLASTP or 
FASTA. The ability of the compound to inhibit the growth of the heterologous species may then be 
confirmed by comparing the growth of cells of the heterologous species in the presence and absence 

15 of the compound. 

In other embodiments, the present invention uses collections or cultures of strains 
comprising both strains which overexpress gene products described herein required for cellular 
proliferation and strains which underexpress the same gene products required for cellular 
proliferation. The gene product which is overexpressed or underexpressed in each strain may be a 

20 gene product whose activity or level is inhibited by a nucleic acid comprising a nucleotide sequence 
selected from the group consisting of SEQ ID NOs.: 1-6213, a gene product encoded by a nucleic 
acid comprising a nucleotide sequence selected from the group consisting of SEQ ID NOs.: 6214- 
42397, a gene product comprising an amino acid sequence selected from the group consisting of 
SEQ ID NOs.: 42398-78581, a gene product whose activity or level is inhibited by a homologous 

25 antisense nucleic acid, a gene product encoded by a homologous coding nucleic acid, and a gene 
product comprising a homologous polypeptide. 

The culture or collection of strains is contacted with a compound and the nucleic acids 
present in the culture or collection of strains are analyzed. Preferably, nucleic acids derived from 
overexpressing strains can be distinguished from those derived from underexpressing strains. For 

30 example, the overexpressing strains may be obtained using promoter replacement as described 
above while the underexpressing strains may be obtained by expressing antisense nucleic acids. 
Accordingly, in one embodiment, amplification primers may be designed which will uniquely 
amplify nucleic acids from the overexpressing strains or the underexpressing strains. If a 
compound acts on a gene product which was overexpressed and underexpressed in the culture, then 

35 the amplification product obtained from the strain in the culture or collection which overexpressed 
gene product will be overrepresented in the culture or collection while the amplification product 
obtained from the strain which underexpressed the gene product v/ill be underrepresented in the 
culture or collection. If desired, nucleic acids from a culture or collection which was contacted with 
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the compound may be compared to nucleic acids from a control culture or collection which was not 
contacted with the compound. Alternatively, nucleic acids from a culture or collection which was 
contacted with the compound may be directly analyzed without comparison to a control culture or 
collection. 

5 In some embodiments, strains are constructed in which a nucleic acid complementary to a 

gene encoding a gene product described herein required for proliferation or a portion thereof is 
operably linked to a regulatable promoter. For example, in some embodiments, the strains may 
transcribe an antisense nucleic acid selected from the group consisting of SEQ ID NOs.: 1-6213 or 
fragments thereof which inhibit proliferation or reduce the activity or level of the gene product 

10 encoded by the gene comprising a nucleotide sequence complementary to the antisense nucleic acid 
or homologous antisense nucleic acids or fragments thereof. In other embodiments, the strains may 
transcribe an antisense nucleic acid which reduces the activity or level of a gene product encoded 
by SEQ ID NOs.: 6214-42397, the polypeptides of SEQ ID NOs.: 42398-78581, homologous 
coding nucleic acids or homologous polypeptides. A culture comprising a plurality of such strains 

15 wherein each strain expresses an antisense nucleic acid against a different gene product required for 
proliferation is grown in the presence of varying levels of a compound which inhibits proliferation 
and in the presence of varying levels of an agent which regulates the level of transcription from the 
regulatable promoter. Nucleic acids samples are obtained from the culture, detectably labeled and 
hybridized to a solid support comprising nucleic acids containing the genes encoding the 

20 proliferation-required gene products or a portion thereof. The level of hybridization is quantitated 
for each nucleic acid encoding each of the proliferation-required gene products to determine the rate 
at which each of the strains proliferated in the culture. If the antisense nucleic acid expressed by a 
strain in the culture is not complementary to all or a portion of the gene encoding the target of the 
compound (i.e. a nonspecific strain), then the hybridization intensity for that strain will not be 

25 correlated with the concentration of the compound (See Figure 4), while if the antisense nucleic 
acid expressed by a strain in the culture is complementary to all or a portion of the gene encoding 
the target of the compound, the hybridization intensity for that strain will be intimately correlated 
with the concentration of the compound (See Figure 5). In this manner, the target of the compound 
may be identified. It will be appreciated that, as described above, rather than growing the strains in 

30 a single culture, each strain may be grown in a different location on a solid medium or in a different 
well of a multiwell plate. 

The methods described above can be simultaneously performed for each of a large number 
of compounds. For example, the compounds may be members of a library of compounds generated 
using combinatorial chemistry or members of a natural product library. In such methods, a plurality 
35 of cultures each comprising a plurality of strains each of which overexpresses or underexpresses a 
different gene product required for proliferation or a plurality of collections of individual strains 
each of which overexpresses or underexpresses a different gene product required for proliferation is 
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obtained. Each culture or collection of strains is contacted with a different compound in the library 
and the target of the compound is identified as described above. 

In still another embodiment, the antisense nucleic acids of the present invention (including the 
antisense nucelic acids of SEQ ID NOs. 1-6213 fragments thereof or homologous antisense nucleic 
5 acids or fragements thereof) that inhibit bacterial growth or proliferation can be used as antisense 
therapeutics for killing bacteria. The antisense sequences can be complementary to one of SEQ ID 
NOs.: 6214-42397 or fragments thereof, homologous coding nucleic acids or fragments thereof. 
Alternatively, antisense therapeutics can be complementary to operons in which proliferation-required 
genes reside (i.e. the antisense nucleic acid may hybridize to a nucleotide sequence of any gene in the 

10 operon in which the proliferation-required genes reside). Further, antisense therapeutics can be 
complementary to a proliferation-required gene or portion thereof with or without adjacent noncoding 
sequences, an intragenic sequence (i.e. a sequence within a gene), an intergenic sequence (i.e. a 
sequence between genes), a sequence spanning at least a portion of two or more genes, a 5' noncoding 
region or a 3' noncoding region located upstream or downstream from the actual sequence that is 

1 5 required for bacterial proliferation or an operon containing a proliferation-required gene. 

In addition to therapeutic applications, the present invention encompasses the use of nucleic 
acids complementary to nucleic acids required for proliferation as diagnostic tools. For example, 
nucleic acid probes comprising nucleotide sequences complementary to proliferation-required 
sequences that are specific for particular species of cells or microorganisms can be used as probes to 

20 identify particular microorganism species or cells in clinical specimens. This utility provides a rapid 
and dependable method by which to identify the causative agent or agents of a bacterial infection. This 
utility would provide clinicians the ability to accurately identify the species responsible for the 
infection and amdminister a compound effective against it. In an extension of this utility, antibodies 
generated against proteins translated from mRNA transcribed from proliferation-required sequences 

25 can also be used to screen for specific cells or microorganisms that produce such proteins in a species- 
specific manner. 

Other embodiments of the present invention include methods of identifying compounds which 
inhibit the activity of gene products required for cellular proliferation using rational drug design. As 
discussed in more detail below, in such methods, the structure of the gene product is determined using 

30 techniques such as x-ray crystallography or computer modeling. Compounds are screened to identify 
those which have a structure which would allow them to interact with the gene product or a portion 
thereof to inhibit its activity. The compounds may be obtained using any of a variety of methods 
familiar to those skilled in the art, including combinatorial chemistry. In some embodiments, the 
compounds may be obtained from a natural product library. In some embodiments, compounds having 

35 a structure which allows them to interact with the active site of a gene product, such as the active site of 
an enzyme, or with a portion of the gene product which interacts with another biomolecule to form a 
complex are identified. If desired, lead compounds may be identified and further optimized to provide 
compounds which are highly effective against the gene product 
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The following examples teach the genes of the present invention and a subset of uses for the 
genes identified as required for proliferation. These examples are illustrative only and are not intended 
to limit the scope of the present invention. 

EXAMPLES 

The following examples are directed to the identification and exploitation of genes required for 
proliferation. Methods of gene identification are discussed as well as a variety of methods to utilize the 
identified sequences. It will be appreciated that any of the antisense nucleic acids, proliferartion- 
required genes or proliferation-required gene products described herein, or portions thereof, may be 
used in the procedures described below, including the antisense nucleic acids of SEQ ID NOs.: 1-6213, 
the nucleic acids of SEQ ID NOS.: 6214-42397, or the polypeptides of SEQ ID NOs.: 42398-78581. 
Likewise, homologous antisense nucleic acids, homologous coding nucleic acids, homologous 
polypeptides or portions of any of the above-mentioned nucleic acids or polypeptides, may be used in 
any of the procedures described below. 

Genes Identified as Required for Proliferation of Escherichia coli, Staphylococcus aureus, 
Enterococcusfaecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa and Salmonella 
typhimurium. 

Genomic fragments were operably linked to an inducible promoter in a vector and assayed for 
growth inhibition activity. Example 1 describes the examination of a library of genomic fragments 
cloned into vectors comprising inducible promoters. Upon induction with xylose or IPTG, the vectors 
produced an RNA molecule corresponding to the subcloned genomic fragments. In those instances 
where the genomic fragments were in an antisense orientation with respect to the promoter, the 
transcript produced was complementary to at least a portion of an mRNA (messenger RNA) encoding 
a Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa or Salmonella typhimurium gene product such that they interacted with 
sense mRNA produced from various Escherichia coli, Staphylococcus aureus, Enterococcus 
faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa or Salmonella typhimurium genes and 
thereby decreased the translation efficiency or the level of the sense messenger RNA thus decreasing 
production of the protein encoded by these sense mRNA molecules. In cases where the sense mRNA 
encoded a protein required for proliferation, bacterial cells containing a vector from which transcription 
from the promoter had been induced failed to grow or grew at a substantially reduced rate. 
Additionally, in cases where the transcript produced was complementary to at least a portion of a non- 
translated RNA and where that non-translated RNA was required for proliferation, bacterial cells 
containing a vector from which transcription from the promoter had been induced also failed to grow or 
grew at a substantially reduced rate. In contrast, cells grown under non-inducing conditions grow at a 
normal rate. 

The above method was used to identify genes required for cellular proliferation in Escherichia 
coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas 
aeruginosa and Salmonella typhimurium. Additionally, a number of genes required for cellular 
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proliferation in Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella 
pneumoniae, Pseudomonas aeruginosa and Salmonella typhimurium, which have been described in 
the following U.S. Patent Applications: U.S. Patent Application Serial Number 09/492,709, filed 
January 27, 2000; U.S. Patent Application Serial Number 09/711,164, filed November 9, 2000; 
5 U.S. Patent Application Serial Number 09/741,669, filed December 19, 2000 and U.S. Patent 
Application Serial Number 09/815,242 filed March 21, 2001, U.S. Provisional Patent Application 
Serial Number 60/342,923, filed October 25, 2001, have been previously identified using the above 
method. 

EXAMPLE 1 

10 Inhibition of Bacterial Proli feration after Induction of Antisense Expression 

To identify genes required for proliferation of E. coli, random genomic fragments were 
cloned into the IPTG-inducible expression vector pLEX5BA (Krause et al., J. Mol. BioL 274: 365 
(1997) or a modified version of pLEX5BA, pLEX5BA-3' in which a synthetic linker containing a 
T7 terminator was ligated between the PstI and Hindin sites of pLEX5BA. In particular, to 

15 construct pLEX5BA-3\ the following oligonucleotides were annealed and inserted into the PstI and 
Hindm sites of pLEX5BA: 

5 1 -GTCTAGCATAACCCCTTGGGGCCTCTAAACGGGTCCTTGAGGGGTTTTTTGA-3 * (SEQ ID 
NO: 78584) 

5 ' - AGCTT CAAAAAACCC CT CAAGGACCCGTTTAGAGGC CC CAAGGGGTTAT 
20 GCTAGACTGCA-3 1 (SEQ ID NO: 78585) 

Random fragments of E. coli genomic DNA were generated by DNAsel digestion or 

sonication, filled in with T4 polymerase, and cloned into the Smal site of pLEX5BA or pLEX5BA- 

3 ' . Upon activation or induction, the promoter transcribed the random genomic fragments. 

A number of vectors which allow the production of transcripts which have an extended 

25 lifetime in E. coli as well as other Gram negative bacteria can also be utilized in conjunction with 
these antisense inhibition experiments. Such vectors are described in U.S. Provisional Patent 
Application Serial Number 60/343,512, filed December 21, 2001. Briefly, the stabilized antisense 
RNA may comprise an antisense RNA which was identified as inhibiting proliferation as described 
above which has been engineered to contain at least one stem loop flanking each end of the 

30 antisense nucleic acid. In some embodiments, the at least one stem-loop structure formed at the 5* 
end of the stabilized antisense nucleic acid comprises a flush, double stranded 5' end. In some 
embodiments, one or more of the stem loops comprises a rho independent terminator. In additional 
embodiments, the stabilized antisense RNA lacks a ribosome binding site. In further embodiments, 
the stabilized RNA lacks sites which are cleaved by one or more RNAses, such as RNAse E or 

35 RNAse HI. In some embodiments, the stabilized antisense RNA may be transcribed in a cell which 
the activity of at least one enzyme involved in RNA degradation has been reduced. For example, 
the activity of an enzyme such as RNase E, RNase II, RNase m, polynucleotide phosphorylase, and 
poly(A) polymerase, RNA helicase, enolase or an enzyme having similar functions may be reduced 
in the cell. 
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To study the effects of transcriptional induction in liquid medium, growth curves were carried 
out by back diluting cultures 1:200 into fresh media with or without 1 raM IPTG and measuring the 
OD 450 every 30 minutes (min). To study the effects of transcriptional induction on solid medium, 10 2 , 
10 3 , 10 4 , 10 5 , 10 6 , 10 7 and 10 s fold dilutions of overnight cultures were prepared Aliquots of from 0.5 
to 3 ]xl of these dilutions were spotted on selective agar plates with or without 1 mM IPTG. After 
overnight incubation, the plates were compared to assess the sensitivity of the clones to IPTG. 

Of the numerous clones tested, some clones were identified as containing a sequence that 
inhibited R coli growth after IPTG induction. Accordingly, the gene to which the inserted nucleic acid 
sequence corresponds, or a gene within the operon containing the inserted nucleic acid, is required for 
proliferation inii. coll 

Nucleic acids involved in proliferation of Staphylococcus aureus, Enter ococcus faecalis, 
Klebsiella pneumoniae, Pseudomonas aeruginosa and Salmonella typhimurium were identified as 
follows. Randomly generated fragments of Staphylococcus aureus, Enterococcus faecalis, 
Klebsiella pneumoniae, Pseudomonas aeruginosa or Salmonella typhimurium genomic DNA were 
transcribed from inducible promoters. 

In the case of Staphylococcus aureus, a novel inducible promoter system, XylT5, 
comprising a modified T5 promoter fused to the xylO operater from the xylA promoter of 
Staphylococcus aureus was used. The promoter is described in U.S. Patent Application Serial 
Number 10/032,393, filed December 21, 2001. Transcription from this hybrid promoter is 
inducible by xylose. 

Randomly generated fragments of Salmonella typhimurium genomic DNA were 
transcribed from an IPTG inducible promoter in pLEXSBA (Krause et al., J. Mol. Biol. 274: 365 
(1997) or a derivative thereof. Randomly generated fragements of Klebsiella pneumoniae genomic 
DNA were expressed from an IPTG inducible promoter in pLEX5BA-Kan. To construct 
pLEX5BA-kan, pLEX5BA was digested to completion with CM in order to remove the bla gene. 
Then the plasmid was treated with a partial Notl digestion and blunted with T4 DNA polymerase. A 
3.2 kbp fragment was then gel purified and ligated to a blunted 1.3 kbp kan gene from pKamr. Kan 
resistant transformants were selected on Kan plates. Orientation of the kan gene was checked by 
Smal digestion. A clone, which had the lean gene in the same orientation as the bla gene, was used 
to identify genes required for proliferation of Klebsiella pneumoniae. Randomly generated 
fragments of Pseudomonas aeruginosa genomic DNA were trancribed from a two-component 
inducible promoter system. Integrated on the chromosome was the T7 RNA polymerase gene 
regulated by lacW5/ lacO (Brunschwig, E. and Darzins, A. 1992. Gene 111:35-41. On a separate 
plasmid, a T7 gene 10 promoter, which is transcribed by T7 RNA polymerase, was fused with a 
lacO operator followed by a multiple cloning site. 
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Should the genomic DNA downstream of the promoter contain, in an antisense orientation, 
at least a portion of an mRNA or a non-translated RNA encoding a gene product involved in 
proliferation, then induction of transcription from the promoter will result in detectable inhibition of 
proliferation. 

5 In the case of Staphylococcus aureus, a shotgun library of Staphylococcus aureus genomic 

fragments was cloned into the vector pXyIT5-P15a, which harbors the XylT5 inducible promoter. 
The vector was linearized at a unique BainSH site immediately downstream of the XyIT5 
promoter/operator. The linearized vector was treated with shrimp alkaline phosphatase to prevent 
reclosure of the linearized ends. Genomic DNA isolated from Staphylococcus aureus strain RN450 

10 was fully digested with the restriction enzyme SauiK , or , alternatively, partially digested with 
DNase I and "blunt-ended" by incubating with T4 DNA polymerase. Random genomic fragments 
between 200 and 800 base pairs in length were selected by gel purification. The size-selected 
genomic fragments were added to the linearized and dephosphorylated vector at a molar ratio of 0.1 
to 1, and ligated to form a shotgun library. 

15 The ligated products were transformed into electrocompetent E. coli strain XLl-Blue MRF* 

(Stratagene) and plated on LB medium with supplemented with carbenicillin at 100 jig/ml. 
Resulting colonies numbering 5 x 10 s or greater were scraped and combined, and were then 
subjected to plasmid purification. 

The purified library was then transformed into electrocompetent Staphylococcus aureus 

20 RN4220. Resulting transformants were plated on agar containing LB + 0.2% glucose (LBG 
medium) + chloramphenicol at 15 jig/ml (LBG+CM15 medium) in order to generate 100 to 150 
platings at 500 colonies per plating. The colonies were subjected to robotic picking and arrayed 
into wells of 384 well culture dishes. Each well contained 100|J of LBG + CM15 liquid medium. 
Inoculated 384 well dishes were incubated 16 hours at 37°C, and each well was robotically gridded 

25 onto solid LBG + CM15 medium with or without 2% xylose. Gridded plates were incubated 16 
hours at 37°C, and then manually scored for arrayed colonies that were growth-compromised in the 
presence of xylose. 

Arrayed colonies that were growth-sensitive on medium containing 2% xylose, yet were 
able to grow on similar medium lacking xylose, were subjected to further growth sensitivity 

30 analysis as follows: Colonies from the plate lacking xylose were manually picked and inoculated 
into individual wells of a 96 well culture dish containing LBG + CM15, and were incubated for 16 
hours at 37°C. These cultures were robotically diluted 1/100 into fresh medium and allowed to 
incubate for 4 hours at 37°C, after which they were subjected to serial dilutions in a 384 well array 
and then gridded onto media containing 2% xylose or media lacking xylose. After growth for 16 

35 hours at 37°C, the arrays that resulted on the two media were compared to each other. Clones that 
grew similarly at all dilutions on both media were scored as* a negative and were no longer 
considered. Clones that grew on xylose medium but failed to grow at the same serial dilution on 
the non-xylose plate were given a score based on the differential, i.e. should the clone grow at a 



WO 02/077183 PCT/US02/09107 
serial dilution of 10 4 or less on the xylose plate and grow at a serial diFution oflO 8 S? kss^on the 
non-xylose plate, then the corresponding clone received a score of "4" representing the log 
difference in growth observed. 

For Salmonella typhimurium and Klebsiella pneumoniae growth curves were carried out by 
5 back diluting cultures 1:200 into fresh media containing 1 mM IPTG or media lacking IPTG and 
measuring the OD 450 every 30 minutes (min). To study the effects of transcriptional induction on solid 
medium, 10 2 , 10 3 , 10 4 , 10 5 , 10 6 , 10 7 and 10 8 fold dilutions of overnight cultures were prepared. 
Mquots of from 0.5 to 3 |il of these dilutions were spotted on selective agar plates with or without 1 
mM IPTG. After overnight incubation, the plates were compared to assess the sensitivity of the clones 
10 to IPTG. 

Nucleic acids involved in proliferation of Pseudomonas aeruginosa were identified as 
follows. Randomly generated fragments of Pseudomonas aeruginosa genomic DNA were 
transcribed from a two-component inducible promoter system. Integrated on the chromosome was 
the T7 RNA polymerase gene regulated by lac\TV5/ lacO (Brunschwig, E. and Darzins, A. 1992. 
15 Gene 1 1 1:35-41). On an expression plasmid there was a T7 gene 10 promoter, which is transcribed 
by T7 RNA polymerase, fused with a lacO operator followed by a multiple cloning site. 
Transcription from this hybrid promoter is inducible by IPTG. Should the genomic DNA 
downstream of the promoter contain, in an antisense orientation, at least a portion of an mRNA 
encoding a gene product involved in proliferation, then induction of expression from the promoter 
20 will result in detectable inhibition of proliferation. 

A shotgun library of Pseudomonas aeruginosa genomic fragments was cloned into the 
vectors pEP5, pEP5S, or other similarly constructed vectors which harbor the TJlacO inducible 
promoter. The vector was linearized at a unique Smal site immediately downstream of the T7/acO 
promoter/operator. The linearized vector was treated with shrimp alkaline phosphatase to prevent 
reclosure of the linearized ends. Genomic DNA isolated from Pseudomonas aeruginosa strain 
PAOl was partially digested with DNase I and "blunt-ended" by incubating with T4 DNA 
polymerase. Random genomic fragments between 200 and 800 base pairs in length were selected 
by gel purification. The size-selected genomic fragments were added to the linearized and 
dephosphorylated vector at a molar ratio of 2 to 1, and ligated to form a shotgun library. 
30 legated products were transformed into electrocompetent E. coli strain XLl-BIue MRF' 

(Stratagene) and plated on LB medium with carbenicillin at 100 jig/mi or Streptomycin 100 jag/ml. 
Resulting colonies numbering 5 x 10 s or greater were scraped and combined, and were then 
subjected to plasmid purification. 

The purified library was then transformed into electrocompetent Pseudomonas aeruginosa 
strain PAOl. Resulting transformants were plated on LB agar with carbenicillin at 100 ng/ml or 
Streptomycin 40 ng/ml in order to generate 100 to 150 platings at 500 colonies per plating. The 
colonies were subjected to robotic picking and arrayed into wells of 384 well culture dishes. Each 
well contained 100 ^1 of LB + CB 100 or Streptomycin 40 liquid medium. Inoculated 384 well 
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dishes were incubated 16 hours at room temperature, and each well was robotically gridded onto 
solid LB + CB100 or Streptomycin 40 medium with or without 1 mM IPTG. Gridded plates were 
incubated 16 hours at 37°C, and then manually scored for arrayed colonies that were growth- 
compromised in the presence of IPTG. 
5 Arrayed colonies that were growth-sensitive on medium containing 1 mM IPTG, yet were 

able to grow on similar medium lacking IPTG, were subjected to further growth sensitivity analysis 
as follows: Colonies from the plate lacking IPTG were manually picked and inoculated into 
individual wells of a 96 well culture dish containing LB + CB100 or Streptomycin 40, and were 
incubated for 16 hours at 30°C. These cultures were robotically diluted 1/100 into fresh medium 

10 and allowed to incubate for 4 hours at 37°C, after which they were subjected to serial dilutions in a 
384 well array and then gridded onto media with and without 1 mM IPTG. After growth for 16 
hours at 37°C, the arrays of serially diluted spots that resulted were compared between the two 
media. Clones that grew similarly at all dilutions on both media were scored as a negative and were 
no longer considered. Clones that grew on IPTG medium but failed to grow at the same serial 

15 dilution on the non-IPTG plate were given a score based on the differential, i.e. should the clone 
grow at a serial dilution of 10 4 or less on the IPTG plate and grow at a serial dilution of 10 8 or less 
on the IPTG plate, then the corresponding clone received a score of "4" representing the log 
difference in growth observed. 

Following the identification of those vectors that, upon induction, negatively impacted 

20 Pseudomonas aeruginosa growth or proliferation, the inserts or nucleic acid fragments contained in 
those vectors were isolated for subsequent characterization. Vectors of interest were subjected to 
nucleic acid sequence determination. 

Nucleic acids involved in proliferation of E.faecalis were identified as follows. Randomly 
generated fragments of genomic DNA were expressed from the vectors pEPEF3 or pEPEF14, 

25 which contain the CP25 or P59 promoter, respectively, regulated by the xyl operator/repressor. 
These plasmids as well as other vectors useful for the expression of nucleic acids in Enterococcus 
faecalis and other Gram positive organisms are described in U.S. Patent Application Serial Number 
10/032,393, filed December 21, 2001, the disclosure or which is incorportated herein by reference 
in its entirety. Should the genomic DNA downstream of the promoter contain, in an antisense 

30 orientation, at least a portion of a mRNA encoding a gene product involved in proliferation, then 
induction of expression from the promoter will result in detectable inhibition of proliferation. 

A shotgun library of E.faecalis genomic fragments was cloned into the vector pEPEF3 or 
pEPEF14, which harbor xylose inducible promoters. The vector was linearized at a unique Smal 
site immediately downstream of the promoter/operator. The linearized vector was treated with 

35 alkaline phosphatase to prevent reclosure of the linearized ends. Genomic DNA isolated from E. 
faecalis strain OG1RF was partially digested with DNase I and "blunt-ended" by incubating with 
T4 DNA polymerase. Random genomic fragments between 200 and 800 base pairs in length were 
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selected by gel purification. The size-selected genomic fragments were added to the linearized and 
dephosphorylated vector at a molar ratio of 2 to 1 , and ligated to form a shotgun library. 

The ligated products were transformed into electrocompetent E. coli strain TOP 10 cells 
(Invitrogen) and plated on LB medium with erythromycin (Erm) at 150 jig/ml. Resulting colonies 
5 numbering 5 x 10 5 or greater were scraped and combined, and were then subjected to plasmid 
purification. 

The purified library was then transformed into electrocompetent E.faecalis strain OG1RF. 
Resulting transformants were plated on Todd-Hewitt (TH) agar with erythromycin at 10 fig/ml in 
order to generate 100 to 150 platings at 500 colonies per plating. The colonies were subjected to 

10 robotic picking and arrayed into wells of 384 well culture dishes. Each well contained 100 \A of 
THB + Erm 10 (j,g/ml. Inoculated 384 well dishes were incubated 16 hours at room temperature, 
and each well was robotically gridded onto solid TH agar + Erm with or without 5% xylose. 
Gridded plates were incubated 16 hours at 37°C, and then manually scored for arrayed colonies that 
were growth-compromised in the presence of xylose. 

15 Arrayed colonies that were growth-sensitive on medium containing 5% xylose, yet were 

able to grow on similar medium lacking xylose, were subjected to further growth sensitivity 
analysis. Colonies from the plate lacking xylose were manually picked and inoculated into 
individual wells of a 96 well culture dish containing THB + Erm 10, and were incubated for 16 
hours at 30°C. These cultures were robotically diluted 1/100 into fresh medium and allowed to 

20 incubate for 4 hours at 37°C, after which they were subjected to serial dilution on plates containing 
5% xylose or plates lacking xylose. After growth for 16 hours at 37°C, the arrays of serially diluted 
spots that resulted were compared between the two media. Colonies that grew similarly on both 
media were scored as a negative and corresponding colonies were no longer considered. Colonies 
on xylose medium that failed to grow to the same serial dilution compared to those on the non- 
25 xylose plate were given a score based on the differential. For example, colonies on xylose medium 
that only grow to a serial dilution of -4 while they were able to grow to -8 on the non-xylose plate, 
then the corresponding transformant colony received a score of "4" representing the log difference 
in growth observed. 

Following the identification of those vectors that, upon induction, negatively impacted E. 
30 faecalis growth or proliferation, the inserts or nucleic acid fragments contained in those expression 
vectors were isolated for subsequent characterization. The inserts in the vectors of interest were 
subjected to nucleotide sequence determination. 

It will be appreciated that other restriction enzymes and other endonucleases or 
methodologies may be used to generate random genomic fragments. In addition, random genomic 
35 fragments may be generated by mechanical shearing. Sonication and nebulization are two such 
techniques commonly used for mechanical shearing of DNA. 
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EXAMPLE 2 

Nucleotide Sequence Determination of Identified Clones Transribing Nucleic Acid Fragments with 
Detrimental Effects on Escherichia coli. Stap hylococcus aureus. Enterococcus faecalis. Klebsiella 
pneumoniae. Pseudom onas aeruginosa or Salmonella tvphimurium Proliferation 
5 Plasmids from clones that received a dilution plating score of tc 2" or greater were isolated to 

obtain the genomic DNA insert responsible for growth inhibition as follows. 

The nucleotide sequences of the nucleic acid sequences which inhibited the growth of 
Escherichia coli were determined using plasmid DNA isolated using QIAPREP (Qiagen, Valencia, 
CA) and methods supplied by the manufacturer. The primers used for sequencing the inserts were 5' - 
10 TGTTTATCAGACCGCTT - 3' (SEQ ID NO; 78586) and 5' - ACAATTTCACACAGCCTC - 3' 
(SEQ ID NO: 78587). These sequences flank the polylinker in pLEX5BA. 

The nucleotide sequences of the nucleic acid sequences which inhibited the growth of 
Staphylococcus aureus were determined as follows. Staphylococcus aureus were grown in standard 
laboratory media (LB or TB with 15 ug/ml Chloramphenicol to select for the plasmid). Growth 
15 was carried out at 37°C overnight in culture tubes or 2 ml deep well microtiter plates. 

Lysis of Staphylococcus aureus was performed as follows. Cultures (2-5 ml) were 
centrifuged and the cell pellets resuspended in 1.5 mg/ml solution of lysostaphin (20 \iUml of 
original culture) followed by addition of 250 ^xl of resuspension buffer (Qiagen). Alternatively, cell 
pellets were resuspended directly in 250 jil of resuspension buffer (Qiagen) to which 5-20 jal of a 1 
20 mg/ml lysostaphin solution were added. 

DNA was isolated using Qiagen miniprep kits or Wizard (Qiagen) miniprep kits according 
to the instructions provided by the manufacturer. 

The genomic DNA inserts were amplified from the purified plasmids by PCR as follows. 
1 jil of Qiagen purified plasmid was put into a total reaction volume of 25 p.1 Qiagen Hot 
25 Start PCR mix. For Staphylococcus aureus, the following primers were used in the PCR reaction: 
pXylT5F: CAGCAGTCTGAGTTATAAAATAG (SEQ ID NO: 78588) 
LexL TGTTTTATCAGACCGCTT (SEQ ID NO: 78589) 

Similar methods were conducted for Salmonella typhimurium and Klebsiella pneumoniae. 
For Salmonella typhimurium and Klebsiella pneumoniae the following primers were used: 
30 5' - TGTTTTATCAGACCGCTT - 3' (SEQ ID NO: 78589) and 
5'-ACAATTTCACACAGCCTC-3' (SEQ ID NO: 78587) 
PCR was carried out in a PE GenAmp with the following cycle times: 
Step 1. 95° C 15min 
Step 2. 94° C 45 sec 
35 Step 3. 54° C 45 sec 
Step 4. 72° C 1 minute 
Step 5. Return to step 2, 29 times 
Step 6. 72° C 10 minutes 
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Step 7. 4° C hold 

The PCR products were cleaned using Qiagen Qiaquick PCR plates according to the manufacturer's 
instructions. 

For Pseudomonas aeruginosa, plasmids from transformant colonies that received a dilution 
5 plating score of "2" or greater were isolated to obtain the genomic DNA insert responsible for 

growth inhibition as follows. Pseudomonas aeruginosa were grown in standard laboratory media 

(LB with carbenicillin at 100 pg/ml or Streptomycin 40 |ig/ml to select for the plasmid). Growth 

was carried out at 30°C overnight in 100 ul culture wells in microtiter plates. To amplify insert 

DNA 2 ul of culture were placed into 25 ul Qiagen Hot Start PCR mix. PCR reactions were in 96 
1 0 well microtiter plates. For plasmid pEP5S the following primers were used in the PCR reaction: 

T7L1+: GTCGGCGATATAGGCGCCAGCAACCG (SEQ ID NO: 78590) 

pStrA3: ATAATCGAGCATGAGTATCATACG (SEQ ID NO: 78591) 

PCR was carried out in a PE GenAmp with the following cycle times: 

Step 1. 95°C15min 
15 Step 2. 94° C 45 sec 

Step 3. 54° C 45 sec 

Step 4. 72° C 1 minute 

Step 5. Return to step 2, 29 times 

Step 6. 72° C 10 minutes 
20 Step 7. 4° C hold 

The PCR products were cleaned using Qiagen Qiaquick PCR plates according to the manufacturer's 
instructions. 

The purified PCR products were then directly cycle sequenced with Qiagen Hot Start PCR 

mix. The following primers were used in the sequencing reaction: 
25 T7/L2: ATGCGTCCGGCGTAGAGGAT (SEQ ID NO: 78592) 

PCR was carried out in a PE GenAmp with the following cycle times: 

Stepl. 94°C15min 

Step 2. 96° C 10 sec 

Step 3. 50° C 5 sec 
30 Step 4. 60C4min 

Step 5. Return to step 2, 24 times 

Step 6. 4° C hold 

The PCR products were cleaned using Qiagen Qiaquick PCR plates according to the manufacturer's 
instructions. 

35 For E. faecaiis > plasmids from transformant colonies that received a dilution plating score 

of "2" or greater were isolated to obtain the genomic DNA insert responsible for growth inhibition 
as follows. E. faecaiis were grown in THB 10 (ig/ml Erm at 30°C overnight in 100 ul culture wells 
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in microtiter plates. To amplify insert DNA 2 ul of culture were placed into 25 ^il Qiagen Hot Start 
PCR mix. PCR reactions were in 96 well microtiter plates. The following primers were used in the 
PCR reaction: 

pXylTS: CAGCAGTCTGAGTTATAAAATAG (SEQ ID NO: 78588) and the 
5 pEP/pAKl primer. 

PCR was carried out in a PE GenAmp with the following cycle times: 
Step 1. 95°C15min 
Step 2. 94° C 45 sec 
Step 3. 54° C 45 sec 
10 Step 4. 72° C 1 minute 

Step 5. Return to step 2, 29 times 
Step 6. 72° C 10 minutes 
Step 7. 4° C hold 

The PCR products were cleaned using Qiagen Qiaquick PCR plates according to the manufacturer's 
15 instructions. 

The purified PCR products were then directly cycle sequenced with Qiagen Hot Start PCR 

mix. The following primers were used in the PCR reaction: 

pXylT5: CAGCAGTCTGAGTTATAAAATAG (SEQ ID NO: 78588) 

PCR was carried out in a PE GenAmp with the following cycle times: 
20 Step 1. 94° C 15min 

Step 2. 96° C10 sec 

Step 3. 50° C 5 sec 

Step 4. 60°C4min 

Step 5. Return to step 2, 24 times 
25 Step 6. 4° C hold 

The PCR products were cleaned using Qiagen Qiaquick PCR plates according to the 

manufacturer's instructions. 

The amplified genomic DNA inserts from each of the above procedures were subjected to 

automated sequencing. Sequence identification numbers (SEQ ID NOs) and clone names for die 
30 identified inserts are listed in Table IA and discussed below. 
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P1M10000102E05 
P1M10000102B07 
P1M10000103B05 
P1M10000103D06 
P1M10000103E08 
P1M10000104A02 
P1M10000104H02 
P1M10000104A03 
P1M10000104E03 
P1M10000I04F07 
P1M10000104D11 
P1M10000105D01 
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P347.2 
P31-11-J20 

P336-14.F20 
P31-27-M1 

P338-4.M21J 
P334-8.L7 
P31-2-B16 
P335-3J14 
P334-5.H2 
P31-33-N2 

P332-11.C20 
869.A23 
P317-2.A3 
P326-9.K2 
P323-8.P1 
P35-8 
P36-13.E2 
P38-1.G20 
P327-50.M10 

P328-8.D21 

P328-20.P20 


SeqID 





240 



WO 02/077183 PCT/US02/09107 

EXAMPLE 3 

Comparison Of Isolated Nuclejp Acids to Known Sequences 
The nucleotide sequences of the subcloned fragments from Escherichia coli, Staphylococcus 
aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa and Salmonella 

5 typhimurium obtained from the expression vectors discussed above were compared to known 
sequences from Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella 
pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium and other microorganisms as 
follows. First, to confirm that each clone originated from one location on the chromosome and was 
not chimeric, the nucleotide sequences of the selected clones were compared against the 

10 Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa or Salmonella typhimurium genomic sequences to align the clone to the 
correct position on the chromosome. The NCBI BLASTN v 2.0.9 program was used for this 
comparison, and the incomplete Staphylococcus aureus genomic sequences licensed from TIGR, as 
well as the NCBI nonredundant GenBank database were used as the source of genomic data. 

15 Salmonella typhimurium sequences were compared to sequences available from the Genome 
Sequencing Center (http://genome.wustl.edu/gsc/salmonella.shtml), and the Sanger Centre 
(http://www.sanger.ac.uk/projects/S__typhi). Pseudomonas aemginosa sequences were compared to 
a proprietary database and the NCBI GenBank database. The E. faecalis sequences were compared to 
a proprietary database. 

20 The BLASTN analysis was performed using the default parameters except that the filtering 

was turned off. No further analysis was performed on inserts which resulted from the ligation of 
multiple fragments. 

In general, antisense molecules and their complementary genes are identified as follows. 
First, all possible full length open reading frames (ORFs) are extracted from available genomic 

25 databases. Such databases include the GenBank nonredundant (nr) database, the unfinished 
genome database available from TIGR and the PathoSeq database developed by Incyte Genomics. 
The latter database comprises over 40 annotated bacterial genomes including complete ORF 
analysis. If databases are incomplete with regard to the bacterial genome of interest, it is not 
necessary to extract all ORFs in the genome but only to extract the ORFs within the portions of the 

30 available genomic sequences which are complementary to the clones of interest. Computer 
algorithms for identifying ORFs, such as GeneMark, are available and well known to those in the 
art. Comparison of the clone DNA to the complementary ORF(s) allows determination of whether 
the clone is a sense or antisense clone. Furthermore, each ORF extracted from the database can be 
compared to sequences in well annotated databases including the GenBank (nr) protein database, 

35 SWISSPROT and the like. A description of the gene or of a closely related gene in a closely related 
microorganism is often available in these databases. Similar methods are used to identify antisense 
clones corresponding to genes encoding non-translated RNAs. 
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In order to generate the gene identification data compiled in Table IB, each of the cloned 

nucleic acid sequences discussed above corresponding to SEQ ID NO.s 1-6213 was used to identify 

the corresponding Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella 

pneumoniae, Pseudomonas aeruginosa or Salmonella typhimurium ORFs in the PathoSeq v.4.1 

5 (March 2000 release) database of microbial genomic sequences. For this purpose, the NCBI 

BLASTN 2.0.9 computer algorithm was used. The default parameters were used except that 

filtering was turned off. The default parameters for the BLASTN and BLASTX analyses were: 

Expectation value (e)=10 

Alignment view options: pairwise 
10 Filter query sequence (DUST with BLASTN, SEG with others)=T 

Cost to open a gap (zero invokes behavior)=0 
Cost to extend a gap (zero invokes behavior)=0 

X dropoff value for gapped alignment (in bits) (zero invokes behavior)=0 

Show GFs in deflines=F 
1 5 ' Penalty for a nucleotide mismatch (BLASTN only)=! 3 

Reward for a nucleotide match (BLASTN only)=l 

Number of one-line descriptions (V)=500 

Number of alignments to show (B)=250 

Threshold for extending hits=default 
20 Perform gapped alignment (not available with BLASTX)=T 

Query Genetic code to use=l 

DB Genetic code (for TBLAST[nx] only=l 

Number of processors to use=l 

SeqAlign file 
25 Believe the query defline=F 

Matrix=BLOSUM62 

Word Size= default 

Effective length of the database (use zero for the real size)=0 
Number of best hits from a region to keep= 100 
30 Length of region used to judge hits=20 

Effective length of the search space (use zero for the real size)=0 
Query strands to search against database (for BLASTfnx] and TBLASTX), 3 is both, 1 is 
top, 2 is bottom=3 

Produce HTML output=F 

35 

Alternatively, ORFs were identified and refined by conducting a survey of the public and 
private data sources. Full-length gene protein and nucleotide sequences for these organisms were 
assembled from various sources. For Pseudomonas aeruginosa, gene sequences were adopted from 
the Pseudomonas genome sequencing project (downloaded from http://www.pseudomonas.com). 

40 For Klebsiella pneumoniae, Staphylococcus aureus, Streptococcus pneumoniae and Salmonella 
typhi, genomic sequences from PathoSeq v 4.1 (Mar 2000 release) was reanalyzed for ORFs using 
the gene finding software GeneMark v 2.4a, which was purchased from GenePro Inc. 451 Bishop 
St., N.W., Suite B, Atlanta, GA, 30318, USA. 

Antisense clones were identified as those clones for which transcription from the inducible 

45 promoter would result in the expression of an RNA antisense to a complementary ORF, intergenic 
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or intragenic sequence. Those clones containing single inserts and that caused growth sensitivity 
upon induction are listed in Table IA. 

The gene descriptions in the PafhoSeq database derive from annotations available in the 
public sequence databases described above. Where a clone was found to share significant sequence 
5 identity to two or more adjacent ORFs, it was listed once for each ORF and the PathoSeq 
information for each ORF was compiled in Table IB. 

Table IA lists the SEQ ID NOs. and clone names of the inserts which inhibited 
proliferation. This information was used to identify the ORFs (SEQ ID NOs.: 6214-42397) whose 
gene products (SEQ ID NOs. 42398-78581) were inhibited by the nucleic acids comprising the 
10 nucleotide sequences of SEQ ID NOs. 1-6213. Table IB lists the clone name and the PathoSeq 
Locus containing the clone. 
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Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


E3M10000001B01 


EFA205257 


E1M10000233C05 


ECO103161 


S1M10000005E05 


SAU802496 


E3M10000001B01 


EFA205258 


E1M10000233H05 


ECO103224 


S1M10000005C06 


SAU802121 


E3M10000001A02 


EFA205257 


E1M10000233H05 


ECO103225 


S1M10000005D06 


SAU801183 


E3M10000001A02 


EFA205258 


E1M10000233D08 


ECO103185 


S1M10000005D06 


SAU801184 


E3M10000001B02 


EFA205225 


E1M10000233F08 


ECO103265 


S1M10000005A07 


SAU800967 


E3M10000001B02 


EFA201977 


E1M10000233F08 


ECO103266 


S1M10000005B07 


SAU802496 


E3M1O0O0001BO2 


EFA203137 


E1M10000233A09 


ECO104092 


S1M10000005D07 


SAU801264 


E3M10000001C02 


EFA200840 


E1M10000233A09 


ECO104093 


S1M10000005A08 


SAU802496 


E3M10000001D02 


EFA202003 


E1M10000233E09 


ECO103238 


S1M1O000005B08 


SAU800548 


E3M1 000000 1E02 


EFA200840 


E1M10000233E09 


ECO103239 


S1M10000005D08 


SAU800607 


E3M10000001F02 


EFA200807 


E1M10000233F09 


ECO103886 


S1M1000OO05E08 


SAU802496 


E3M10000001G02 


EFA205257 


E1M10000233D10 


ECO103242 


S1M10000005B09 


SAU800122 


E3M10000001G02 


EFA205258 


E1M10000233D10 


ECO103243 


S1M10000005C09 


SAU801481 


E3M10000001H02 


EFA200811 


E1M10000233H10 


ECO100094 


S1M10000005D09 


SAU800542 


E3M10000001E03 


EFA201987 


E1M10000234E01 


ECO103884 


S1M10000005A10 


SAU801723 


E3M10000001E03 


EFA205258 


E1M10000234B02 


ECO 103886 


S1M10000005A10 


SAU801722 


E3M10000001G03 


EFA201987 


E1M10000234G02 


ECO103233 


S1M10000005A11 


SAU801644 


E3M10000001G03 


EFA205258 


E1M10000234G02 


ECO103234 


S1M10000005C11 


SAU801113 


E3M1O0O00O1HO3 


EFA201987 


E1M10000234C05 


ECO103181 


S1M10000005D11 


SAU800547 


E3M10000001H03 


EFA205258 


E1M10000234C07 


ECO103844 


S1M10000005E11 


SAU800155 


E3M10000001D04 


EFA201980 


E1M10000234C08 


ECO103878 


S1M10000005B12 


SAU802160 


E3M10000001D04 


EFA201981 


E1M10000234C08 


ECO204942 


S1M10000005B12 


SAU603460 


E3M10000001D04 


EFA205229 


E1M10000234F08 


ECO103461 


S1M10000005D12 


SAU801644 


E3M10000001E04 


EFA201028 


E1M10000234H08 


ECO103226 


S1M10000006F01 


SAU801264 


E3M10000001F04 


EFA200811 


E1M10000234F09 


ECO103055 


S1M10000006B02 


SAU800381 


E3M10000001G04 


EFA201993 


E1M10000234D10 


ECO100876 


S1M10000006E02 


SAU802496 


E3M10000001H04 


EFA201980 


E1M10000234G10 


ECO100886 


S1M10000006F02 


SAU802160 


E3M10000001H04 


EFA201981 


E1M10000234B12 


ECO 1040 10 


S1M10000006G02 


SAU802125 


E3M10000001H04 


EFA205229 


E1M10000235D01 


ECO102233 


S1M10000006A03 


SAU802496 


E3M10000001B05 


EFA201993 


E1M10000235A03 


ECO100798 


S1M10000006B03 


SAU802655 


E3M1O0O00O1D05 


EFA201974 


E1M10000235H03 


ECO103886 


S1M10000006D03 


SAU801740 


E3M10000001D05 


EFA201975 


E1M10000235E04 


ECO103236 


S1M10000006E03 


SAU801256 


E3M10000001G05 


EFA202001 


E1M10000235B06 


ECO103886 


S1M10000006F03 


SAU801434 


E3M100O0001G05 


EFA202003 


E1M10000235F06 


ECO1034S1 


S1M10000006G03 


SAU801275 


E3M10000001A06 


EFA201028 


E1M10000235B08 


ECO103885 


S1M10000006A04 


SAU801139 


E3M10000001F06 


EFA201028 


E1M10000235E08 


ECO103161 


S1M10000006B04 


SAU802496 


E3M10000001B08 


EFA201028 


E1M10000235B09 


ECO101848 


S1M10000006C04 


SAU802158 


E3M100O0001E08 


EFA200807 


E1M10000235H09 


ECO103481 


S1M10000006E04 


SAU801089 


E3M10000001C09 


EFA200839 


E1M10000235H09 


ECO103482 


S1M10000006F04 


SAU801644 


E3M10000001D09 


EFA201987 


E1M10000235B10 


ECO100886 


S1M10000006G04 


SAU801740 


E3M10000001D09 


EFA205258 


E1M10000235A11 


ECO102299 


S1M10000006A05 


SAU802224 


E3M10000001E09 


EFA201987 


E1M10000235F12 


ECO 103233 


S1M10000006A05 


SAU802223 


E3M10000001E09 


EFA205258 


E1M10000235F12 


ECO103234 


S1M10000006D05 


SAU802496 


E3M10000001B10 


EFA205257 


E1M10000236E01 


ECO100095 


S1M10000006G05 


SAU801256 


E3M10000001B10 


EFA205258 


E1M10000236A02 


ECO 102340 


S1M10000006C06 


SAU800331 


E3M10000004D01 


EFA201985 


E1M10000236E02 


ECO 103 878 


S1M10000006C06 


SAU800332 


E3M10000004D01 


EFA201984 


E1M10000236E02 


ECO204942 


S1M10000006D06 


SAU802496 


E3M10000004D01 


EFA202953 


E1M10000236A03 


ECO103287 


S1M10000006F06 


SAU800548 


E3M10000004G01 


EFA200839 


E1M10000236D03 


ECO 102556 


S1M10000006G06 


SAU800006 


E3M10000004D02 


EFA202022 


E1M10000236G03 


ECO102655 


S1M10000006A07 


SAU800967 


E3M10000004D02 


EFA202028 


E1M10000236A04 


ECO103186 


S1M10000006B07 


SAU801760 
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Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


Clone Name 


Gene 

J_OCUSJLU 


E3M100000Q4D02 


EFA202536 


E1M10000236D04 


ECO 103481 


SlMlOOGuUUoOO / 


O AT TQAA^AA 


E3M1G0000G4C03 


EFA200412 


E1M10000236G04 


ECO 1035 10 


S1M10000006D07 


OAT TCA1 1 AC 


E3M10000004A04 


EFA201981 


E1M10000236A05 


ECO102847 


SlMlOUUUUUoiiU / 




E3M10000004A04 


EFA205229 


E1M10000236F05 


ECO103181 


o 1 x x 1 aa a a A A^r/" 1 A^ 

SlMl 0000006007 


O ATTCA1771 


E3M10000004F08 


EFA201977 


E1M10000236F05I 


ECO103182 


SlMlOOOOOu&AOs 


OAT TQfY5AQ£ 


E3M100000Q4F08 


EFA203137 


E1M10000236H06 


ECO 1 03242 


en X iff 1 AAAAAArDAO 


o attqaoo^s? 


E3M10000004D10 


EFA201999 


E1M10000236H06 


ECO103243 


ArtAAAA/C A 1 A 

SlMlOOOOOUoAlU 




E3M10000004D10 


EFA201997 


E1M10000236D08 


ECOl 03669 


ni \ / 1 AAAAAAiJD 1 A 

S 1 M 1 OOOOOQoB 10 


Q AT T8AO74.0, 


E3M10000004F10 


EFA200624 


E1M10000236F09 


ECO 103228 


ni \ /i AAAAAA^PI r\ 

S1M100000Q6C1G 


O AT TQAO/lO£ 


E3M10000004E11 


EFA200624 


E1M10000236C10 


ECO 102227 


fl-t X K 1 AAAAAA^P 1 A 

S 1 M 1 00000060 1 0 




E3M10000004H11 


EFA205225 


E1M10000236A11 


ECO 102986 


S 1 M 1 00000060 1 0 


O A T TO AO OA Q 


E3M10000004H11 


EFA201977 


E1M10000236C11 


ECO101088 


<*i 1 x t 1 aa a a a a^T5 1 i 

S1M10000006B11 


O ATTQA1 8 


E3M10000004H11 


EFA203137 


E1M10000236F12 


ECO 10 1355 


S1M10000006G11 


OAT TQAOI 1 O 


E3M10000005B01 


EFA201984 


E1M10000237A02 


ECO103161 


S1M10000006G11 


OAT TQAOI 1 Q 


E3M10000005B01 


EFA201983 


E1M10000237B02 


ECO 101 830 


S1M10000006A12 


OAT TQAA^/f 0 


E3M10O000O5C01 


EFA200839 


E1M10000237E04 
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EFA200544 


E1M10000244F12 


ECO103223 


S1M10000011C03 


SAU802713 


E3M10000016F10 


EFA201986 


E1M10000245C01 


ECO101259 


S1M10000011E03 


SAU800453 


E3M1OO0O016F1O 


EFA205255 


E1M10000245E02 


ECO101067 


S1M10000011F03 


SAU8O0593 


E3M10000016H10 


EFA205257 


E1M10000245E03 


ECO101258 


S1M10000011G03 


SAU801487 


E3M10000017A09 


EFA205285 


E1M10000245H03 


ECO100169 


S1M10000011G03 


SAU801490 


E3M10000017A09 


EFA201999 


E1M10000245A04 


ECO101067 


S1M10000011H03 


SAU800539 


E3M10000017D09 


EFA201985 


E1M10000245B04 


ECO103074 


S1M10000011A04 


SAU802240 


E3M1O000018EO1 


EFA200839 


E1M10000245B04 


ECO103075 


S1M10000011B04 


SAU801514 


E3M10000018C02 


EFA201028 


E1M10000245D04 


ECO102815 


S1M10000011B04 


SAU801513 


E3M10000018H06 


EFA201981 


E1M10000245B05 


ECO103885 


S1M10000011D04 


SAU802162 


E3M1 000001 8A07 


EFA202007 


E1M10000245C05 


ECO100179 


S1M10000011E04 


SAU801516 


E3M10000018G09 


EFA203904 


E1M10000245C05 


ECO100180 


S1M10000011F04 


SAU801252 


E3M10000019D02 


EFA202022 


E1M10000245D05 


ECO103514 


S1M10000011G04 


SAU801139 


E3M10000019E03 


EFA200807 


E1M10000245F06 


ECO 103884 


S1M10000011H04 


SAU802448 


E3M10000019E04 


EFA200805 


E1M10000245B07 


ECO103878 


S1M100000UB05 


SAU802448 


E3M10000019B06 


EFA201888 


E1M10000245B07 


ECO204942 


S1M10000011C05 


SAU800539 


E3M10000020G04 


EFA200807 


E1M10000245E09 


ECO103262 


S1M10000011G05 


SAU800593 


E3M10O00O20HO5 


EFA200840 


E1M10000245E09 


ECO103878 


S1M100000UA06 


SAU801514 


E3M10000021C03 


EFA200805 


E1M10000245E09 


ECO204942 


S1M10000011A06 


SAU801513 


E3M10000021C04 


EFA205285 


E1M10000245G09 


ECO103218 


S1M10000011C06 


SAU800593 


E3M10000021D04 


EFA200807 


E1M10000245B11 


ECO102040 


S1M10000011D06 


SAU800743 


E3M10000021G04 


EFA201974 


E1M10000245C11 


ECO103242 


S1M10000011F06 


SAU801230 


E3M10000021A08 


EFA201999 


E1M10000245C11 


ECO103243 


S1M10000011F06 


SAU801231 


E3M10000021A08 


EFA201997 


E1M10000245D11 


ECO101628 


S1M10000011G06 


SAU802710 


E3M10000021C08 


EFA202001 


E1M10000245E11 


ECO103221 


S1M10000012B01 


SAU801301 


E3M10000021B10 


EFA201997 


E1M10000245E11 


ECO 103222 


S1M10000012C01 


SAU801900 


E3M10000021E10 


EFA202006 


E1M10000245E11 


ECO103223 


S1M10000012E01 


SAU801471 


E3M10000021G10 


EFA201028 


E1M10000245H11 


ECO103232 


S1M10000012E01 


SAU801470 


E3M10000021A11 


EFA201981 


E1M10000245HH 


ECO 103233 


S1M10000012G01 


SAU801193 


E3M10000021G11 


EFA201997 


E1M10000245B12 


ECO103181 


S1M10000012A02 


SAU802565 


E3M10000021H11 


EFA201997 


E1M10000245D12 


ECO 103227 


S1M10000012A02 


SAU802564 


E3M10000022G02 


EFA202298 


E1M10000245D12 


ECO103228 


S1M10000012E02 


SAU800329 


E3M10000022A04 


EFA201986 


EIM10000245E12 


ECO103116 


S1M10000012G02 


SAU800422 


E3M10000022B04 


EFA201986 


E1M10000246FOI 


ECO103481 


S1M10000012C03 


SAU800276 


E3M10000022D04 


EFA201985 


E1M10000246B02 


ECO103886 


S1M10000012F03 


SAU802332 


E3M10000022B05 


EFA201986 


E1M10000246D03 


ECO100850 


S1M10000012F03 


SAU802333 


E3M10000022B05 


EFA205255 


E1M10000246E03 


ECO101184 


S1M10000012G03 


SAU300404 


E3M10000022C05 


EFA202001 


E1M10000246G03 


ECO103185 


S1M10000012C04 


SAU800276 


E3M10000022C05 


EFA205285 


E1M10000246G03 


ECO103186 


S1M10000012D04 


SAU800357 


E3M10000022F05 


EFA200805 


E1M10000246C05 


ECO102253 


S1M10000012E04 


SAU800345 


E3M10000022C06 


EFA201975 


E1M10000246A06 


ECO102091 


S1M10000012F04 


SAU802238 


E3M10000022F06 


EFA205285 


E1M10000246B06 


ECO101712 


S1M10000012B05 


SAU801515 


E3M10000022F06 


EFA201999 


E1M10000246D06 


ECO100672 


S1M10000012C05 


SAU801741 


E3M10000022B07 


EFA202012 


E1M10000246C07 


ECO 103217 


S1M10000012D05 


SAU800424 
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Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


E3M10000022E08 


EFA205288 


E1M10000246F07 


ECO104093 


S1M10000012H05 


SAU800546 


E3M10000022F08 


EFA201986 


E1M10000246A08 


ECO103372 


S1M10000012H05 


SAU800547 


E3M10000022C09 


EFA201999 


E1M10000246D09 


ECO103243 


S1M10000012A06 


SAU800546 


E3M10000022A11 


EFA20198I 


E1M10000246D09 


ECO103244 


S1M10000012A06 


SAU800547 


E3M10000022B11 


EFA205288 


E1M10000246E10 


ECO103226 


S1M10000012B06 


SAU800593 


E3M10000022B11 


EFA202003 


E1M10000246B11 


ECO103263 


S1M10000012C06 


SAU801518 1 


E3M10000022G12 


EFA202006 


E1M10000246F11 


ECO101259 


S1M10000012C06 


SAU801517 


E3M10000023B02 


EFA202001 


E1M10000247B01 


ECO101656 


S1M10000012D06 


SAU801139 


E3M10000023B02 


EFA202003 


E1M10000247E01 


ECO101855 


S1M10000012G06 


SAU801517 


E3M10000023D02 


EFA200805 


E1M1000O247GO1 


ECO103219 


S1M10000012B07 


SAU802218 


E3M10000023F02 


EFA201985 


E1M10000247E02 


ECO103264 


S1M10000012B07 


SAU802217 


E3M10000023G02 


EFA202001 


E1M10000247E02 


ECO 103265 


S1M10000012D07 


SAU800543 


E3M10000023A03 


EFA201984 


E1M10000247A03 


ECO102186 


S1M10000012E07 


SAU802419 


E3M1OO00023A03 


EFA202953 


E1M10000247D03 


ECO 100757 


S1M10000012F07 


SAU802160 


E3M10000023C03 


EFA205257 


E1M10000247G03 


ECO103481 


S1M10000012G07 


SAU801516 


E3M10000023C03 


EFA201986 


E1M10000247B04 


ECO100560 


S1M10000012G07 


SAU801515 


E3M10000023C04 


EFA200811 


E1M10000247H04 


ECO100404 


S1M10000012A08 


SAU800452 


E3M10000023D04 


EFA202001 


E1M10000247D05 


ECO 100557 


S1M10000012A08 


SAU800453 


E3M1G000023E04 


EFA201985 


E1M10000247A06 


ECO 103226 


S1M10000012A08 


SAU502176 


E3M10000023G04 


EFA201984 


E1M10000247A06 


ECO103227 


S1M10000012B08 


SAU800537 


E3M10000023G04 


EFA202953 


E1M10000247B06 


ECO103452 


S1M10000012B08 


SAU800536 


E3M10000023A06 


EFA201975 


E1M10000247G06 


ECO103885 


S1M10000012D08 


SAU801900 


E3M1O00OO23BO6 


EFA200811 


E1M10000247G07 


ECO103884 


S1M10000012E08 


SAU800173 


E3M10000023B06 


EFA200812 


E1M10000247D08 


ECO100885 


S1M10000012F08 


SAU800173 


E3M10000023C06 


EFA201984 


E1M10000247F09 


ECO101259 


S1M10000012G08 


SAU800244 


E3M10000023C06 


EFA202953 


E1M10000247F09 


ECO101258 


. S1M10000012HO8 


SAU802378 


E3M10000023A07 


EFA200807 


E1M10000247C11 


ECO104091 


S1M10000012A09 


SAU800588 


E3M10000023E07 


EFA205285 


E1M10000247C11 


ECO104092 


S1M10000012D09 


SAU800542 


E3M10000023E07 


EFA201999 


E1M10000247E11 


ECO103878 


S1M10000012F09 


SAU801758 


E3M10000023C08 


EFA201974 


E1M10000247E11 


ECO204942 


S1M10000012H09 


SAU800974 


E3M10000023H08 


EFA200807 


E1M10000247B12 


ECO103230 


S1M10000012A10 


SAU801904 


E3M10000023A09 


EFA202006 


E1M10000248G01 


ECO103462 


S1M10000012F10 


SAU800542 


E3M10000023C09 


EFA202001 


E1M10000248A02 


ECO101183 


S1M10000012G10 


SAU801354 


E3M10000023C09 


EFA202003 


E1M10000248A02 


ECO101184 


S1M10000012H10 


SAU800539 


E3M10000023E09 


EFA2008O5 


E1M10000248E04 


ECOl 03461 


S1M10000012H10 


SAU800540 


E3M10000023F10 


EFA201977 


E1M10000248H04 


ECO102255 


S1M10000012H10 


SAU800541 


E3M10000023G10 


EFA205255 


E1M10000248H05 


ECO101381 


S1M10000012A11 


SAU802419 


E3M1 0000024 A03 


EFA205285 


E1M10000248A06 


ECO 100068 


S1M10000012B11 


SAU802547 


E3M1 0000024 A04 


EFA200326 


E1M 10000248 A06 


ECO 100069 


S1M10000012C11 


SAU802249 


E3M10000024C06 


EFA200805 


E1M10000248G06 


ECO 103886 


S1M10000012C11 


SAU80224S 


E3M10000024A08 


EFA202001 


E1M10000248H08 


ECO103229 


S1M10000012F11 


SAU801093 


E3M10000024A08 


EFA205285 


E1M10000248H08 


ECO 103230 


S1M10000012H11 


SAU800191 


E3M10000024B08 


EFA205288 


E1M10000248B12 


ECO100668 


S1M10000012C12 


SAU801093 


E3M10000024B08 


EFA203140 


E1M10000248B12 


ECO100669 


S1M10000012D12 


SAU800265 


E3M10000025B01 


EFA201976 


E1M10000249E01 


ECO103929 


S1M10000012D12 


SAU800266 


E3M10000025B01 


EFA201975 


E1M10000249G01 


ECO103074 


S1M10000012E12 


SAU802496 


E3M10000025C01 


EFA200807 


E1M10000249G01 


ECO103075 


S1M10000012F12 


. SAU802496 


E3M10000025D01 


EFA202001 


E1M10000249D02 


, ECO10085C 


) S1M10000013E01 


SAU802059 


E3M10000025D01 


EFA205285 


E1M10000249F02 


ECO10023S 


> S1M10000013G01 


SAU801475 


E3M10000025B03 


EFA205255 


EIM10000249F03 


ECO100362 


. S1M10000013A02 


. SAU802059 


E3M10000025B03 


EFA2C1985 


E1M10QC0249HG4 


i ECO102321 


J S1M10000013B05 


\ SAU800540 


E3M10000025C04 


t EFA202003 


ElM10000249GOf 


1 ECO102631 


* S1M1OO00O13EO2 


. SAU800720 


E3M10000025F04 


[ EFA20200I 


E1M10000249C0* 


> ECO10323; 


f S1M1O000013FO2 


I SAU801518 
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Clone Name 


Gen© 
LocusID 


Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


E3M10000025F04 


EFA205285 


E1M10000249D06 


ECO103222 


S1M10000013A03 


SAU802254 


E3M10000025B05 


EFA201976 


E1M10000249D06 


ECO103223 


S1M100OOO13BO3 


SAU801018 


E3M10000025B05 


EFA201975 


E1M10000249A07 


ECO103376 


S1M10000013C03 


SAU801093 


E3M10000025C05 


EFA201977 


E1M10000249C07 


ECO103886 


S1M10000013F03 


SAU800548 


E3M10000025C05 


EFA203137 


E1M10000249B08 


ECO102553 


S1M10000013H03 


SAU600582 


E3M10000025A06 


EFA202001 


E1M10000249F08 


ECO103482 


S1M10000013H03 


SAU103752 


E3M100O0025F06 


EFA201986 


E1M10000249B09 


ECO103494 


S1M10000013B04 


SAU800543 


E3M10000025F06 


EFA205255 


E1M10000249C09 


ECO101684 


S1M10000013E04 


SAU802229 


E3M10000025F06 


EFA201985 


E1M10000249H09 


ECO103263 


S1M10000013G04 


SAU800391 


E3M10000025C07 


EFA201028 


E1M10000249E10 


ECO103881 


S1M10000013H04 


SAU800017 


E3M10000025E07 


, EFA201993 


E1M10000249E10 


ECO103882 


S1M100O0O13AO5 


SAU800017 


E3M10000025G07 


EFA202003 


E1M10000249D11 


ECO102144 


S1M100O0O13B05 


SAU800537 


E3M10000025C08 


EFA200807 


E1M10000249H11 


ECO101382 


S1M10000013C05 


SAU800965 


E3M10000025E08 


EFA201974 


E1M10000250F02 


ECO103263 


S1M10000013G05 


SAU800771 


E3M10000025F08 


EFA200840 


E1M10000250H02 


ECO103331 


S1M100OOO13G05 


SAU800772 


E3M10000025C09 


EFA200805 


E1M10000250E03 


ECO 102556 


S1M10000013H05 


SAU802506 


E3M10000025F09 


EFA202006 


E1M10000250G03 


ECO101314 


S1M10000013B06 


SAU801234 


E3M10000025G09 


EFA200662 


E1M10000250A04 


ECO 103262 


S1M10000013E06 


SAU802125 


E3M10000025G09 


EFA200661 


E1M10000250A04 


ECO103878 


S1M10OO0O13G06 


SAU800179 


E3M10000025B10 


EFA201999 


E1M10000250A04 


ECO204942 


S1M10000013A07 


SAU802247 


E3M10000025D1O 


EFA200805 


E1M10000250E04 


ECO103884 


S1M10000013B07 


SAU802496 


E3M10000025F10 


EFA205285 


E1M10000250H04 


ECO103710 


S1M10000013C07 


SAU800537 


E3M10000025C11 


EFA201999 


E1M100O025OA05 


ECO101095 


S1M10000013F07 


SAU801183 


E3M10OO0O25E11 


EFA201985 


E1M10000250E05 


ECO101328 


S1M10000013G07 


SAU801515 


E3M10000025E11 


EFA201984 


E1M10000250E05 


ECO101329 


S1M10000013H07 


SAU800517 


E3M10000025E11 


EFA202953 


E1M10000250G07 


ECO101567 


S1M10000013A08 


SAU801864 


E3M1O0OO025F11 


EFA201974 


E1M10000250G07 


ECO101568 


S1M10000013C08 


SAU801517 


E3M10000025E12 


EFA200660 


E1M10000250D09 


ECO103264 


S1M10OO0O13D08 


SAU802234 


E3M10000025F12 


EFA201997 


E1M10000250G09 


ECO101180 


S1M10000013D08 


SAU802233 


E3M10000027G01 


EFA200660 


E1M10000250B10 


ECO103263 


S1M10000013E08 


SAU802063 


E3M10000027G01 


EFA200661 


E1M10000250E10 


ECO103217 


S1M10000013F08 


SAU801647 


E3M1 0000027 A02 


EFA201982 


E1M10000250D11 


ECO 103097 


S1M10000013G08 


SAU600582 


E3M1 0000027 A02 


EFA201981 


E1M10000250H11 


ECO 103376 


S1M10000013A09 


SAU800506 


E3M10000027C02 


EFA200842 


E1M10000250G12 


ECO103264 


S1M10000013A09 


SAU800505 


E3M10000027C03 


EFA202001 


E1M10000251A02 


ECO101256 


S1M10000013B09 


SAU801185 


E3M10000027C03 


EFA205285 


E1M10000251D04 


ECO103100 


S1M10000013B09 


SAU801186 


E3M10000027D03 


EFA200807 


E1M10000251F04 


ECO 100662 


S1M10000013C09 


SAU801760 


E3M10000027H03 


EFA205288 


El Ml 000025 1H04 


ECO 103243 


S1M10000013D09 


SAU802054 


E3M10000027H04 


EFA202001 


E1M10000251F05 


ECO104213 


S1M1 00000 13D09 


SAU802055 


E3M1 000002 7D05 


EFA201999 


E1M10000251A07 


ECO101183 


S1M10000013E09 


SAU801518 


E3M10000027A07 


EFA202001 


E1M10000251A07 


ECO 10 1184 


S1M10O00013E09 


SAU801517 


E3M10000027B07 


EFA201997 


E1M10000251C07 


ECO103514 


S1M10000013F09 


SAU801273 


E3M10000027H07 


EFA205285 


E1M10000251B08 


ECO 103220 


S1M10000013H09 


SAU802091 


E3M10000027H07 


EFA201999 


E1M10000251B08 


ECO103221 


S1M10000013H09 


SAU802092 


E3M10000027B08 


EFA202001 


E1M10000251H08 


ECO103231 


S1M10000013A10 


SAU801758 


E3M10000027C08 


EFA201993 


E1M10000251H09 


ECO101763 


S1M10000013C10 


SAU802094 


E3M10000027D08 


EFA202217 


E1M10000251C10 


ECO100170 


S1M10000013E10 


SAU802230 


E3M10000027G08 


EFA205257 


E1M10000251F11 


ECO103883 


S1M10000013F10 


SAU800292 


E3M1Q000027G08 


EFA205258 


E1M10000251G11 


ECO 103263 


S1M10000013F10 


SAU800293 


E3M10000027A09 


EFA201984 


E1M10000251C12 


ECO101184 


S1M10000013G10 


SAU802539 


E3M10000027A09 


EFA202953 


E1M10000251D12 


ECO 100886 


S1M10000013H10 


SAU801760 


E3M10000027B09 


EFA200807 


E1M10000251F12 


ECO103223 


■S1M10000013A11 


SAU801515 


E3M10000027D10 


EFA202006 


E1M10000252D01 


ECO102023 


S1M10000013B11 


SAU302699 
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Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


E3M10000028B01 


EFA200839 


E1M10000252G02 


ECO104212 


S1M10000013B11 


oAUJUZ /40 


E3M10000028C01 


EFA200811 


E1M10000252C03 


ECO103229 


S1M10000013CH 


OAT TOA1 ^ 

SAU80176U 


E3M10000028C01 


EFA200812 


E1M10000252C03 


ECO 103230 


S1M10000013DH 


<*l A T TOAAAA1 

SAU800001 


E3M1G000028D01 


EFA201976 


E1M10000252G03 


ECO 103029 


S1M10000013G11 


OAT TOA1 *7f\ 1 

SAU801791 


E3M1C000028D01 


EFA201975 


E1M10000252B04 


ECO100169 


S1M10000013F12 


SAU800005 


E3M10000028EOI 


EFA201869 


E1M10000252E04 


ECO103242 


S1M10000013G12 


SAU8C1280 


E3M10000028A02 


EFA205229 


EIM10000252F04 


ECO 100663 


S1M10000014B01 


SAU 802249 


E3M10000028B02 


EFA200811 


E1M10000252A05 


ECO102646 


S1M10000014E01 


OAT TO/V^ 1lO 

SAU802238 


E3M10000028B02 


EFA200812 


E1M10000252A06 


ECO103181 


S1M10000014E01 


OAT lOA^on 

SAU 802237 


E3M10000028C02 


EFA200811 


E1M10000252D06 


ECO103481 


S1M10000014A02 


OAT TO A^ /IOC 

SAU802425 


E3M10000028C02 


EFA200812 


E1M10000252A07 


ECO103221 


S1M10000014B02 


oat TonAcon 

SAU800539 


E3M10000028D02 


EFA202298 


EIM10000252H07 


ECO 103223 


S1M10000014B02 


OAT TOf\f\C A f\ 

SAU800540 


E3M10000028F02 


EFA205285 


E1M10000252A09 


ECO103886 


S1M10000014F02 


OAT TO/M C*\£L 

SAU80162O 


E3M10000028A03 


EFA201977 


E1M10000252E09 


ECO102227 


S1M10000014F02 


OAT TO/\1 

SAU801625 


E3M10000028B03 


EFA202001 


E1M10000252B10 


ECO103775 


S1M10000014F02 


OAT TO/M £.*}A 

SAU801624 


E3M1000OO28EO3 


EFA203598 


E1M10000252D10 


ECO100457 


. S1M10000014G02 


oat Torino ca 

SAU800354 


E3M100OOO28F03 


EFA201980 


E1M10000252D10 


ECO 10045 8 


S1M1 00000 14H02 


oat toai 

SAU oD 124o 


E3M10000028F03 


EFA201981 


E1M10000252E10 


ECO102192 


S1M1 00000 14A03 


OAT TOA1 CL(\ti 

SAUoUloUO 


E3M1000OO28FO3 


EFA205229 


E1M10000252E11 


ECO 103262 


S1M10000014B03 


oat ioc\f\c i *7 

SAU80051 7 


E3M10000028A04 


EFA201986 


E1M10000252E11 


ECO103878 


S1M10000014D03 


OAT TOAI 111 

SAU802121 


E3M10000028A04 


EFA205255 


E1M10000252E11 


ECO204942 


S1M10000014F03 


OAT VOf\s\CO/Z 

SAU802586 


E3M10000028B04 


EFA202001 


E1M10000252E12 


ECO 100748 


S1M10000014F03 


SAU802585 


E3M10000028B04 


EFA205285 


E1M10000253A02 


ECO100886 


S1M10000014H03 


OAT TO AO 1 Ol 

SAU802187 


E3M10000028C04 


EFA200894 


E1M10000253G02 


ECO 103263 


S1M10000014B04 


SAU800924 


E3M10000028E04 


EFA200613 


E1M10000253C04 


ECO103885 


S1M10000014B04 


oat TOAr\ni c 

SAU800925 


E3M10000028H04 


EFA205257 


E1M10000253D04 


ECO103221 


S1M10000014E04 


SAU801644 


E3M10000028A05 


EFA202166 


E1M10000253FG4 


ECO100169 


S1M10000014F04 


SAU800016 


E3M10000028A05 


EFA202168 


E1M10000253H05 


ECO 103240 


S1M10000014G04 


SAU801719 


E3M10000028B05 


EFA201087 


E1M10000253H05 


ECO 103241 


S1M10000014H04 


O A ¥ TflAl of ^ 

SAU801256 


E3M10000028B05 


EFA201084 


E1M10000253D08 


ECO103886 


S1M10000014A05 


SAU800532 


E3M10000028C05 


EFA202001 


E1M10000253E08 


ECO103242 


S1M10000014B05 


SAU800319 


E3M10O0OO28D05 


EFA202168 


E1M10000253A09 


ECO103263 


S1M10000014C05 


SAU802247 


E3M10OOOO28F05 


EFA202006 


E1M10000253D09 


ECO102636 


S1M10000014E05 


SAU800503 


E3M100OOO28GO5 


EFA202006 


E1M10000253E09 


ECO 103929 


S1M10000014F05 


SAU802506 


E3M10000028A06 


EFA201883 


E1M10000253F09 


ECO101259 


S1M10000014H05 


SAU801192 


E3M10000028B06 


EFA200840 


E1M10000253GO9 


ECO102637 


S1M10000014B06 


SAU800701 


E3M10000028C06 


EFA201888 


E1M10000253A10 


ECO100632 


• S1M10000014C06 


SAU802081 


E3M10000028D06 


EFA200839 


E1M10000253C10 


ECO103218 


S1M10000014D06 


SAU802081 


E3M10000028G06 


EFA201905 


E1M10000253D10 


ECO103185 


SIM10000014G06 


SAU801256 


E3M10000028B07 


EFA202001 


E1M10000253B11 


ECO103262 


S1M10000014H06 


SAU801256 


E3M10000028C07 


EFA202298 


E1M10000253B11 


ECO103878 


S1M10000014A07 


SAU801220| 


E3M10000028E07 


EFA200811 


E1M10000253B11 


ECO204942 


S1M10000014B07 


SAU800545 


E3M10000028F07 


EFA201028 


E1MI0000253F11 


ECO103161 


S1M10000014C07 


SAU802230 


E3M10000028G07 


EFA201986 


E1M10000253D12 


ECO102556 


S1M10000014E07 


SAU802100 


E3M10000028G07 


EFA205255 


E1M10000253G12 


ECO101086 


S1M10000014E07 


SAU802098 


E3M10000028H07 


EFA200842 


E1M10000254A03 


ECO102637 


S1M10000014E07 


r SAU802099 


E3M10000028A08 


EFA201087 


E1M10000254A03 


ECO 102638 


S1M10000014GO'/ 


r SAU802581 


E3M10000028A08 


EFA201084 


E1M10000254B03 


ECO103242 


S1M1 00000 14G01 


SAU802580 


E3M10000028B08 


EFA201981 


E1M10000254C02 


ECO 10322c 


o iiv/f 1 nr\nnni /idas 
) oIM1UUUUU14dUc 


> oAUoUUj4Z 


E3M10000028C08 


EFA200811 


E1M10000254F03 


ECO10106e 


i S1M10000014DO* 


I SAU800542 


E3M1GC0C028C08 


EFA2CC8I2 


E1M10Q00254AG4 


\ ECO103263 


\ S1M10000014E0S 


( SAU802496 


E3M10O00028D08 


EFA202O15 


E1M10000254GO* 


1 ECO 103074 


\ S1M10000014FO* 


I SAU800001 


E3MI0000029B01 


EFA202214 


ElM10000254G0f 


i ECO10307f 


I S1M1C000014GOJ 


1 SAU800546 
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E3M10000029D01 


EFA202168 


E1M10000254H05 


ECO103243 


S1M10000014H08 


SAU800546 


E3M10000029E01 


EFA202274 


E1M10000254H05 


ECO103244 


S1M10000014C09 


SAU802249 


E3M10000029F01 


EFA200916 


E1M10000254B06 


ECO 102636 


S1M10000014C09 


SAU802248 


E3M10000029G01 


EFA200179 


E1M10000254A07 


ECO103885 


S1M10000014D09 


SAU801061 


E3M10000029A02 


EFA202001 


E1M10000254E07 


ECO103263 


S1M10000014E09 


SAU801760 


E3M10000029A02 


EFA205285 


E1M10000254G07 


ECO103886 


S1M10000014F09 


SAU801760 


E3M10000029B02 


EFA202001 


E1M10000254A08 


ECO 103097 


S1M10000014B10 


SAU801186 


E3M10000029C02 


EFA200358 


E1M10000254B09 


ECO101134 


S1M10000014C10 


SAU801800 


E3M10000029H02 


EFA200747 


E1M10000254F10 


ECO100095. 


S1M10000014D10 


SAU802154 


E3M10000029H02 


EFA200746 


E1M10000254A11 


ECO103227 


S1M10000014E10 


SAU800019 


E3M10000029C03 


EFA201379 


E1M10000254C11 


ECO103221 


S1M10000014F10 


SAU801354 


E3M10000029D03 


EFA202001 


E1M10000254C11 


ECO103222 


S1M10000014A11 


SAU801630 


E3M10000029E03 


EFA200807 


E1M10000254E12 


ECO102834 


S1M10000014B11 


SAU802565 


E3M10000029A04 


EFA201987 


E1M10000255C01 


ECOl 00886 


S1M10000014B11 


SAU802564 


E3M10000029B04 


EFA201163 


E1M10000255G02 


ECO103262 


S1M10000014C11 


SAU801682 


E3M10000029C04 


EFA202160 


E1M10000255G02 


ECO 103878 


S1M10000014C11 


SAU801681 


E3M10000029D04 


EFA200457 


E1M10000255G02 


ECO204942 


S1M10000014D11 


SAU802654 


E3M10000029G04 


EFA200457 


E1M10000255H02 


ECO101324 


S1M10000014H11 


SAU802565 


E3M10000029H04 


EFA202177 


E1M10000255A04 


ECO103482 


S1M10000014H11 


SAU802564 


E3M10000029H04 


EFA202176 


E1M10000255D05 


ECO100886 


S1M10000014A12 


SAU800006 


E3M10000029A05 


EFA201028 


E1M10000255F06 


ECO102857 


. S1M10000014B12 


SAU802565 


E3M10000029B05 


EFA200840 


E1M10000255G06 


ECO 103262 


S1M10000014B12 


SAU802564 


E3M10000029C05 


EFA200562 


E1M10000255G06 


ECO103878 


S1M10000014C12 


SAU802218 


E3M10000029D05 


EFA201987 


E1M10000255G06 


ECO204942 


S1M10000014C12 


SAU802217 


E3M10000029E05 


EFA200192 


E1M10000255B08 


ECO103226 


S1M10000014E12 


SAU802160 


E3M10000029F05 


EFA202160 


E1M10000255BO8 


ECO103227 


S1M10000014G12 


SAU802246 


E3M10000029G05 


EFA202180 


E1M10000255D09 


ECO103655 


S1M10000014G12 


SAU802247 


E3M10000029H05 


EFA202007 


E1M10000255F09 


ECO 102827 


S1M10000015C01 


SAU800547 


E3M10000029B06 


EFA201749 


E1M10000255F09 


ECO102828 


S1M10000015F01 


SAU802548 


E3M10000029C06 


EFA201984 


E1M1O000255B10 


ECO101026 


S1M10000015G01 


SAU800324 


E3M10000029C06 


EFA201983 


E1M10000256F01 


ECO 103263 


S 1 M 1000001 5 A02 


SAU801631 


E3M10000029D06 


EFA201987 


E1M10000256B02 


ECO 102645 


S1M10000015B02 


SAU802606 


E3M10000029D06 


EFA201993 


E1M10000256B02 


ECO 102646 


S1M10000015B02 


SAU802605 


E3M10000029F06 


EFA203429 


E1M10000256D02 


ECO 101 684 


S1M10000015C02 


SAU802606 


E3M10000029C07 


EFA202177 


E1M10000256A04 


ECO104147 


S1M10000015C02 


SAU802605 


E3M10000029C07 


EFA202176 


E1M10000256C05 


ECO103559 


S1M10000015D02 


SAU802261 


E3M10000029E07 


EFA202378 


E1M10000256E07 


ECO 103262 


S1M10000015E02 


SAU800187 


E3M10000029G07 


EFA201869 


E1M10000256E07 


ECO103878 


S1M10000015F02 


SAU800499 


E3M10000029H07 


EFA202013 


E1M10000256E07 


ECO204942 


S1M10000015G02 


SAU801007 


E3M10000029B08 


EFA202200 


E1M10000256E09 


ECO100184 


S1M10000015G02 


SAU801008 


E3M10000029C08 


EFA203606 


E1M10000256E09 


ECO100185 


S1M10000015A03 


SAU800185 


E3M10000029C08 


EFA203607 


E1M10000256A10 


ECO102415 


S1M10000015C03 


SAU800187 


E3M10000029D08 


EFA201926 


E1M10000256F10 


ECO 103 160 


S1M10000015D03 


SAU802331 


E3M10000029E08 


EFA202298 


E1M10000256C12 


ECO103230 


S1M10000015E03 


SAU801511 


E3M10000029G08 


EFA202012 


E1M10000256C12 


ECO 103231 


S1M10000015F03 


SAU801758 


E3M10000029H08 


EFA201982 


E1M10000257C01 


ECO 103820 


S1M10000015G03 


SAU801749 


E3M10000029C09 


EFA201869 


E1M10000257G01 


ECOl 03238 


S1M10000015A04 


SAU600582 


E3M10000029E09 


EFA200457 


E1M10000257G01 


ECO103239 


S1M10000015D04 


SAU800942 


E3M10000029F09 


EFA201460 


E1M10000257G01 


ECO 103240 


S1M10000015F04 


SAU801758 


E3M10000029G09 


EFA200538 


E1M10000257A02 


ECO100135 


S1M10000015G04 


SAU801719 


E3M10000029A10 


EFA202007 


E1M10000257D02 


ECO 102555 


S1M10000015H04 


SAU802230 


E3M10000029C10 


EFA200457 


E1M10000257D02 


ECO102556 


S1M10000015H04 


SAU802229 


E3M10000029E10 


EFA201869 


EIM10000257H02 


ECO103226 


S1M10000015A05 


SAU802217 
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Gene 
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E3M10000029E10 


EFA201867 


E1M10000257H02 


ECO 103227 


O 1 TV A 1 AAAAA1 COAC 




E3M10000029F10 


EFA202378 


E1M10000257C03 


ECO100161 


S 1 M 1 00UUU 1 jDvj 


C AT TCAOOAO 


E3M10000029G10 


EFA200245 


E1M10000257F04 


ECO101685 


o t X At AAAAA1 C/1AC 


O ATTQA1 <C1 ^ 


E3M10000029G10 


EFA200246 


E1M10000257F04 


ECO 10 1686 


OIX/1 AA AAA 1 C A A< 

SIMIuuUUUIjAUo 


C* ATTOA1 <i*7'3 


E3M10000029B11 


EFA200478 


E1M10000257G04 


ECO103263 


O 1 X ifl AAAAA1 Cf**f\4Z 


CAT TQOOOI *7 


E3M10000029G11 


EFA200326 


E1M10000257B05 


ECO 10 1 500 




cat VQAOAO/l 


E3M10000029H11 


EFA202003 


E1M10000257D05 


ECO102599 


ni\/i AAA AA1 CT7A/C 

SIM 100000 13bUo 


CJ AT Tcnio^7 


E3M10000029B12 


EFA201028 


E1M10000257D05 


ECO102600 


O 1 TV vT1 AAAAA1 CTTA/C 

SlMlOUUUOljrUo 


oAUoUZZUu 


E3M10000029C12 


EFA201869 


E1M10000257F06 


ECO 103 097 


O 1 X./M AAAAA1 CT?A< 




E3M10000029D12 


EFA201986 


E1M10000257G07 


ECO101333 


O 1 X A 1 A AAA A1 CCA£ 


cat T<ro9i ^ 


E3M10000029E12 


EFA200478 


E1M10000257H07 


ECO 103222 


O -f X A 1 AA A AA 1 C17A4C 

SlMlOuuOOljrUo 


CAT 


E3M10000029F12 


EFA201375 


E1M10000257H07 


ECO 103223 


ni xxi AAAAA1 CT7A/C 

SlMlOOGOOlorOo 


C ATTQA01OO 


E3M10000029G12 


EFA200421 


E1M10000257H08 


ECO 103559 


nit / i AAA A A1 CPA/C 

SIMIOOOOOIjuOo 


C AT TQA10<^ 


E3M1OOOOO30EO1 


EFA201986 


E1M10000257A09 


ECO 102637 


S1M10000015H06 


OAT TOAT5 AA 


E3M10000030E01 


EFA205255 


E1M10000257D09 


ECO 100886 


S1M10000015H06 


OAT TTAA^OQ 

SAU3003O5 


E3M10000030F01 


EFA200454 


E1M10000257GIO 


ECO 100485 


* ^ * -1 AAAAA1 f TTA/" 

S1M10000015H06 


OAT TCATO 1 C. 

SAU502215 


E3M10O0003OGO1 


EFA201977 


E1M10000257H10 


ECO101376 


SIM 100000 15H06 


OAT T1A1 lOI 

SAU201353 


E3M10000030D02 


EFA202182 


E1M10000257A11 


ECO 103 881 


S1M10000015H06 


OAT TO AO 1 AO 


E3M10000030E02 


EFA204646 


E1M10000257A11 


ECO 103882 


S1M10000015E07 


OAT TOA1 1 

oAUoUI loo 


E3M10000030B03 


EFA202006 


E1M10000257C11 


ECO 103220 


S1M10000015F07 


OAT TQAAC/tO 


E3M10000030C03 


EFA201888 


E1M10000257F11 


ECO 102420 


A 1 Tw >T1 AAAAA1 CPAH 

S1M10000015O0/ 




E3M10000030G03 


EFA200916 


E1M10000257B12 


ECO 103479 


O 1 TV K\ AAAAA1 CD AO 

SlM10000015B0o 




E3M10000030H03 


EFA200240 


E1M10000257F12 


ECO 103262 


OH If 1 AAAAA1 CD A O 

S1M10000015BO8 


OAT TQAOTIQ 


E3M10000030B04 


EFA200840 


E1M10000257F12 


ECO103878 


p -1 > /fl A AA AA 1 C PAO 

S1M10000015C08 


i OAT TOA1 


E3M10000030C04 


EFA201993 


E1M10000257F12 


ECO204942 


S1M10000015C08 


OAT TOA1 CC7 

SAU80155 / 


E3M10000030E04 


EFA200454 


E1M10000258C01 


ECO 100094 


S1M10000015F08 


OAT TOAO/IA1 


E3M10000030F04 


EFA201999 


E1M10000258C01 


ECO 100095 


S1M10000015G08 


OAT TOAOT 1 Q 


E3M1OO00030H04 


EFA201869 


E1M10000258H02 


ECO 103226 


O 1 Tk jT1 AAAAA1 CPAO 

S1M1OOO0O15G08 


OAT TOA^TOQ 


E3M10000030A05 


EFA200805 


E1M10000258H02 


ECO 103227 


O 1 \ At AAAAA1 < A AO 

SlMlUUOOUljAUy 


C AT TQAA^I 7 


E3M10000030B05 


EFA200457 


E1M10000258G03 


ECO102556 


O 1 X >T1 AAAAA1 CD AA 

SlM10u00015BUy 


C ATTCA1 41/! 


E3M10000030D05 


EFA201984 


E1M10000258A04 


ECO 103231 


ni x/1 AAAAA1 CTUAA 

S1M1 000001 5E09 


CAT TO A AAA 1 


E3M1OO00O30EO5 


EFA205288 


E1M10000258C04 


ECO 1 0209 1 


O 1 TV At AAAAA1 C DAA 

SlM10000015r09 


C ATTQA0011 


E3M10000030E05 


EFA202003 


E1M10000258G04 


ECO 103302 


ft 1 X jf 1 AAAAA1 C T? A A 

S1M10000015F09 


OAT TQAOTJA 


E3M1OOO0030B06 


EFA201999 


E1M10000258G04 


ECO 103303 


S1M10000015G09 


OAT TO AAO 1 Q 


E3M10000030D06 


EFA201884 


E1M10000258C05 


ECO 101259 


S1M10000015G09 


A T TO AAA 1 A 

SAU800219 


E3M1OO0OO30F06 


EFA201999 


E1M10000258D05 


ECO 100 169 


S1M10000015B10 


SAU802701 


E3M10000030G06 


EFA200192 


E1M10000258F05 


ECO 101 308 


S1M10000015C10 


SAU800517 


E3M10000030H06 


EFA205285 


E1M10000258G05 


ECO 100886 


S1M10000015E10 


SAU801011 


E3M10000030H06 


EFA201999 


E1M10000258A06 


ECO 103883 


S1M10000015F10 


SAU801011 


E3M10000030B07 


EFA201028 


E1M10000258A06 


ECO 103 884 


S1M10000015G10 


SAU800542 


E3M10000030F07 


EFA200457 


E1M10000258D06 


ECO102935 


S1M10000015A11 


n" A TTOA*>A/lA 

SAU802240 


E3M10O00O3OHO7 


EFA201993 


E1M10000258B07 


ECO 101524 


S1M10000015C11 


n a t TO A 1 yf3^ 

SAU801434 


E3M10O00O30A08 


EFA202180 


E1M10000258G07 


ECO101259 


S1M10000015E11 


OAT TOAA 1 C A 

SAU802159 


E3M1OO0OO30B08 


EFA200457 


E1M10000258G07 


ECO101258 


S1M10000015E11 


ft A T TO AA ICO 

SAU80215o 


E3M1OO00O30D08 


EFA200677 


E1M10000258G08 


ECO 103482 


S1M10000015G11 


OAT TOA1 TC/C 


E3M10000030E08 


EFA200418 


E1M10000258B09 


ECO10322S 


S1M10000015A12 


OAT TO AAC A T 

SAU800547 


E3M10000030G08 


EFA200805 


E1M10000258B09 


ECO10323C 


l S1M1O000015C12 


O A T TO AA AO 1 
SAU802051 


E3M10000030H08 


EFA200805 


E1M10000258D09 


ECO103832 


. S1M1O0OO015D12 


O A T T O A^ O 
SAU802215 


T? O X A 1 A A AAA") A A AA 

E3 M 1 000003 0 AOS 




T71 TVA 1 fiAAAT<QT? 1 fl 
tillYllUUUUZDor 111 




I O IlVl 1 UUUUU i JCi li 


SATJ800591 


E3M10000030D0S 


EFA200677 


E1M10000258F1C 


I ECO204942 


! S1M10000016C01 


SAU801281 


E3M10000030E0S 


► EFA205288 


E1M10000258C11 


ECO 102552 


\ S1M10000016C01 


SAU801282 


E3M100Q0030GOS 


> EFA201883 


E1M10000258F11 


ECO10322S 


S1M10000016D01 


SAU800589 


E3M10000030B1C 


) EFA200454 


I E1M10000258F11 


ECO103225 


S1M10000016G01 


SAU800002 
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E3M10000030D10 


EFA200457 


E1M10000259C03 


ECO102294 


S1M10000016B02 


SAU800016 


E3M10000O30E1O 


EFA200457 


E1M10000259C03 


ECO102295 


S1M10000016C02 


SAU8O0359 


E3M10000030F10 


EFA201981 


E1M10000259B04 


ECO103883 


S1M10000016D02 


SAU802439 


E3M10000030H10 


EFA202007 


E1M10000259E04 


ECO101944 


S1M10000016F02 


SAU801188 


E3M10O0OO3OA11 


EFA201926 


E1M10000259E05 


ECO102636 


S1M10000016F02 


SAU801189 


E3M10000030B11 


EFA201869 


E1M10000259B12 


ECO100811 


S1M10000016A03 


SAU802228 


E3M10000030H11 


EFA201920 


E1M10000260E02 


ECO202902 


S1M10000016A03 


SAU802227 


E3M10000030B12 


EFA202177 


E1M10000260G02 


ECO104090 


S1M10000016F03 


SAU801565 


E3M10000030B12 


EFA202176 


E1M10000260F04 


ECO101482 


S1M10000016G03 


SAU801617 


E3M10OOO030C12 


EFA202180 


E1M10000260A05 


ECO100647 


S1M10000016G03 


SAU801618 


E3M10000030D12 


EFA201981 


E1M10000260A05 


ECO100648 


S1M10000016H03 


SAU801517 


E3M10000030F12 


EFA202007 


E1M10000260C05 


ECO 102454 


S1M10000016A04 


SAU800539 


E3M10000030G12 


EFA202217 


E1M10000260E05 


ECO103929 


S1M10000016A04 


SAU800540 


E3M1O00OO31CO1 


EFA201926 


E1M10000260C07 


ECO101393 


S1M10000016C04 


SAU802082 


E3M10000031A02 


EFA200326 


E1M10000260G07 


ECO103488 


S1M10000016D04 


SAU802082 


E3M10000031B02 


EFA200357 


E1M10000260B08 


ECO103302 


S1M10000016E04 


SAU800153 


E3M10000031B02 


EFA200359 


E1M10000260D08 


ECO103461 


S1M10000016G04 


SAU800017 


E3M10000031F02 


EFA201028 


E1M10000260E08 


ECO100179 


S1M10000016H04 


SAU801183 


E3M10000031F02 


EFA201041 


E1M10000260E08 


ECO100180 


S1M10000016B05 


SAU801237 


E3M10000031B03 


EFA201801 


E1M10000260E09 


ECO103559 


S1M10000016C05 


SAU801089 


E3M10000031D03 


EFA202160 


E1M10000260E09 


ECO103558 


S1M10000016D05 


SAU800509 


E3M1O00OO31EO3 


EFA200805 


E1M10000260C10 


ECO103264 


S1M10000016E05 


SAU801237 


E3M10000031G03 


EFA200454 


E1M10000260D10 


ECO101031 


S1M10000016F05 


SAU802642 


E3M10000031B04 


EFA200179 


E1M10000260D10 


ECO101032 


S1M10000016F05 


SAU802641 


E3M10000031C04 


EFA201984 


E1M10000260E10 


ECO104093 


S1M10000016G05 


SAU802154 


E3M10000031D04 


EFA200807 


E1M10000260G10 


ECO103230 


S1M10000016A06 


SAU800543 


E3M10000031E04 


EFA205288 


E1M10000260G10 


ECO103231 


S1M10000016B06 


SAU800539 


E3M1O00OO31E04 


EFA202003 


E1M10000260H10 


ECO103181 


S1M10000016B06 


SAU800540 


E3M1O0O0O31F04 


EFA202001 


E1M10000260H10 


ECO103182 


S1M10000016C06 


SAU802496 


E3M10000031F04 


EFA202003 


E1M10000260H11 


ECO 103237 


S1M10000016D06 


SAU800967 


E3M10000031G04 


EFA202012 


E1M10000260B12 


ECO103263 


S1M10000016E06 


SAU802649 


E3M1OO00O31GO5 


EFA200805 


E1M10000260D12 


ECO 104206 


. S1M10000016F06 


SAU800106 


E3M100OOO31H05 


EFA201869 


E1M10000260G12 


ECO102041 


S1M10000016A07 


SAU801413 


E3M10000031A06 


EFA202631 


E1M10000261F01 


ECO100465 


S1M10000016B07 


SAU800385 


E3M10000031C06 


EFA202006 


E1M10000261B02 


ECO 103222 


S1M10000016E07 


SAU802652 


E3M10000031G06 


EFA200457 


E1M10000261B02 


ECO103223 


S1M10000016E07 


SAU802651 


E3M10000031H06 


EFA200418 


E1M10000261H02 


ECO103223 


S1M10000016E07 


SAU502208 


E3M10000031A07 


EFA200538 


E1M10000261G04 


ECO102857 


S1M10000016B08 


SAU800478 


E3M10000031E07 


EFA202003 


E1M10000261H05 


ECO103069 


S1M10O00016C08 


SAU800478 


E3M1O0OOO31F07 


EFA200457 


E1M10000261G06 


ECO100361 


S1M10000016D08 


SAU801749 


E3M10000031G07 


EFA200840 


E1M10000261G06 


ECO100362 


S1M10000016E08 


SAU800543 


E3M10000031H07 


EFA200840 


E1M10000261H06 


ECO103886 


S1M10000016F08 


SAU800478 


E3M1OO00O31A08 


EFA201028 


E1M10000261D08 


ECO103230 


S1M10000016H08 


SAU801751 


E3M10000O31D08 


EFA202160 


E1M10000261D08 


ECO 103231 


S1M10000016A09 


SAU801751 


E3M10000031G08 


EFA201886 


E1M10000261F08 


ECO100886 


S1M10000016B09 


SAU800490 


E3M10000031H08 


EFA201926 


E1M10000261C09 


ECO 103886 


S1M10000016C09 


SAU800767 


E3M10O00O31B09 


EFA200674 


E1M10000261H09 


ECO103624 


S1M10000016D09 


SAU801263 


E3M10000031E09 


EFA201926 


E1M10000261H09 


ECO103625 


S1M10000016E09 


SAU802243 


E3M10000031F09 


EFA202110 


E1M10000261E10 


ECO103220 


S1M10000016F09 


SAU802243 


E3M10O00031B1O 


EFA201009 


E1MI0000261E10 


ECO103221 


S1M10000016A10 


SAU801517 


E3M10000031C10 


EFA205255 


E1M10000262E01 


ECO101635 


S1M10000016B10 


SAU802254 


E3M1OO00O31H1O 


EFA200840 


E1M10000262C02 


ECO103696 


S1M10000016C10 


SAU802389 


E3M10000031B11 


EFA202013 


E1M10000262E02 


ECO103262 


• S1M10000016C10 


SAU802390 
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E3M10000031C11 


EFA201878 


E1M10000262E02 


ECO 103878 


S1M10000016C10 


SAU302890 


E3M1000O031F11 


EFA201977 


E1M10000262E02 


ECO204942 


S1M10000016D10 


SAU802389 


E3M10000031F11 


EFA203137 


E1M10000262F02 


ECO102229 


S1M10000016D10 


SAU802390 


E3M10000031G11 


EFA201999 


E1MI0000262D03 


ECO103230 


S1M10000016D10 


SAU302890 


E3M10000031H11 


EFA201028 


E1M10000262D03 


ECO103231 


S1M10000016E10 


SAU802528 


E3M10000031H11 


EFA201041 


E1M1OG0O262GO4 


ECO 103223 


S1M10000016H10 


SAU800545 


E3M10000031B12 


EFA201028 


E1M10000262C05 


ECO 101035 


S1M10000016B11 


SAU801719 


E3M10000031C12 


EFA201208 


E1M10000262C05 


ECO101036 


S1M10000016C11 


SAU801515 


E3M10000032C01 


EFA200842 


E1M10000262A06 


ECO101780 


S1M10000016D11 


SAU801515 


E3M10000032D01 


EFA202217 


E1M10000262A07 


ECO103221 


S1M10000016E11 


SAU802162 


E3M10000032F01 


EFA205285 


E1M10000262E07 


ECO103972 


S1M10000016E11 


SAU802161 


E3M10000032F01 


EFA201999 


E1M10000262E07 


ECO103973 


S1M10000016F11 


SAU801188 


E3M10000032GO1 


EFA200807 


E1M10000262E08 


ECO103262 


S1M10000016F11 


SAU801189 


E3M 10000032 A02 


EFA202006 


E1M10000262E08 


ECO103878 


S1M10000016A12 


SAU801476 


E3M10000032C02 


EFA201888 


E1M10000262E08 


ECO204942 


S1M10000016B12 


SAU802237 


E3M10000032D02 


EFA201999 


E1M10000262B10 


ECO 102872 


S1M10000016B12 


SAU802236 


E3M10000032F02 


EFA201987 


E1M10000262H10 


ECO101480 


S1M10000016C12 


SAU800542 


E3M10000032F02 


EFA201993 


E1M10000262G11 


ECO102324 


S1M10000016E12 


SAU800006 


E3M10000032G02 


EFA200807 


E1M10000262D12 


ECO102227 


S1M10000017C01 


SAU801632 


E3M10000032B03 


EFA200418 


E1M1O0OO262G12 


ECO100169 


S1M10000017F01 


SAU800546 


E3M10000032C03 


EFA202296 


E1M10000263F01 


ECO101684 


S1M10000017A02 


SAU801261 


E3M10000032D03 


EFA200562 


EIM10000263H05 


ECO102578 


S1M10000017B02 


SAU800772 


E3M10000032F03 


EFA201984 


E1M10000263C06 


ECO104147 


S1M10000017G02 


SAU800001 


E3M10000032A04 


EFA201699 


E1M10000263G06 


ECO103244 


S1M10000017A03 


SAU801183 


E3M10000032B04 


EFA202007 


E1M10000263B07 


ECO101067 


S1M10000017A03 


SAU801184 


E3M10000032E04 


EFA200310 


E1M10000263F08 


ECO102216 


S1M10000017C03 


SAU800551 


E3M10000032E04 


EFA200317 


E1M10000263A10 


ECO102637 


S1M10000017D03 


SAU800542 


E3M10000032G04 


EFA202006 


E1M10000263A11 


ECO101259 


S1M10000017A04 


SAU802154 


E3M10000032B05 


EFA202003 


E1M10000263A11 


ECO101258 


S1M10000017E04 


SAU802230 


E3M10000032E05 


EFA200840 


E1M10000263H11 


ECO 103223 


S1M10000017F04 


SAU802245 


E3M10000032FO5 


EFA200811 


E1M10000263C12 


ECO103232 


S1M10000017F04 


SAU802244 


E3M10000032G05 


EFA200418 


E1M10000263C12 


ECO 103233 


S1M10000017B05 


SAU801481 


E3M10O00032HO5 


EFA200958 


E1M10000263D12 


ECO 103242 


S1M10000017B05 


SAU403191 


E3M1 0000032 A06 


EFA202298 


E1M10000263D12 


ECO103243 


S1M10000017C05 


SAU801185 


E3M10000032C06 


EFA201457 


E1M10000264B02 


ECO104091 


S1M10000017E05 


SAU802612 


E3M10000032D06 


EFA201888 


E1M10000264B02 


ECO 104092 


S1M10000017F05 


SAU802557 


E3M10000032G06 


EFA202013 


E1M10000264C02 


ECO103217 


S1M10000017G05 


SAU802192 


E3M10000032H06 


EFA201433 


E1M10000264F02 


ECO103886 


S1M10000017F06 


SAU800588 


E3M10000032A07 


EFA201699 


E1M10000264D03 


ECO103237 


S1M10000017G06 


SAU802426 


E3M10000032F07 


EFA200677 


E1M10000264D03 


ECO103238 


S1M10000017A07 


SAU800537 


E3M10000032G07 


EFA202378 


E1M10000264F03 


ECO103185 


S1M10000017A07 


SAU800536 


E3M10000032A08 


EFA204646 


E1M10000264A04 


ECO102555 


S1M10000017B07 


SAU802225 


E3M10000032B08 


EFA200698 


| E1M10000264A04 


ECO 102556 


S1M10OOO017AO8 


SAU801193 


E3M10000032B08 


EFA200699 


E1M10000264B04 


ECO102294 


S1M1OO0OO17BO8 


SAU801184 


E3M10000032F08 


EFA200805 


E1M10000264B04 


ECO102295 


S1M10000017C08 


SAU801791 


E3M10000032H08 


EFA200457 


E1M10000264C04 


r ECO100256 


S1M10OOO017E08 


SAU800700 


E3M10000032A09 


EFA200179 


E1M10000264E04 


r ECO102033 


S1M10000017B0S 


SAU800543 


E3M10000032C09 


EFA201978 


E1M10000264E04 


[ ECO202902 


S1M10000017C05 


SAU801273 


E3M10000032D09 


EFA201888 


E1M10000264F04 


\ ECO103262 


S1M10000017DOS 


> SAU802232 


E3M10000032H09 


EFA202012 


. E1M10000264F04 


I ECO103878 


S1M10000017DOS 


> SAU802231 


E3M10000032A1C 


) EFA20198£ 


i E1M1CQ00264FQ4 


I ECO204942 


( S1M10000017B1C 


) SAU800543 


E3M10000032A1C 


> EFA20525* 


> ElM10000264B0f 


1 ECOl 03265 


I S1M10000017B1C 


) SAU203433 


E3M10000032E1C 


> EFA200801 


r E1M10000264B0* 


> ECO100875 


j S1M10000017C1C 


) SAU800260 
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E3M10000032HIO 


EFA201028 


E1M10000264G09 


ECO103232 


. S1M10000017C10 


SAU800261 


E3M10000032A11 


EFA201028 


E1M10000264G09 


ECO103233 


S1M10000017D10 


SAU800932 


E3M10000032A11 


EFA201041 


E1M10000264D11 


ECO104090 


S1M10000017D10 


SAU800931 


E3M10000032B11 


EFA202007 


E1M10000264F11 


ECO100095 


S1M10000017A11 


SAU800005 


E3M10000032C11 


EFA2O0805 


EiMl0000264Hll 


ECO103878 


S1M10000017B11 


SAU800543 


E3M1O00O032EI1 


EFA201984 


E1M10000264H11 


ECO204942 


S1M10000017B11 


SAU203433 


E3M10000032F11 


EFA201028 


E1M10000264B12 


ECO103226 


S1M10000017C11 


SAU802232 


E3M10000032B12 


EFA201886 


E1M10000264B12 


ECO103227 


S1M10000017C11 


SAU802231 


E3M10000032C12 


EFA201993 


E1M10000264C12 


ECO102827 


S1M10000017E11 


SAU802714 


E3M10000032D12 


EFA201993 


E1M10000264C12 


ECO102828 


S1M10000017F11 


SAU802520 


E3M10000032E12 


EFA200515 


E1M10000265A02 


ECO103231 


S1M10000017A12 


SAU801251 


E3M10000032F12 


EFA200538 


E1M10000265E02 


ECO103885 


S1M10000017B12 


SAU802459 


E3M1O000033BO1 


EFA200326 


E1M10000265G02 


ECO 100 170 


S1M10000017B12 


SAU103780 


E3M10000033C01 


EFA200418 


E1M10000265D04 


ECO103885 


S1M10000017C12 


SAU801094 


E3M10000033D01 


EFA202180 


E1M10000265F04 


ECO104131 


S1M10000017C12 


SAU801095 


E3M10000033F01 


EFA200807 


E1M10000265E05 


ECO 103885 


S1M10000018C01 


SAU800542 


E3M10000033B02 


EFA201985 


E1M10000265H05 


ECO101067 


S1M10000018D01 


SAU802507 


E3M10000O33C02 


EFA201884 


E1M10000265H05 


ECO101068 


S1M10000018E01 


SAU802309 


E3M10000033E02 


EFA201155 


E1M10000265C09 


ECO 100886 


S1M10000018H01 


SAU800160 


E3M10000033F02 


EFA202003 


E1M10000265E09 


ECO 103262 


. S1M10000018B02 


SAU801355 


E3M10000033G02 


EFA202213 


E1M10000265E09 


ECO103878 


S1M10000018B02 


SAU801354 


E3M10000033H02 


EFA201983 


E1M10000265E09 


ECO204942 


• S1M10000018C02 


SAU800014 


E3M10000033A03 


EFA201009 


E1M10000265F09 


ECO103116 


S1M10000018D02 


SAU802160 


E3M10000033E03 


EFA201984 


E1M10000265F09 


ECO103115 


S1M10000018E02 


SAU801038 


E3M10000033E03 


EFA201983 


E1M10000265H10 


ECO103020 


S1M10000018H02 


SAU801900 


E3M10000033F03 


EFA200192 


E1M10000265A11 


ECO103481 


S1M10000018H02 


SAU801899 


E3M10000033G03 


EFA200457 


E1M10000265BU 


ECO103781 


S1M10000018A03 


SAU802246 


E3M10000033A04 


EFA202160 


E1M10000265C11 


ECO 104093 


S1M10000018A03 


SAU802247 


E3M10000033B04 


EFA200794 


E1M10000266D02 


ECO101686 


S1M10000018B03 


SAU801388 


E3M10000033D04 


EFA201047 


E1M10000266H02 


ECO103237 


S1M10000018C03 


SAU800924 


E3M10000033E04 


EFA200457 


E1M10000266F04 


ECO 102828 


S1M10000018C03 


SAU800925 


E3M10000033F04 


EFA202006 


E1M10000266H04 


ECO 103263 


S1M10000018D03 


SAU802238 


E3M10000033G04 


EFA200515 


E1M10000266H05 


ECO100169 


S1M10000018E03 


SAU800120 


E3M10000033H04 


EFA200677 


E1M10000266B06 


ECO103885 


S1M10000018F03 


SAU801354 


E3M1 0000033 AOS 


EFA201977 


E1M10000266F11 


ECO103617 


S1M10000018G03 


SAU802223 


E3M10000033B05 


EFA200811 


E1M10000267F01 


ECO100836 


S1M10000018A04 


SAU800217 


E3M10000033C05 


EFA200811 


E1M10000267E04 


ECO103263 


S1M10000018C04 


SAU802244 


E3M10000033C05 


EFA200812 


E1M10000267A05 


ECO103074 


S1M10000018D04 


SAU802233 


E3M10000033D05 


EFA201981 


E1M10000267A05 


ECO 103075 


S1M10000018E04 


SAU802328 


E3M10000033E05 


EFA202160 


E1M10000267B05 


ECO103263 


S1M10000018F04 


SAU800191 


E3M10000033F05 


EFA200805 


E1M10000267A07 


ECO103222 


S1M10000018F04 


SAU800192 


E3M10000033H05 


EFA201979 


E1M10000267A07 


ECO103223 


S1M10000018A05 


SAU801355 


E3M10000033A06 


EFA201983 


E1M10000267H07 


ECO102828 


• S1M10000018A05 


SAU801354 


E3M10000033B06 


EFA202180 


E1M10000267E09 


ECO103233 


S1M1OO00018BO5 


SAU800537 


E3M10000033D06 


EFA201025 


E1M10000267E09 


ECO 103234 


S1M10000018E05 


SAU800839 


E3M10000033D06 


EFA201028 


E1M10000267G09 


ECO 102556 


S1M100000I8G05 


SAU800526 


E3M10000033G06 


EFA202274 


E1M10000267H09 


ECO103883 


S1M10000018A06 


SAU800984 


E3M10000033A07 


EFA20I512 


E1M10000267A10 


ECO104181 


S1M10000018C06 


SAU801670 


E3M10000033E07 


EFA200807 


E1M10000267A10 


ECO104180 


S1M10000018C06 


SAU801671 


E3M10000033F07 


EFA200807 


E1M10000267E10 


ECO100180 


S1M10000018F06 


SAU801237 


E3M10000033G07 


EFA201041 


E1M10000267C11 


ECO103223 


S1M10000018F07 


SAU800275 


E3M10000033H07 


EFA200807 


E1M10000267E11 


ECO103775 


S1M10000018G07 


SAU800492 


E3M10000033A08 


EFA200457 


E1M10000267B12 


ECO103263 


S1M10000018G07 


SAU800493 
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LOCUS JJJ 


E3M10000033B08 


EFA202007 


E1M10000267E12 


ECO 103832 


ci lvvfi aaaaai °IJA"7 
6 1 M 1 UUUUU i onU / 




E3M10000033E08 


EFA202180 


E1M10000267E12 


ECO103833 


Ollkif 1 AAA A A 1 O A AO 
SIMIOOQOOISAOO 


CAT TQAOOAo 


E3M10000033F08 


EFA201993 


E1M10000268F03 


ECO 103223 


O t TV K 1 A AAAA1 0 A AQ 

S 1 M 1 000UU 1 0 AUo 




E3M10000033G08 


EFA200841 


E1M10000268D04 


ECO 103 244 


O 1 X K 1 AAAAAl OPAO 
S1M10000018COS 




E3M10000033H08 


EFA202C01 


E1M10000268E04 


ECO101685 


O 1 A X 1 AAAAAl Q/*V\© 

SIMIOOUUOI0OU0 


0 AT TRO/) 1 


E3M10000033B09 


EFA201987 


E1M10000268F06 


ECO101180 


01 *k xi aaaaai o^ao 

SIM 1 00000 ioJiUo 


Q ATTOAOO/rA 


E3M10000033C09 


EFA201970 


E1M10000268E07 


ECO 103226 


O 1 x if 1 AAAAA 1 OT?f\ Q 

SIMlOOOOOlorOo 


0 ATTfin?A^J. 
oAUoUZOjh 


E3M10000033D09 


EFA201984 


E1M10000268E07 


ECO103227 


S1M10000018GU5 


CAT TCAO<QA 


E3M10000033E09 


EFA200621 


E1M10000268A08 


ECO103481 


S1M10000018G08 


CAT TCA'XQ^ 


E3M10000033G09 


EFA200457 


E1M10000268B08 


ECO 103243 


SlM100000i8CjOo 


C AT TQA0^C7 


E3M10OO0033HO9 


EFA201028 


E1M10000268D08 
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EFA202013 


E1M10000312B02 


ECO103229 


S1M10000020A12 


SAU800548 


E3M10000036C09 


EFA200418 


E1M10000312B02 


ECO103230 


S1M10000020B12 


SAU800218 


E3M10000036D09 


EFA202012 


E1M10000312D02 


ECO100025 


S1M10000020D12 


SAU801186 


E3M10000036F09 


EFA202274 


E1M10000312D02 


ECO100026 


S1M10000020E12 


SAU801185 


E3M10000036H09 


EFA201999 


E1M10000312F03 


ECO103886 


S1M10000020F12 


SAU801493 


E3M10000036A10 


EFA201987 


E1M10000312A04 


ECO103242 


S1M10000020G12 


SAU801631 


E3M10000036C10 


EFA200418 


E1M10000312A04 


ECO103243 


S1M10000021D01 


SAU802468 


E3M10000036D10 


EFA201869 


E1M10000312D04 


ECO103230 


S1M10000021E01 


SAU801898 


E3M10000036F10 


EFA201999 


E1M10000312F04 


ECO101739 


S1M10000021G01 


SAU801511 


E3M10000036G10 


EFA201999 


E1M10000312H04 


ECO102553 


S1M10000021E02 


SAU802586 


E3M10000036H10 


EFA200841 


E1M10000312E05 


ECO103224 


S1M10000021E02 


SAU802585 


E3M10000036H10 


EFA203246 


E1M10000312C06 


ECO103240 


S1M10000021F02 


SAU80I760 


E3M10000036B11 


EFA202217 


E1M10000312B07 


ECO103218 


S1M10000021D03 


SAU801139 


E3M10000036C11 


EFA201981 


E1M1000O312GO7 


ECO103262 


S1M10000021E03 


SAU801572 


E3M10000036D11 


EFA200807 


E1M10000312G07 


ECO103878 


S1M10000021G03 


SAU801251 


E3M10000036B12 


EFA201999 


E1M10000312G07 


ECO204942 


S1M10000021A04 


SAU800111 


E3M10000036B12 


EFA201997 


E1M10000312H07 


ECO103223 


S1M10000021C04 


SAU800543 


E3M10000036D12 


EFA202007 


E1M10000312E08 


ECO 100 135 


S1M10000021D04 


SAU802071 


E3M10000037C01 


EFA202168 


E1M10000312D09 


ECOl 03882 


S1M10000021D04 


SAU802070 


E3M10000037E01 


EFA201926 


E1M10000312D09 


ECO103883 


S1M10000021F04 


SAU802246 


E3M10000037F01 


EFA202217 


E1M10000312E09 


ECO101259 


S1M10000021F04 


SAU802247 


E3M10000037G01 


EFA200457 


E1M10000312F09 


ECO101259 


S1M10000021H04 


SAU802246 


E3M10000037B02 


EFA201025 


E1M10000312G09 


ECO101684 


S1M10000021H04 


SAU802247 


E3M10000037B02 


EFA201028 


E1M10000312A10 


ECO103226 


S1M10000021A05 


SAU800732 


E3M10000037C02 


EFA202180 


E1M10000312A10 


ECO103227 


S1M1000002IB05 


SAU802246 


E3M10000037D02 


EFA201028 


E1M10000313E01 


ECO102827 


S1M10000021B05 


SAU802247 


E3M10000037E02 


EFA202006 


E1M10000313F01 


ECO102827 


S1M10000021C05 


SAU801139 


E3M10000037F02 


EFA202001 


E1M10000313A02 


ECO103262 


S1M10000021E05 


SAU801089 


E3M10000037G02 


EFA201993 


E1M10000313A02 


ECO 103263 


S1M10000021F05 


SAU801760 


E3M10000037A03 


EFA202007 


E1M10000313D02 


ECO103886 


S1M10000021H05 


SAU802235 


E3M10000037B03 


EFA202015 


E1M10000313H02 


ECO101684 


S1M10000021A06 


SAU800543 


E3M10000037D03 


EFA201165 


E1M10000313A03 


ECO 101 324 


S1M10000021B06 


SAU800542 


E3M10000037D03 


EFA201163 


E1M10000313D03 


ECO103235 


S1M10000021D06 


SAU801631 


E3M10000037E03 


EFA202160 


E1M10000313D03 


ECO103236 


S1M10000021E06 


SAU802049 


E3M10000037G03 


EFA200677 


E1M10000313G03 


ECO 103223 


S1M10000021F06 


SAU801727 


E3M1G000037C04 


EFA202217 


E1M10000313B04 


ECO 100095 


S1M10000021G06 


SAU800566 


E3M10000037D04 


EFA201987 


E1M10000313D04 


ECO 103242 


S1M10000021A07 


SAU800287 


E3M10000037C05 


EFA200454 


E1M10000313B05 


ECO 103223 


S1M10000021A07 


SAU200106 


E3M10000037D05 


EFA201982 


E1M10000313A06 


ECO 103024 


S1M10000021B07 


SAU800453 


E3M10000037E05 


EFA202168 


E1M10000313F06 


ECO 100094 


S1M10000021B07 


SAU200237 


E3M10000037G05 


EFA200677 


E1M10000313F06 


ECO 100093 


S1M10000021C07 


SAU802646 


E3M10000037H05 


EFA200192 


E1M10OO0313AO7 


ECO 100905 


S1M10000021F07 


SAU800514 


E3M10000037A06 


EFA200807 


E1M10000313C07 


ECO 101844 


S1M10000021H07 


SAU802225 


E3M10000037C06 


EFA202217 


E1M10000313F07 


ECO204845 


S1M10O00021A08 


SAU800719 


E3M10000037C06 


EFA202216 


E1M10000313G07 


ECO 102553 


S1M10000021C08 


SAU801439 


E3M10000037D06 


EFA205285 


E1M10000313G07 


ECO102554 


S1M10000021G08 


SAU801663 


E3M10000037F06 


EFA201987 


E1M10000313D08 


ECO 103242 


S1M10000021H08 


SAU801760 


E3M10000037G06 


EFA202214 


E1M10000313F08 


ECO 103775 


S1M10000021A09 


SAU800366 


E3M10000037B07 


EFA201999 


ELM10000313F09 


ECO101259 


S1M10000021D09 


SAU801263 


E3M10000037C07 


EFA202001 


E1M10000313A10 


ECO103684 


S1M10000021E09 


SAU801186 


E3M10000037C07 


EFA205285 


E1M10000314F01 


ECO103230 


S1M10000021F09 


SAU800490 


E3M10000037E07 


EFA201987 


E1M10000314F01 


ECO103231 


S1M10000021A10 


SAU801183 


E3M10000037F07 


EFA201987 


E1M10000314B02 


ECO101324 


S1M10000021B10 


SAU801084 
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Clone Name 


Gene 
LocuslD 


Clone Name 


Gene 
LocuslD 


Clone Name 


Gene 


E3M1G0G0037G07 


EFA200421 


E1M 100003 14H03 




i3 1 iVX 1 UUUUl/6 i ^ 1 V 


CAT T801237 


E3M10000037H07 


EFA201974 


E1M10000314A04 




<s i \a 1 ft.fi.nnn9 1 d i o 


cat TRO 1663 


E3M10000037A08 


EFA205288 


E1M10000314H04 




^itv/ti nnnnnoin i 


C ATT«01 186 


E3M10000037B08 


EFA201888 


E1M1O000314AO5 




^1{V/Uftftfi0ft91F1 1 


^1AT 1800153 


E3M10000037E08 


EFA201028 


E1M1Q000314BO5 




\/finnnnnoiHi 1 

oliVllUUUUUZilll l 


°»AT T8011 81 


E3M10000037G08 


EFA201869 


E1M10000314G05 


rjrn ^ AT/. Q 1 


O 1 iVi X UUOUUi 


^A TT 8Q0491 

Oi Lv Ow o*r.7 A 


E3M10000037A09 


EFA201827 


E 1 Ml 00003 14D06 


"C?r , A1 A! ff*7A 


O 1 IVi 1 vUvvua 111/ L £ 


SAIJ802154 


E3M10000037D09 


EFA202013 


E1M10000314D06 


rjr^rM A1 QH 1 

JCrUUlUlO / 1 


q i iva 1 ftftftnno i m 9 

O liVllUUUUUZlxJl a» 


SATJ802654 


E3M10000037D09 


EFA202007 


EIM10000314F06 




cix/finnnnnooFm 

o l IVI I UUUUUZZE.U i 


SAT 1800530 


E3M10000037A10 


EFA202015 


E1M10000314F06 




q i \>r i nnnnno 9 a no 

o 1 IVI lUUUUUZZAuZ 


SAIJ801631 


E3M1O000037E1O 


EFA201009 


E1M 1 00003 14G09 


T?/~>/~v 1 A1 1 QA. 

EOOlOiloO 


c« 1 Ayf 1 AAAfin09"Rft9 
olMiUUUUUZZXOUZ 


SATJ801631 


E3M10000037G10 


EFA201985 


E1M10000314D10 


T2/~*r\ i Ann 


qi nnnnno9pno 


^ATJ801760 


E3M10000037H10 


EFA202168 


E1M10000314D10 


T?rr\ i Aioic 


0 1 IVI 1 UUUUUZZ/YU J 


°*AT 1801 526 


E3M10000037B11 


EFA200192 


4 ^ ***XAAAAl jfl 1 /\ 

E1M10000314G10 


ECOlUiZoJ 


ollVllUUUUUZZ15vj 


cat T»01 511 


E3M10000037C11 


EFA201920 


E1M10000314C11 


"C/^/^V 1 A/1 1 AO 

bCUiU41Uo 


c 1 \a 1 nnnnnoopn^ 


^ AT 1802240 


E3M1O0O0O37D11 


EFA201987 


E1M10000314E11 




o i \ ai Annnnoonn^ 


CAT 1809226 


E3M10000037G11 


EFA200840 


Y^1\ Jf1 AAAA*i1 A /~* 1 1 

E1M10000314G11 


TJpAl A/1 O /II 


c 1 \a 1 nnnnno9Fn^ 


c at 1801511 


E3M10000037C12 


EFA200807 


f+ aaaa*^ a a 1 i 

E1M10000314G11 


T?AA1 A/1 0 /I O 


o 1 iVi l UUUUUZZvJU J 


^ATTRnOdQO 


E3M10000037E12 


EFA200192 


E1M10000314B12 


T7nA 1 ATI AA 


c 1 iv/r 1 nnnnnootrn" 


CAT 180925^ 


E3M10000037F12 


EFA205285 


E1M10000314C12 


T7 AT\ 1 AO O /! O 

ECO 103242 


C 1 \A 1 AAAnAOOPnA 

0 1M IUUUUUZZOU4 


CATTRftl 66^ 


E3M10000038D01 


EFA200418 


f— t ^ -» h aaAAA i A 1 O 

E1M10000314C12 


T70/^» 1 AO O A 0 

bCO103243 


c i AAnnnooFftzt 


cat iRnn^oi 


E3M10000038B02 


EFA201883 


E1M10000314E12 


T7AA1 A 1 flAC 

ECO101995 


C 1 A/T1 AAAAAOOr^AA 


C ATTR01 nRQ 


E3M10000038C02 


EFA200677 


E1M10000314E12 


bCU 101990 


OlMl UuUUUZZAv J 


C ATTR0999^ 


E3M10000038D02 


EFA202217 


E1M10000315D01 


T?0/"*V 1 AO iC O /I 

bCUlU3oo4 


0 1 Ml UUUUuZZJSU J 


C ATTROOnX^ 


E3M10000038E02 


EFA202006 


E1M10000315D01 


ECO103oo5 


b 1 lYll UUUUUZZL/UD 


CATTRfiinRQ 


E3M10000038G02 


EFA202378 


•t-> 1 Ti /f 1 AAAA') 1 C/^AI 

E1M10000315G01 


TJAA1 A A O O C 


c i xa 1 AnnnnooFn^ 


^ATIROnAQO 


E3M10000038H02 


V* A A a 1 A A A 

EFA201984 


E1M10000315F03 


TJpAl AO 0 AO 


qi ivyTi nnnnftooj-Tft^ 


CATIR0221! 


E3M10000038A03 


EFA200840 


T7 1 X >T 1 AArtrt') 1 CCA/I 

ElM10000315r04 


rpAi AO 1 QO 


q i \/n nnnnnoown^ 
o i lvt i uuuuuzzn.u j 


^ AT 1203799 


E3M10000038B03 


EFA201601 


ElMl 00003 15F04 


rpAi AO 1 


0 1 JVl 1 UUUUUZZOuO 


CATIR01663 

OAUOU1UUJ 


E3M10000038C03 


EFA200457 


E1M10000315CO5 


TJPA 1 AO O /I A 


0 1 IVI I UUUUUZZ LUO 


CAT1R01892 


E3M1 000003 8E03 


EFA202003 


n» /1 AAA AO 1 CPAC 

E1M10000315C05 


rpA i A"JO/l 1 

bCUlUiz41 


c 1 a a i nnnnnoopn^ 


CATTRni891 

0/\UOv 1071 


E3M1 000003 8G03 


EFA201984 


T - * AAAAO 1 Cf~*f\C 

E lMl 00003 15C05 


n /^/^ 1 AO O A o 


o I M 1 UUUUv/ZZUl/O 


CAT IR09nR9 


E3M10000038B04 


EFA201984 


E1M10000315G05 


PAA1A1 1 OO 

ECO10H83 


O 1 TV K 1 AA A AAOOT?A£ 

b 1 M 1 OUUUUzzr Uu 


CAT TRni 


E3M10000038D04 


EFA200418 


E1M10000315H06 


T7/^/~\1 AAOTC 

ECO 100875 


O 1 A/T1 AAAAAOOXJH< 


c at iRnn^A^ 


E3M1 000003 8E04 


EFA200418 


E1M10000315G07 


r-> j^-i/~v f AA>1 /I C 

ECO 100445 


O 1 X if 1 AAAAAOOO AT 

b 1 M 1 0UUUU2zdI) / 


c at Tano/^A 


E3M10000038F04 


EFA200192 


E1M10000315B08 


T 1 /^/^ 1 A O O T7 

ECO 103237 


O 1 X yf 1 AAAAAOOAAI 

b 1 M 1 UOUUUzzCU / 


C AT TQH1 1 RA 


E3M 1000003 8 A05 


EFA201888 


E1M10000315C08 


t-> /~-i/"*\ i AT CCA 

ECO103559 


O 1 A A1 AAAAAOOT^AO 

b 1 M 1 UUUUUZZJJU / 


C ATTRftl 1R' 
oAUoUl lol 


E3M10000038B05 


EFA20H65 


E1M10000315F08 


T^^r\ 1 Ayf O 1 O 

ECO 1042 13 


O 1 \ /T 1 AAAAAOO"EYV7 

b lMlOUUOUZzrU / 


cat rem 1 qi 


E3M10000038B05 


EFA20H63 


E1M10000315D09 


ECO 103227 


pi \ jfi AAAAAOIP t\H 

blMlOUUUUzzijU / 


CAT TCfVKl 1 


E3M10000038C05 


EFA200192 


E1M10000315D09 


ECO 103228 


C 1 A K 1 AAA A AOOTJAT 

b 1 Ml UUUUUZZrlU / 


C ATTRftl fsTiCl 
oAUoUIOjU 


E3M1 000003 8E05 


EFA200457 


E1M10000315E10 


T7 /~»/^\ 1 AO O O O 

ECO103233 


CI "\/T1 AAAAAOO A AO 

b 1 M 1 UUUUUZz AUo 


C ATTRftl f\\ R 
oAUoUlOlo 


E3M10000038F05 


EFA202001 


E1M10000315E10 


ECO 103234 


CI A/T1 AAAAAOOT5AQ 

blMlOUUUU/ZioUo 


C AT1RH01 ^A 


E3M10000038F05 


EFA205285 


E1M10000315G10 


• i AA A A1 

ECO 100407 


C 1 X if1 A AAA AO O/" 1 AO 

blMlOUUUUZzCUo 


C AT TQm OIA 


E3M10000038H05 


EFA202001 


EIM10000315G10 


ECO 100408 


OIX/I AAAAA1OPA0 

S 1 M 1 UUUUOzZCUo 


■ C7 A T TRA1 03' 


E3M10000038B06 


EFA201 1 63 


E1M10000315C12 


t->/->/-\ 1 AA*7C*l 

ECO 100757 


O 1 A/f 1 AAAAAOOTlAS 

b 1M lUUUUUZZJJUo 


C ATTRftftl73 


E3M10000038F06 


EFA202012 


1™* 1 \ ^ 1 AAA An 1 f 4 A 

E1M10000315F12 


T-i /~i/~\ 1 AO 1^1 

ECO 103 161 


C1 \>T1 AAAAAOOUAC 

blMlUUUUUZZrUo 


CAT TRftft^T 7 


E3M10000038G06 


EFA202006 


E1M10000316D01 


t->/^i<^v 1 A 1 AO ^ 

ECOl 0102o 


C 1 A A 1 AAAAAOOnAC 

b 1 M lUUUUUZZOUc 


C AT TRftl ^07 


E3M1 000003 8H06 


EFA201886 


E1M100O0316B02 


ECO 103 / /J 


c i aai AnnnAooxjAfi 


C ATTRftl 1<\A 


Tr*\/f 1 ftftftnniR a m 


FFA9ftftRft c , 


f 1 m i noftrn 1 ^nn? 

Xi 11 VI IUUvUJ i UJL/VJZ 


ECO103101 


. S1M10000022D0S 


> SAU800491 


E3M10000038B07 


EFA202013 


E1M10000316E02 


ECO10322C 


S1M10000022EOS 


• SAU801727 


E3M10000038C07 


EFA200590 


E1M10000316E02 


ECO 103221 


S1M10000022EOS 


> SAU801726 


E3M10000038E07 


EFA200454 


E1M10000316H04 


ECO103161 


S1M10000022E0S 


> SAU20373 


E3M1O0G0O38FO7 


EFA201883 


E1M10000316A05 


ECO 103265 


S1M10000022BH 


) SAU80118 
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Clone Name 


Gene 
LocuslD 


Clone Name 


Gene 
LocuslD 


Clone Name 


Gene 
LocuslD 


E3M10000038G07 


EFA202177 


E1M10000316F05 


ECO102555 


S1M10000022B11 


SAU800491 


E3M10000038G07 


EFA202176 


E1M1O000316F05 


ECO102556 


S1M10000022C11 


SAU801760 


E3M10000038H07 


EFA201981 


E1M10000316G05 


ECO103264 


S1M10000022D11 


SAU802510 


E3M10000038AO8 


EFA202170 


E1M10000316G05 


ECO103265 


S1M10000022F11 


SAU800391 


E3M10000038B08 


EFA202001 


E1M10000316A08 


ECO103263 


S1M10000022H11 


SAU801733 


E3M10O0OO38DO8 


EFA202001 


E1M10000316H08 


ECO103220 


S1M10000022A12 


SAU801263 


E3M10000038E08 


EFA201869 


E1M10000316B09 


ECO101686 


S1M10000022B12 


SAU801263 


E3M10000038H08 


EFA201886 


E1M10000316E09 


ECO101324 


S1M10000022G12 


SAU801184 


E3M10000038A09 


EFA201926 


E1M1OO00316E11 


ECO 103230 


S1M10000023B01 


SAU801355 


E3M10000038B09 


EFA201041 


E1M10000316E11 


ECO103231 


S1M10000023D01 


SAU801644 


E3M10000038F09 


EFA200662 


E1M10000317C01 


ECO104026 


S1M10000023E01 


SAU800542 


E3M10000038H09 


EFA202223 


E1M10000317G02 


ECO103886 


S1M10000023G01 


SAU800304 


E3M10000038A10 


EFA201987 


E1M10000317D03 


ECO103243 


. S1M10000023C02 


SAU802245 


E3M10000038C10 


EFA200454 


E1M10000317F03 


ECO 100023 


S1M10000023C02 


SAU802244 


E3M10000038D10 


EFA202217 


E1M10000277D01 


ECO103919 


S1M10000023G02 


SAU800490 


E3M10000038F10 


EFA202168 


E1M10000277G01 


ECO202238 


S1M10000023G02 


SAU800491 


E3M100OO038H1O 


EFA200421 


E1M10000277F02 


ECO101259 


S1M10000023G02 


SAU203500 


E3M10000038A11 


EFA201981 


E1M10000277G03 


ECO102764 


S1M10000023H02 


SAU800528 


E3M10000038B11 


EFA200457 


E1M10000277A05 


ECO100757 


S1M10000023B03 


SAU801900 


E3M10000038D11 


EFA202012 


E1M10000277E05 


ECO103100 


SIM10000023B03 


SAU801899 


E3M10000038E11 


EFA200677 


E1M10000277C07 


ECO100135 


S1M10000023D03 


SAU800528 


E3M10000038FU 


EFA201978 


E1M10000277E07 


ECO1O1034 


S1M10000023G03 


SAU800528 


E3M10000038G11 


EFA200811 


E1M10000277G07 


ECO103234 


S1M10000023D04 


SAU802247 


E3M1OOO0038H11 


EFA201163 


E1M10000277G07 


ECO103235 


S1M10000023E04 


SAU801760 


E3M10000038C12 


EFA202168 


E1M10000277G07 


ECO103236 


S1M10000023F04 


SAU800952 


E3M10000038D12 


EFA200418 


E1M10000277A08 


ECO103881 


S1M10000023F04 


SAU800951 


E3M10000039B01 


EFA200811 


E1M10000277A08 


ECO103882 


S1M10000023A05 


SAU800490 


E3M10000039E01 


EFA200538 


E1M10000277C08 


ECO103696 


S1M10000023A05 


SAU800491 


E3M10000039F01 


EFA200457 


E1M10000277C08 


ECO103697 


S1M10000023A05 


SAU203500 


E3M10000039G01 


EFA200807 


E1M10000277B10 


ECO103832 


S1M10000023D05 


SAU800537 


E3MI0000039A02 


EFA201124 


E1M10000277B10 


ECO103833 


S1M10000023D05 


SAU800536 


E3M10OO0039A02 


EFA201122 


E1M10000277G10 


ECO103221 


S1M10000023H05 


SAU801426 


E3M10000039C02 


EFA200842 


E1M10000277B11 


ECO103559 


S1M10000023G06 


SAU801354 


E3M10000039D02 


EFA201993 


E1M10000278G01 


ECO103240 


• S1M10000023H06 


! SAU800547 


E3M10000039E02 


EFA200418 


E1M10000278G02 


ECO 103220 


S1M10000023B07 


SAU801572 


E3M10000039F02 


EFA200839 


E1M10000278G02 


ECO103221 


S1M10000023D07 


SAU801181 


E3M10O00O39GO2 


EFA200192 


E1M10000278B04 


ECO102553 


S1M10000023E07 


SAU801181 


E3M1O000039HO2 


EFA202001 


E1M10000278B04 


ECO102554 


S1M10000023F07 


SAU802250 


E3M10OO0039BO3 


EFA202001 


E1M10000278H06 


ECO103242 


S1M10000023G07 


.SAU801201 


E3M10O00039DO3 


EFA200454 


E1M10000278A07 


ECO100095 


S1M10000023H07 


SAU800537 


E3M100O0039EO3 


EFA202378 


E1M10000278C07 


ECO103809 


S1M10000023B08 


SAU802245 


E3M10O00039FO3 


EFA200358 


E1M10000278C08 


ECO103100 


S1M10000023B08 


SAU802244 


E3M10O00039FO3 


EFA203061 


E1M10000278H10 


ECO101370 


S1M10000023D08 


SAU801354 


E3M10000039B04 


EFA201983 


E1M10000278H10 


ECO101369 


S1M10000023F08 


SAU802714 


E3M10000039B04 


EFA201982 


E1M10000278B11 


ECO101324 


S1M10000023G08 


SAU801644 


E3M10000039C04 


EFA201999 


E1M10000278H11 


ECO104213 


S1M10000023A09 


SAU802075 


E3M10000039D04 


EFA200457 


E1M10000279G03 


ECO100886 


S1M10000023B09 


SAU802075 


E3M10000039C05 


EFA205225 


E1M10000279C05 


ECO103243 


S1M10000023D09 


SAU802249 


E3M10000Q39E05 


EFA200192 


E1M10000279G05 


ECO103886 


S1M10000023D09 


SAU802248 


E3M10OO0039GO5 


EFA202378 


E1M10000279E07 


ECO103881 


S1M10000023G09 


SAU802273 


E3M10000039A06 


EFA200457 


E1M10000279E07 


ECO103882 


S1M10000023H09 


SAU802075 


E3M10000039B06 


EFA200807 


E1M10000279H07 


ECO 100885 


S1M10000023B10 


SAU800367 


E3M10OO0039CO6 


EFA202217 


E1M10000279F08 


ECO103624 


S1M10000023C10 


SAU802545 
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Gene 
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E3M10000039D06 


EFA200418 


E1M10000279F08 


ECO103625 


o i a a 1 aa aa aoit^, 1 a 
o 1 M 1 UuUUUZ J D 1 U 




E3M10000039F06 


EFA205225 


E1M10000279A09 


ECO 103097 


o t \/r i aaaaa^^TJI A 


CAT T2fi7 1 ^ fl 


E3M1OO0O039AO7 


EFA200326 


E1M10000279B09 


ECO 103883 


SlMlUUUUUZ3r 1U 




E3M10000039B07 


EFA200290 


E1M10000279B09 


ECO103884 


SlMlOOOUUZiillU 


C ATTQA 1 Al ft 


E3M10000039C07 


EFA200309 


E1M10000279C10| ECO103181 


SlMlOOuuuzJAl 1 


C ATTQA09AQ 
oAU BUZZ 4 *;* 


E3M10000039C07 


EFA200310 


E1M10000279D10 


ECO103I81 


SiMlOOuuvJZiAil 


C ATTSAO'JAft 


E3M10000039E07 


EFA202214 


E1M10000279E12 


ECO103884 


on #i AAAAAOOTi 1 1 

S1M100Q0023B11 


Q AT TQAAOCQ 


E3M1OO00O39FO7 


EFA200811 


E1M10000280C01 


ECO104092 


o i x a i aaaaaoo. 0 1 1 

S1M10000023C1 1 


c ATTsnn^oi 
oAUoUvjjy 1 


E3M10000039G07 


EFA200192 


E1M10000280C01 


ECO104093 


nix xi AAAAA^OCI 1 

S 1M1 0000023b 1 1 


CAT TSm 1 *\A 


E3M10000039H07 


EFA202168 


E1M10000280G01 


ECO102299 


O 1 X A 1 AAAAA0 1171 1 

S1M10000Q23F11 


CAT TQfiA7A° 


E3M10000039A08 


EFA201999 


E1M10000280B02 


ECO103586 


O 1 X At AAOAA1 1 /1 1 1 

S 1 M 1 0000023vj 1 1 


C AT TCfiAO^O 


E3M10000039B08 


EFA201982 


E1M10000280C03 


ECO100069 


oi \ /i nnAAAl i a 1 0 

S 1 M 1 0000023 A 1 Z 


C ATTfifilQftl 


E3M10000039C08 


EFA202003 


E1M10000280C05 


ECO103878 


0 1 X A 1 rtAAAAOl A n 

S1M100G0023A1Z 


CAT T8H1 OHO 


E3M10000039E08 


EFA201041 


E1M10000280C05 


ECO204942 


S1M10000023B12 


CAT TOAO>10/\ 
L>AUoUZ4yO 


E3M10000039F08 


EFA201999 


E1M10000280E05 


ECO100095 


nix/1 AAA A AO 

S1M10000023C12 


C ATTOAAOAO 


E3M10000039H08 


EFA201878 


E1M10000280A06 


ECO 103263 


S1M10000023D12 


CAT TOAO 1 C4 


E3M10000039H08 


EFA201869 


E1M10000280B06 


ECO101591 


S1M10000023F12 


OAT TOAA<Q1 


E3M10000039B09 


EFA200310 


E1M10000280H06 


ECO103231 


O n X if 1 f\t\f\f\ AO A T\ A 1 

S1M100UUUZ4DU1 


C ATTQAA/1^^ 


E3M10000039C09 


EFA202160 


E1M10000280A07 


ECO 100997 


■ C 1 \A\ AAAAAO/l A AO 

o 1 Ml UUUUUZ4 AUZ 


o ATT8A09'*'* 
OAUOUZ^JJ 


E3M1 000003 9G09 


EFA200811 


E1M10000280C07 


ECO103219 


C 1 A A 1 AAAAAIvtfVY} 


oAU oVJU07i? 


E3M10000039A10 


EFA200239 


E1M10000280G07 


ECO100170 


CITvyTI AAAAAO/ir\AO 


CAT TRAA^I 1 


E3M10000039A10 


EFA200240 


E1M10000280E08 


ECO100886 


O 1 X A 1 OAAMAO A TJAO 

S 1 M 1 00U0U24r UZ 


C ATTSAO^I A 


E3M10000039C10 


EFA201999 


E1M10000280F08 


ECO102655 


nix /fi AA A A AO /I TLX AO 

S 1 M 1 0000024H.02 


C AT TQAAAA£ 


E3M10000039G10 


EFA201047 


E1M10000280C09 


ECO103263 


C 1 X A 1 AAAAAI/IHAI 

S 1 M 1 0000024DU3 


CAT TQA1 


E3M10000039A11 


EFA201985 


E1M10000280H09 


ECO 103097 


O 1 X K 1 AA AA AO A T? AO 

S I M 1 0000024E03 


CAT TQ AAAA/C 

oAUoUUUUO 


E3M10000039B11 


EFA202168 


E1M10000280C10 


ECO103219 


nt li ri nAAA t\*\ A T"»AO 

S1M10000024F03 


O A T TOA1 iC*7C 


E3M10000039H11 


EFA201878 


E1M10000280C11 


ECO103243 


SIM 1 0000024 A04 


OAT TO AAA A/T 

SAU 800006 


E3MI0000039H11 


EFA201869 


E1M10000280D11 


ECO102304 


O -t X A 1 AAAAAO vl t^t\A 

S I M 1 0000024C04 


CAT TOA1 </?*7 

oAUoUIjO/ 


E3M10000040B01 


EFA200358 


E1M10000280H11 


ECO 102267 


n i A / i AAA AAA /I T"\A /! 

S1M10000024D04 


O ATTOAAIA/I 


E3M10000040F01 


EFA201886 


E1M10000280H11 


ECO 102266 


nijt/i A A A A AO /I TTA/f 

S 1 M 1 0000024H04 


CAT TOAA^AO 


E3M10000040G01 


EFA201983 


E1M10000280F12 


ECO 103220 


ni x /i AAAAAO >1T3 AC 

S 1 M 1 0000024B05 


CAT TQAA1 1 C 


E3M10000040B02 


EFA200454 


E1M10000280F12 


ECO103221 


n 1 x /r 1 AAAAAO /I T"?AC 

S1M10000024E05 


CAT TOAOOH 

oAUoUZZJl 


E3M10000040C02 


EFA202168 


E1M10000281B01 


ECO103881 


-1 AAAAAO >1 A C 

S1M10000024E05 


O ATTOAOOTA 

SAU 802230 


E3M10000040G02 


EFA201087 


E1M10000281B01 


ECO 103880 


S1M10000024F05 


O A T TOA1 CO/C 

SAU801526 


E3M10000040G02 


EFA201084 


E1M10000281C02 


ECO102017 


S1M10000024G05 


OAT TOAOOO"1 

SAU802231 


E3M10000040H02 


EFA200677 


E1M10000281C02 


ECO102018 


S1M10000024G05 


SAU802230 


E3M10000040A03 


EFA200733 


E1M1000O281CO3 


ECO101513 


S1M10000024B06 


«™1 1 TtftftAf ill 

SAU800547 


E3M10000040B03 


EFA202170 


E1M10000281D04 


ECO 101 346 


S1M10000024E06 


^i » t to /\a 1 i n 

SAU800H8 


E3M10000040D03 


EFA200538 


E1M10000281D04 


ECO101515 


S1M10000024G06 


O A T TOAA1 1 O 

SAU800H8 


E3M10000040F03 


EFA202160 


E1M10000281E07 


ECO 103480 


S1M10000024H06 


OAT TO A AO A A 

SAU800304 


E3M10000040H03 


EFA200179 


E1M10000281E08 


ECO104248 


H 1 Ti / 1 AAA A AO A A AO 

S1M10000024A07 


O A T TO AAC 1 O 

SAU800517 


E3M10000040D04 


EFA202168 


E1M100OO281HO9 


ECO103668 


1 > >r ■« a a a a a a^ a f\t\^i 

S1M10000024C07 


OAT TO AAA £1 ZT 

SAU800966 


E3M10000040G04 


EFA200841 


E1M10000281B10 


ECO103581 


C\ t H. It 1 A AAA AO if<A1 

S1M10000024E07 


OAT TOAAA/T^ 

SAU800966 


E3M10000040H04 


EFA201028 


E1M10000281D11 


ECO 104257 


S1M10000024G07 


OAT TO AO 1 O 

SAU802612 


E3M10000040H04 


EFA201041 


E1M10000281G11 


ECO 103696 


S1M10000024H07 


ri a rm/\-t AO* 

SAU801081 


E3M10000040A05 


EFA202168 


E1M10000281G11 


ECO 103697 


S1M10000024A08 


SAU800641 


E3M10000040B05 


EFA202013 


E1M10000281D12 


ECO102671 


S1M10000024B08 


SAU801408 


E3M10000040B05 


EFA202015 


E1M10000281F12 


ECO100445 


S1M10000024E08 


SAU800517 


E3M 1 0000040C05 


t^t? a o a a o f\ c 


E1M10000282D01 


ECO102274 


C 1 \A 1 AAAAAO/1T7AQ 


CAT I0AA/1Q1 


E3M10000040G05 


EFA202003 


E1M10000282F01 


ECO101729 


S1M10000024G08 


SAU80O453 


E3M10000040H05 


EFA201028 


E1M10000282D02 


ECO103186 


; S1M10000024G08 


SAU200237 


E3M10000040H05 


EFA201041 


E1M10000282A03 


ECO102346 


; S1M10000024H08 


SAU800524 


E3M10000040BOC 


> EFA202136 


E1M10000282F03 


ECO10274S 


> S1M10000024H08 


SAU800523 
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E3M10000040C06 


EFA202007 


E1M10000282C04 


ECO102637 


S1M10000024H08 


SAU202690 


E3M10000040A07 


EFA200195 


E1M10000282C04 


ECO102638 


S1M10000024B09 


SAU801511 


E3M10000040C07 


EFA201869 


E1M10000282E04 


ECO103953 


S1M10000024B10 


SAU801905 


E3M10000040G07 


EFA202170 


E1M1000O282FO4 


ECO103160 


S1M10000024D10 


SAU802245 


E3M10000040G07 


EFA202168 


E1M10000282H04 


ECO103884 


S1M10000024D10 


SAU802244 


E3M10000040H07 


EFA201951 


E1M10000282B05 


ECO 102921 


S1M10000024F10 


SAU801511 


E3M10000040B08 


EFA202378 


E1M10000282F05 


ECO101239 


S1M10000024G10 


SAU802496 


E3M10000040C08 


EFA200677 


E1M10000282H05 


ECO103625 


S1M10000024A11 


SAU802654 


E3M10000040D08 


EFA200192 


E1M10000282A08 


ECO100868 


S1M10000024D11 


SAU800700 


E3M10000040F08 


EFA202168 


E1M10000282B08 


ECO102554 


S1M10000024G12 


SAU802245 


E3M10000O4OG08 


EFA200660 


E1M10000282D08 


ECO102764 


S1M10000024G12 


SAU802244 


E3M10000040G08 


EFA200661 


E1M10000282E08 


ECO102868 


S1M10000025B0I 


SAU801898 


E3M10000040A09 


EFA200807 


E1M10000282E08 


ECO102869 


S1M10000025C01 


SAU802154 


E3M10000040B09 


EFA200807 


E1M10000282F08 


ECO100093 


S1M10000025D01 


SAU801193 


E3M10000040C09 


EFA202174 


E1M10000282G08 


ECO 102553 


S1M10000025E01 


SAU801193 


E3M10000040C09 


EFA202176 


E1M10000282G08 


ECO102554 


S1M10000025B02 


SAU802223 


E3M10000040D09 


EFA201951 


E1M10000282H08 


ECO100197 


S1M10000025A03 


SAU800920 


E3M10000040F09 


EFA202378 


E1M10000282A09 


ECO103884 


S1M10000025B03 


SAU802109 


E3M10000040G09 


EFA200839 


E1M10000282C09 


ECO103160 


S1M10000025C03 


SAU802246 


E3M10000040H09 


EFA201982 


E1M10000282C11 


ECO103237 


S1M10000025D03 


SAU801083 


E3M10000040H09 


EFA201981 


E1M10000282D11 


ECO103886 


S1M10000025D03 


SAU801084 


E3M10000040A10 


EFA201981 


E1M10000282C12 


ECO101438 


S1M10000025F03 


SAU802711 


E3M10000040B10 


EFA200457 


E1M10000282E12 


ECO103223 


S1M10000025D04 


SAU800984 


E3M10000040C10 


EFA200192 


E1M10000282G12 


ECO103186 


. S1M10000025E04 


SAU800431 


E3M10000040E10 


EFA201983 


E1M10000283D01 


ECO100905 


S1M10000025E04 


SAU100580 


E3M10000040A11 


EFA201041 


E1M10000283D01 


ECO100906 


S1M10000025E04 


.SAU1 00905 


E3M10000040B11 


EFA202110 


E1M10000283E01 


ECO 103886 


S1M10000025E04 


SAU200260 


E3M10000040C11 


EFA200805 


E1M10000283A02 


ECO 104049 


S1M10000025E04 


SAU501625 


E3M10000040E11 


EFA202221 


E1M10000283A02 


ECO104050 


S1M10000025G04 


SAU800760 


E3M10000040F11 


EFA201208 


E1M10000283B02 


ECO100032 


S1M10000025B05 


SAU802503 


E3M10000040G11 


EFA201984 


E1M10000283H03 


ECO103219 


S1M10000025B05 


SAU802502 


E3M10000040B12 


EFA201987 


E1M10000283B04 


ECO103219 


S1M10000025C05 


SAU802246 


E3M10000040C12 


EFA200677 


E1M10000283B05 


ECO103219 


S1M10000025F05 


SAU802586 


E3M10000040D12 


EFA200192 


E1M10000283G05 


ECO103264 


S1M10000025F05 


SAU802585 


E3M10000040E12 


EFA202007 


E1M10000283G05 


ECO 103265 


S1M10000025H05 


SAU800548 


E3M10000040G12 


EFA202015 


E1M10000283A06 


ECO101259 


S1M10000025B06 


SAU801183 


E3M10000041C01 


EFA201888 


E1M10000283F06 


ECO 100522 


S1M10000025B06 


SAU801182 


E3M10000041B02 


EFA200457 


E1M10000283A07 


ECO103221 


S1M10000025D06 


SAU801181 


E3M10000041C02 


EFA201208 


E1M10000283G07 


ECO102654 


S1M10000025G06 


SAU800760 


E3M10000041D02 


EFA200807 


E1M10000283A08 


ECO 103881 


S1M10000025H06 


SAU800548 


E3M10000041E02 


EFA200245 


E1M10000283A08 


ECO103882 


S1M10000025H07 


SAU800111 


E3M10000041G02 


EFA200841 


E1M10000283E08 


ECO 103237 


S1M10000025A08 


SAU801018 


E3M10000041G02 


EFA203246 


E1M10000283F08 


ECO103263 


S1M10000025A08 


SAU801021 


E3M10000041A03 


EFA201920 


E1M10000283B10 


ECO103227 


S1M10000025A08 


SAU801019 


E3M10000041B03 


EFA201984 


E1M10000283H10 


ECO 103607 


S1M10000025A08 


SAU801020 


E3M10000041D03 


EFA201401 


E1M10000283B11 


ECO103234 


S1M10000025D08 


SAU800248 


E3M10000041E03 


EFA202007 


E1M10000283BU 


ECO 103235 


S1M10000025D08 


SAU800250 


E3M10000041F03 


EFA202160 


E1M10000283B11 


ECO103236 


S1M10000025D08 


SAU800249 


E3M10000041G03 


EFA201379 


E1M10000283E12 


ECO103219 


S1M10000025F08 


SAU80I321 


E3M1 000004 1C04 


EFA201208 


E1M10000302F01 


ECO 103604 


S1M10000025F08 


SAU801322 


E3M10000041D04 


EFA201028 


E1M10000302G03 


ECO 103885 


S1M10000025H08 


SAU800733 


E3M10000041D04 


EFA201041 


E1M10000302A05 


ECO 103559 


S1M10000025H08 


SAU302622 


E3M10000041G04 


EFA201041 


E1M10000302A05 


ECO103558 


S1M10000025A09 


SAU802154 
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E3M10000041HG4 


EFA202180 


E1M10000302C05 


ECO102403 


S1M10000025B09 


SAU800543 


E3M10000041A05 


EFA200807 


E1M10000302H07 


ECO 101096 


S1M10000025C09 


SAU802262 


E3M10000041B05 


EFA202007 


E1M10000302C09 


ECO100081 


S1M10000025D09 


SAU801476 


E3M1C000041D05 


EFA202168 


E1M10000302FIO 


ECO101943 


S1M10000025E09 


SAU801193 


E3M10000041E05 


EFA201983 


E1M10000302H11 


ECO102473 


S1M10000025F09 


SAU800548 


E3M10000041F05 


EFA200326 


E1M10000303C01 


ECO103886 


S1M10000025A10 


SAU802503 


E3M10000041H05 


EFA204646 


E1M10000303A02 


ECO101781 


S1M100O0025A1O 


SAU802502 


E3M10000041B06 


EFA202007 


E1M10000303D02 


ECO 102556 


S1M10000025C10 


SAU800543 


E3M10000041D06 


EFA200457 


E1M10000303A03 


ECO103886 


• S1M10000025D10 


SAU802586 


E3M10000041F06 


EFA200805 


E1M10000303B03 


ECO103220 


S1M10000025D10 


SAU802585 


E3M10000041G06 


EFA201975 


E1M10000303B03 


ECO103221 


S1M10000025F10 


SAU801517 


E3M10000041H06 


EFA200807 


E1M10000303H03 


ECO103186 


S1M10000025G10 


SAU801264 


E3M10000041A07 


EFA201869 


E1M10000303F04 


ECO103882 


S1M10000025G10 


SAU103443 


E3M1 000004 1A07 


EFA201867 


E1M10000303B05 


ECO103181 


S1M10000025H10 


SAU802004 


E3M10000041C07 


EFA205225 


E1M10000303C05 


ECOl 03238 


S1M10000025C11 


SAU801193 


E3M10000041E07 


EFA202007 


EIM10000303C05 


ECO103239 


S1M10000025E11 


SAU800005 


E3M10000041F07 


EFA202003 


E1M10000303C05 


ECO103240 


S1M10000025B12 


SAU802240 


E3M10000041G07 


EFA200841 


E1M10000303F06 


ECO 103881 


S1M10000025F12 


SAU802586 


E3M10000041A08 


EFA202006 


[ E1M10000303B07 


ECO103881 


S1M10000025F12 


SAU802585 


E3M10000041B08 


EFA200454 


E1M10000303B07 


ECO103880 


S1M10000026C01 


SAU802171 


E3M10000041C08 


EFA201869 


E1M10000303F07 


ECO103878 


S1M10000026C01 


SAU802170 


E3M10000041D08 


EFA201981 


E1M10000303F07 


ECO204942 


S1M10000026E01 


SAU801181 


E3M10000041F08 


EFA201886 


E1M10000303A08 


ECO103100 


S1M10000026F01 


SAU801096 


E3M10000041G08 


EFA202006 


E1M10000303F08 


ECO100915 


S1M10000026G01 


SAU801264 


E3M10000041H08 


EFA200192 


E1M10000303D11 


ECO100632 


S1M10000026G01 


SAU103441 


E3M10000041A09 


EFA202115 


E1M10000303D12 


ECO101868 


S1M10000026G01 


SAU103443 


E3M10000041B09 


EFA201506 


E1M10000304G01 


ECO103559 


S1M10000026H01 


SAU801900 


E3M10000041B09 


EFA201507 


EIM10000304H02 


ECO103487 


S1M10000026A02 


SAU800548 


E3M10000041C09 


EFA205288 


E1M10000304A03 


ECO103231 


S1M10000026B02 


SAU800548 


E3M10000041D09 


EFA201878 


E1M10000304A03 


ECO 103232 


' S1M10000026H02 


SAU800589 


E3M10000041F09 


EFA201981 


E1M10000304C03 


ECO103100 


S1M10000026B03 


SAU800547 


E3M10000041G09 


EFA202006 


E1M10000304E03 


ECO103236 


S1M10000026F03 


SAU802586 


E3M10000041H09 


EFA200358 


E1M10000304E03 


ECO103237 


S1M10000026F03 


.SAU802585 


E3M10000041A10 


EFA200829 


E1M10000304F03 


ECO103185 


S1M10000026F03 


SAU802587 


E3M10000041B10 


EFA202168 


E1M10000304E05 


ECO103100 


S1M10000026G03 


SAU802249 


E3M10000041C10 


EFA202160 


E1M10000304G05 


ECO101421 


S1M10000026H03 


SAU802230 


E3M10000041D10 


EFA200677 


E1M10000304A06 


ECO100663 


S1M10000026A04 


SAU802606 


E3M10000041E10 


EFA202006 


E1M10000304F06 


ECO 103237 


S1M10000026D04 


SAU802100 


E3M10000041F10 


EFA202170 


E1M10000304A08 


ECO 101 524 


S1M10000026D04 


SAU802099 


E3M10000041F10 


EFA202168 


E1M10000304A08 


ECO101525 


S1M10000026F04 


SAU800006 


E3M10000041G10 


EFA200179 


E1M10000304B10 


ECO103186 


S1M10000026G04 


SAU600582 


E3M10000041H10 


EFA201041 


E1M10000305E01 


ECO102827 


S1M10000026H04 


SAU802496 


E3M10000041A11 


EFA201028 


E1M10000305E01 


ECO 102828 


S1M10000026A05 


SAU802448 


E3M10000041A11 


EFA201041 


E1M10000305C02 


ECO103100 


S1M10000026B05 


SAU801184 


E3M10000041BU 


EFA201982 


E1M10000305G04 


ECO101438 


S1M10000026D05 


SAU800478 


E3M1O000041B11 


EFA201981 


E1M10000305G09 


ECO 104037 


S1M10000026F05 


SAU802246 


E3M10000041C11 


EFA200454 


E1M10000305C10 


ECO100004 


S1M10000026G05 


SAU800545 


E3M10000041D11 


EFA202006 


E1M10000305C10 


ECO100005 


S1M10000026H05 


SAU800548 


E3M10000041E11 


EFA202013 


E1M10000305B11 


ECO 102827 


S1M10000026A06 


.SAU801760 


E3M10000041F11 


EFA202001 


E1M10000305B11 


ECO102828 


S1M10000026B06 


SAU801518 


E3M1C00CC41F11 


EFA202Q03 


EIM1C00O3O5C11 


ECO 102827 


S1M10000026C06 


SAU801084 


E3M10000041H11 


EFA201379 


E1M10000305C11 


ECO 102828 


S1M10000026D06 


SAU802246 


E3M10000041B12 


EFA205255 


ELM10000306C01 


ECO103237 


S1M10000026F06 


SAU800517 
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Clone Name 
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LocusID 


Clone Name 


Gene 
i LocusID 


E3M10000041C12 


EFA200400 


E1M10000306A03 


ECO102056 


S1M10000026G06 


SAU801096 


E3M10000041D12 


EFA200179 


E1M10000306G03 


ECO103528 


S1M10000026A07 


SAU800984 


E3M10000041G12 


EFA200179 


E1M10000306E04 


ECO103243 


S1M10000026B07 


SAU801701 


E3M10000042B01 


EFA202274 


E1M10000306E04 


ECO103244 


S1M10000026B07 


SAU801700 


E3M10000042DO1 


EFA201920 


E1M10000306H04 


ECO103116 


S1M10000026C07 


SAU801392 


E3M10000042G01 


EFA201985 


E1M10000306C05 


ECO103884 


S1M10000026D07 


SAU802217 


E3M10000042A02 


EFA204122 


E1M10000306C05 


ECO103885 


S1M10000026F07 


SAU801264 


E3M10000042A02 


EFA203071 


E1M10000306H07 


ECO100905 


S1M10000026F07 


L SAU103441 


E3M10000042B02 


EFA201208 


E1M10000306D09 


ECO103218 


S1M10000026F07 


SAU103443 


E3M10000042C02 


EFA201457 


E1M10000306H09 


ECO103230 


S1M10000026G07 


SAU801355 


E3M10000042D02 


EFA200805 


E1M10000306E11 


ECO 103233 


S1M10000026H07 


SAU802225 


E3M10000042A03 


EFA201878 


E1M10000307G01 


ECO103911 


S1M10000026H07 


SAU802224 


E3M10000042A03 


EFA201869 


E1M10000307C02 


ECO100549 


S1M10000026A08 


SAU802171 


E3M10000042C03 


EFA200677 


E1M10000307D02 


ECO103221 


S1M10000026A08 


SAU802170 


E3M10000042D03 


EFA200179 


E1M10000307E03 


ECO101403 


S1M10000026C08 


SAU802246 


E3M10000042B04 


EFA200661 


E1M10000307E03 


ECO205169 


S1M10000026D08 


SAU600582 


E3M10000042C04 


EFA200457 


E1M10000307B04 


ECO 100757 


S1M10000026F08 


SAU800545 


E3M10000042E05 


EFA200805 


E1M10000307C04 


ECO102817 


S1M10000026G08 


SAU802654 


E3M10000042G05 


EFA201041 


E1M10000307E04 


ECO103482 


S1M10000026A09 


SAU800018 


E3M10000042D06 


EFA202007 


E1M10000307B05 


ECO103886 


S1M10000026A09 


SAU800019 


E3M10000042H06 


EFA200247 


E1M10000307C05 


ECO103001 


S1M10000026E09 


SAU800525 


E3M10000042H06 


EFA200246 


E1M10000307D05 


ECO103242 


S1M10000026E09 


SAU800524 


E3M10000042G07 


EFA201826 


E1M10000307E05 


ECO103881 


S1M10000026G09 


SAU800996 


E3M10000042A08 


EFA202180 


E1M10000307F05 


ECO103160 


S1M10000026H09 


SAU802496 


E3M10000042BO8 


EFA201981 


E1M10000307A06 


ECO103878 


S1M10000026A10 


SAU800984 


E3M10000042G08 


EFA200677 


E1M10000307A06 


ECO204942 


S1M10000026B10 


SAU800391 


E3M10000042H08 


EFA201878 


E1M10000307F06 


ECO 103242 


S1M10000026D10 


SAU800170 


E3M10000042B09 


EFA200245 


E1M10000307F06 


ECO 103243 


S1M10000026E10 


SAU801264 


E3M10000042D09 


EFA200841 


E1M10000307H06 


ECO 103886 


S1M10000026E10 


SAU 103441 


E3M10000042A10 


EFA201869 


E1M10000307B07 


ECO101232 


S1M10000026E10 


SAU103443 


E3M10000042A10 


EFA201867 


E1M10000307B07 


ECO101233 


S1M10000026F10 


SAU801264 


E3M10000042B10 


EFA201869 


E1M10000307C07 


ECO103461 


S1M10000026F10 


SAU103441 


E3M10000042C10 


EFA201888 


E1M10000307G07 


ECO103160 


S1M1OOO0026F10 


SAU 103443 


E3M10000042C10 


EFA201886 


E1M10000307F08 


ECO103116 


S1M10000026G10 


SAU801235 


E3M10000042E10 


EFA204122 


E1M10000307C09 


ECO103231 


■ S1M10000026G10 


SAU801236 


E3M10000042E10 


EFA203071 


E1M10000307C09 


ECO103232 


S1M10000026H10 


SAU800322 


E3M10000042B11 


EFA201993 


E1M10000307A10 


ECO103559 


S1M1O000O26A11 


SAU802192 


E3M10000042D11 


EFA201985 


E1M10000307A10 


ECO103558 


S1M10000026A11 


SAU802191 


E3M10000042F11 


EFA200310 


E1MI0000307E10 


ECO103878 


S1M10000026A11 


SAU802190 


E3M10000042G11 


EFA201878 


E1M10000307E10 


ECO204942 


S1M10000026B11 


SAU800526 


E3M10000042G11 


EFA201869 


E1M10000307F10 


ECO 100725 


S1M10000026C11 


SAU801185 


E3M10000042H11 


EFA201208 


E1M10000307H10 


ECO 102870 


S1M10000026E11 


. SAU802240 


E3M10000042D12 


EFA201165 


E1M10000307AU 


ECO104093 


S1M10000026E11 


SAU802239 


E3M10000042D12 


EFA201163 


E1M10000307D11 


ECO102306 


S1M10000026B12 


SAU800984 


E3M10000042E12 


EFA202180 


E1M10000307G11 


ECO 100095 


S1M10000026C12 


SAU800491 


E3M10000042F12 


EFA204122 


E1M10000307C12 


ECO 100095 


S1M10000026D12 


SAU802250 


E3M10000042F12 


EFA203071 


E1M10000307E12 


ECO100716 


S1M10000026E12 


SAU801644 


E3M10000042G12 


EFA200805 


E1M10000307G12 


ECO 102639 


S1M10000026F12 


SAU800517 


E3M10O00043BO1 








S 1 M 1 0000026G 1 2 


SAU800842 


E3M10000043C01 


EFA200457 


E1M100O0308AO2 


ECO103221 


S1M10000027G01 


SAU800453 


E3M10000043D01 


EFA201981 


E1M10000308B02 


ECO 102636 


S1M10000027G01 


SAU200237 


E3M10000043A02 


EFA200247 


E1M10000308F02 


ECO103558 


S1M10000027C02 


j SAU801426 


E3M10000043B02 


EFA201869 


E1M10000308H04 


ECO101613 


S1M10000027D02 


SAU801900 
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LocusID 


Clone Name 
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E3M10000043D02 


EFA200807 


E1M10000308H04 


ECO101614 


S1M10000027D02 


SAU801899 


E3M10000043H02 


EFA201984 


E1M10000308B05 


ECO104010 


S1M10000027E02 


SAU802090 


E3M10000043A03 


EFA201984 


E1M10000308E05 


ECO101669 


S1M10000027F02 


SAU800478 


E3M10000043B03 


EFA200840 


E1M10000308F06 


ECO103243 


S1M10000027H02 


SAU801760 


E3M10000043E03 


EFA200478 


E1M10000308F06 


ECO 103244 


S1M10000027D03 


SAU800537 


E3M10000043F03 


EFA200454 


E1M10000308B07 


ECO101684 


S1M10000027E03 


SAU800453 


E3M10000043G03 


EFA200807 


E1M10000308B07 


ECO101685 


S1M10000027E03 


SAU200237 


E3M10000043F04 


EFA200326 


E1M10000308C07 


ECO103263 


S1M10000027G03 


SAU800545 


E3M10000043G04 


EFA200807 


E1M10000308A08 


ECO102274 


S1M10000027A04 


SAU800545 


E3M1 0000043 AOS 


EFA200807 


E1M10000308C08 


ECO100094 


S1M10000027C04 


SAU801018 


E3M10000043G05 


EFA200192 


E1M10000308C08 


ECO100095 


S1M10000027G04 


SAU801089 


E3M10000043H05 


EFA202168 


E1M10000308D08 


ECO103263 


S1M10000027H04 


SAU801089 


E3M10000043B06 


EFA202274 


E1M10000308G09 


ECO100886 


S1M10000027A05 


SAU802226 


E3M10000043F06 


EFA201920 


E1M10000308H09 


ECO103221 


S1M10000027C05 


SAU801193 


E3M10000043H06 


EFA204122 


E1M10000308E10 


ECO100886 


S1M10000027D05 


SAU800845 


E3M10000043H06 


EFA203071 


E1M10000286D01 


ECO103218 


S1M10000027E05 


SAU802502 


E3M10000043E07 


EFA200747 


E1M10000286B02 


ECO103230 


S1M10000027F05 


SAU802124 


E3M10000043G07 


EFA200195 


E1M10000286B02 


ECO103231 


S1M10000027F05 


SAU103735 


E3M10000043A08 


EFA201460 


E1M10000286G02 


ECO101347 


S1M10000027G05 


SAU802442 


E3M10000043B08 


EFA200733 


E1M10000286G02 


ECO101348 


S1M10000027H05 


SAU802442 


E3M10000043C08 


EFA201985 


E1M10000286H02 


ECO103244 


S1M10000027B06 


SAU801256 


E3M10OO0O43E08 


EFA200381 


E1M10000286A03 


ECO 102834 


S1M10000027C06 


SAU801011 


E3M10000043E08 


EFA200382 


E1M1OO00286C03 


ECO103218 


S1M10000027D06 


SAU801781 


E3M10000043F08 


EFA201869 


EIM10000286C04 


ECO 100868 


S1M10000027E06 


SAU600582 


E3M10000043G08 


EFA202168 


E1M10000286E04 


ECO102654 


S1M10000027F06 


SAU600582 


E3M10000043H08 


EFA201920 


E1M10000286C05 


ECO103104 


S1M10000027G06 


SAU801781 


E3M10000043A09 


EFA201984 


E1M10000286D05 


ECO100584 


S1M10000027H06 


SAU600582 


E3M10000043A09 


EFA201983 


E1M10000286E05 


ECO103559 


S1M10000027B07 


SAU800547 


E3M10000043C09 


EFA201888 


E1M10000286E05 


ECO103558 


S1M10000027D07 


SAU800453 


E3M10000043D09 


EFA202180 


E1M10000286E05 


ECO103557 


S1M10000027D07 


SAU200237 


E3M10000043H09 


EFA200326 


E1M10000286F05 


ECO101259 


S1M10000027E07 


SAU802249 


E3M10000043A10 


EFA202168 


E1M10000286H05 


ECO104160 


S1M10000027G07 


SAU802186 


E3M10000043B10 


EFA200457 


E1M10000286A06 


ECO103217 


S1M10000027H07 


SAU800996 


E3M10000043C10 


EFA200797 


E1M10000286A06 


ECO103218 


S1M10000027A08 


SAU801084 


E3M10000043D10 


EFA200381 


E1M10000286G06 


ECO103219 


S1M10000027B08 


SAU802224 


E3M10000043D10 


EFA200382 


E1M10000286F07 


ECO103242 


S1M10000027C08 


SAU802224 


E3M10000043E10 


EFA200457 


E1M10000286F07 


ECOl 03243 


S1M10000027D08 


SAU801663 


E3M10000043F10 


j EFA202003 


E1M10000286B08 


ECO 102274 


S1M10000027E08 


SAU800006 


E3M10000043G10 


EFA200310 


E1M10000286F08 


ECO100381 


S1M10000027F08 


SAU801186 


E3M10000043A11 


EFA200326 


E1M10000286H08 


ECO102259 


S1M10000027G08 


SAU802654 


E3M10000043B11 


EFA202006 


E1M10000286D09 


ECO103886 


S1M10000027H08 


SAU800006 


E3M10000043E11 


EFA202213 


E1M10000286F09 


ECO 103263 


S1M10000027B09 


SAU801760 


E3M10000043G11 


EFA202168 


E1M10000286A10 


ECO102096 


S1M10000027C09 


SAU801183 


E3M10000043H11 


EFA200454 


E1M10000286F10 


ECO103160 


S1M10000027D09 


SAU802335 


E3M10000043B12 


EFA201888 


E1M10000286F10 


ECO103161 


S1M10000027E09 


SAU802224 


E3M10000043D12 


EFA200807 


E1M10000286A11 


ECO 103886 


S1M10000027F09 


SAU802071 


E3M10000043F12 


EFA202168 


E1M10000286CU 


ECO10324C 


S1M10000027G09 


SAU802224 


E3M100O0Q43G12 


EFA201869 


E1M10000286E12 


ECO101403 


S1M10000027H09 


SAU800513 


E3M10000044E01 


EFA202007 


E1M10000286E12 


ECO205169 


S1M10000027D10 


SAU801241 


E3M10000044C02 


EFA201974 


E1M10000287B02 


ECO103882 


S1M10000027H10 


SAU800547 


E3M1000C045E07 


EFA202003 


E1M10000287D02 


. ECO10322*? 


' S1M10000027A11 


SAU800842 


E3M10000046C04 


EFA200805 


E1M10000287D02 


, ECO10322S 


■ S1M10000027B11 


SAU801905 


E3M10000047D02 


EFA200805 


E1M10000287F02 


. ECO103265 


S1M10000027D11 


SAU800528 
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E3M10000047B08 


EFA201999 


E1M10000287E03 


ECO103240 


S1M10000027E11 


SAU800842 


E3M10000047C08 


EFA201087 


E1M10000287E03 


ECO103241 


S1M10000027G11 


SAU802565 


E3M10000047D08 


EFA200805 


E1M10000287A04 


ECO 102556 


S1M10000027G11 


SAU802564 


E3M10000050B01 


EFA201869 


E1M10000287B05 


ECO102033 


S1M10000027H11 


SAU802565 


E3M10000050C01 


EFA202211 


E1M10000287C05 


ECO103242 


S1M10000027H11 


SAU802564 


E3M10000050D01 


EFA201888 


E1M10000287C05 


ECO103243 


S1M10000028B01 


SAU801770 


E3M10000050B02 


EFA202168 


E1M10000287E05 


ECO302213 


S1M10000028B01 


SAU801769 


E3M10000050C02 


EFA202168 


E1M10000287G05 


ECO102193 


S1M10000028E01 


SAU800738 


E3M10000050E02 


EFA200807 


E1M10000287H05 


ECO 103886 


S1M10000028E01 


SAU800737 


E3M10000050F02 


EFA200677 


E1M10000287A06 


ECO 102741 


S1M10000028F01 


SAU801770 


E3M10000050HQ4 


EFA201981 


E1M10000287C06 


ECO103223 


S1M10000028F01 


SAU801769 


E3M10O0OO5OB05 


EFA202274 


E1M10000287A07 


ECO103885 


S1M10000028G01 


SAU802545 


E3M10O00O50DO5 


EFA201985 


E1M10000287A09 


ECO100185 


S1M10000028A02 


SAU801770 


E3M10000050D05 


EFA202953 


E1M10000287A10 


ECO103237 


S1M10000028A02 


SAU801769 


E3M10O0OO5OEO5 


EFA202007 


E1M10000287A10 


ECO 103238 


S1M10000028B02 


SAU800490 


E3M10000050G05 


EFA201645 


E1M10000287C10 


ECO101977 


S1M10000028C02 


SAU800170 


E3M1OO00O50GO5 


EFA201646 


E1M10000287C10 


ECO 101978 


S1M10000028G02 


SAU801018 


E3M10000050H05 


• EFA202012 


E1M10000287B11 


ECO101259 


S1M10000028B03 


SAU801354 


E3M10000050A06 


EFA200807 


E1M10000287F11 


ECO 102555 


S1M10000028D03 


SAU802654 


E3M10000050C06 


EFA200805 


E1M10000287F11 


ECO102556 


S1M10000028E03 


SAU800509 


E3M10000050D06 


EFA202160 


E1M10000287G12 


ECO101334 


S1M10000028F03 


SAU800517 


E3M10O00O50F06 


EFA201888 


EIM10000288B02 


ECO103886 


S1M10000028G03 


SAU800641 


E3M10000050H06 


EFA200366 


E1M10000288D02 


ECO 104091 


S1M10000028H03 


,SAU802217 


E3M10000050A07 


EFA201981 


E1M10000288D02 


ECO 104092 


S1M10000028A04 


SAU800753 


E3M10000050B07 


EFA201981 


E1M10000288H02 


ECO103886 


S1M10000028B04 


SAU801683 


E3M10000050C07 


EFA200590 


E1M10000288A03 


ECO 103594 


S1M10000028C04 


SAU800512 


E3M10000050E07 


EFA201926 


E1M10000288B03 


ECO101939 


S1M10000028D04 


SAU800512 


E3M10000050F07 


EFA202170 


E1M10000288F03 


ECO101940 


S1M10000028E04 


SAU800424 


E3M10000050H07 


EFA200192 


E1M10000288C04 


ECO 102556 


S1M10000028F04 


SAU800535 


E3M100OOO50BO8 


EFA200916 


E1M10000288D04 


ECO100885 


S1M10000028F04 


SAU800534 


E3M10000050D08 


EFA202007 


E1M10000288A05 


ECO 100706 


S1M10000028G04 


SAU802502 


E3M10000050F08 


EFA200457 


E1M10000288H05 


ECO 104227 


S1M10000028B05 


SAU801264 


E3M10000O50GO8 


EFA200731 


E1M10000288H05 


ECO205289 


S1M10000028C05 


SAU802207 


E3M10000050D09 


EFA201878 


E1M10000288A06 


ECO 102999 


S1M10000028C05 


SAU802206 


E3M10000050F09 


EFA201985 


E1M1000O288G06 


ECO100194 


S1M10OOO028DO5 


SAU800424 


E3M10000050G09 


EFA202007 


E1M10000288G06 


ECO100195 


S1M10000028F05 


SAU800535 


E3M10000050H09 


EFA202180 


E1M10000288C07 


ECO103221 


S1M10000028F05 


SAU800534 


E3M10000050B10 


EFA201869 


E1M10000288G07 


ECO103626 


S1M10000028H05 


SAU801264 


E3M10000051C01 


EFA200677 


E1M10000288G07 


ECO 103627 


S1M10000028A06 


SAU801458 


E3M10000051D01 


EFA201884 


E1M10000288E08 


ECO 103227 


S1M10000028A06 


SAU801457 


E3M10000051C03 


EFA202168 


E1M10000288D09 


ECO 100663 


S1M10000028B06 


SAU801741 


E3M1 000005 1D03 


EFA201888 


E1M10000288E09 


ECO103885 


S1M10000028C06 


SAU802654 


E3M10000051H03 


EFA202006 


E1M10000288E10 


ECO 103263 


S1M10000028D06 


SAU801186 


E3M10000051A04 


EFA201999 


E1M10000288F11 


ECO 103886 


S1M10000028F06 


SAU800539 


E3M10000051B04 


EFA200400 


E1M10000288H11 


ECO 102637 


. S1M10000028G06 


SAU801260 


E3M10000051B04 


EFA202608 


E1M10000288D12 


ECO 103224 


S1M10000028D07 


SAU801139 


E3M1 000005 1D04 


EFA201993 


E1M10000288D12 


ECO 103225 


S1M10000028F07 


SAU802254 


E3M1 000005 1E04 


EFA200290 


E1M10000289D01 


ECO 103237 


S1M10000028H07 


SAU802654 


C J ivl 1 vUUWUj i r U*r 


cr A200841 


E1M10000289D01 


ECO 103238 


S1M10000028A08 


SAU800354 


E3M1 000005 1F05 


EFA202160 


E1M10000289F01 


ECO100905 


S1M10000028B08 


SAU800547 


E3M10000051C06 


EFA200247 


E1M10000289G01 


ECO103231 


S1M10000028C08 


SAU800542 


E3M1 000005 1D06 


EFA200247 


E1M10000289G05 


ECO103878 


S1M10000028D08 


SAU802071 


E3M10000051F06 


EFA204122 


E1M10000289G05 


ECO204942 


S1M10000028E08 


SAU801260 
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Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


Clone Name 


. Gene 
I LocusID 


E3M10000051F06 


EFA203071 


E1M10000289B06 


ECO103883 


S1M10000028G08 


SAU801701 


E3M10000051G06 


EFA200247 


EIM10000289D06 


ECO104213 


S1M10000028G08 


SAU801700 


E3M10000051B07 


EFA201208 


E1M10000289G06 


ECO 100785 


S1M10000028H08 


SAU801646 


E3M10000051E07 


EFA202378 


E1M10000289G06 


ECO100786 


S1M10000028H08 


SAU801645 


E3M10000051F07 


EFA201970 


E1M10000289E07 


ECO100095 


S1M10000028B09 


SAU800547 


E3M10000051F07 


EFA201968 


E1M10000289G07 


ECO103451 


S1M10000028D09 


SAU800547 


E3M1 000005 1A08 


EFA200677 


E1M10000289A08 


ECO 104091 


S1M10000029F01 


SAU802228 


E3M10000051B08 


EFA201985 


E1M10000289A08 


ECOl 04092 


S1M10000029F01 


SAU802227 


E3M10OOO051BO8 


EFA202953 


E1M10000289A08 


ECO104093 


• S1M10000029G01 


SAU800542 


E3M10000051D08 


EFA201312 


E1M10000289H08 


ECO103831 


S1M10000029H01 


SAU800517 


E3M10000051H08 


EFA201888 


E1M10000289D09 


ECO103885 


S1M10000029A02 


SAU801354 


E3M10000051B09 


EFA201954 


E1M10000289C10 


ECO103885 


S1M10000029B02 


SAU800543 


E3M10000051C09 


EFA200266 


EIM10000289G10 


ECO100725 


S1M10000029C02 


SAU801139 


E3M10000051D09 


EFA200247 


E1M10000289B11 


ECO103236 


S1M10000029D02 


SAU801275 


E3M10000051D09 


EFA200246 


E1M10000289B11 


ECO 103237 


S1M10000029E02 


SAU801275 


E3M10000051E09 


EFA200246 


E1M10000289G11 


ECO 102300 


S1M10000029F02 


SAU801139 


E3M10000051G09 


EFA202378 


E1M10000289E12 


ECO 104091 


S1M10000029G02 


SAU800605 


E3M10000051H09 


EFA200538 


E1M10000289E12 


ECO104092 


S1M10000029G02 


SAU302812 


E3M1 000005 1A10 


EFA201999 


E1M10000290B01 


ECO101067 


S1M10000029A03 


SAU802240 


E3M10000051B10 


EFA202110 


E1M10000290B01 


ECO101068 


S1M10000029B03 


SAU802491 


E3M10000051D10 


EFA202006 


E1M10000290G01 


ECO103886 


S1M10000029C03 


SAU600582 


E3M10000051E10 


EFA202160 


E1M10000290A02 


ECO101067 


S1M10000029G03 


SAU800006 


E3M10000051F10 


EFA202160 


E1M10000290A02 


ECO101068 


S1M10000029A04 


SAU801596 


E3M10000051H10 


EFA200421 


E1M10000290B02 


ECO102599 


S1M10000029A04 


SAU801597 


E3M10000051A11 


EFA202160 


E1M10000290B02 


ECO 102600 


S1M10000029B04 


SAU802599 


E3M10000051D11 


EFA202211 


E1M10000290E02 


ECOl 01 939 


S1M10000029F04 


SAU802649 


E3M10000051E11 


EFA201827 


E1M10000290F04 


ECO 103226 


S1M10000029G04 


SAU802654 


E3M10000051F11 


EFA200179 


E1M10000290F05 


ECO 10321 8 


S1M10000029B05 


SAU801362 


E3M10000051G11 


EFA201982 


E1M10000290D06 


ECO 103559 


S1M10000029C05 


SAU800543 


E3M10000051F12 


EFA200805 


E1M10000290D06 


ECO103560 


* S1M10000029D05 


SAU801354 


E3M10000050E01 


EFA200457 


E1M10000290D08 


ECO103064 


S1M10000029E05 


SAU801476 


E3M10000050G01 


EFA200179 


E1M10000290E08 


ECO102555 


S1M10000029G05 


SAU801253 


E3M10000050B03 


EFA202170 


E1M10000290E08 


ECO102556 


S1M10000029H05 


SAU800259 


E3M10000050B03 


EFA202168 


E1M10000290F08 


ECO102555 


S1M10000029B06 


SAU800006 


E3M10000050C03 


EFA200381 


E1M10000290F08 


ECO 102556 


SIM10000029H06 


SAU800543 


E3M10000050C03 


EFA200382 


E1M10000290B09 


ECO102555 


S1M10000029C07 


SAU800759 


E3M10000050D03 


EFA200400 


E1M10000290B09 


ECO 102556 


S1M10000029G07 


SAU800605 


E3M10000050D03 


EFA202608 


E1M10000290D10 


ECO 103228 


S1M10000029B08 


SAU801621 


E3M10000050E03 


EFA200400 


E1M10000290E11 


ECO 104090 


S1M10000029G08 


SAU801618 


E3M10000050E03 


EFA202608 


E1M10000290E11 


ECO104091 


S1M10000029H08 


SAU801139 


E3M10000050A04 


EFA202160 


E1M10000291E01 


ECO102852 


S1M10000029A09 


SAU801113 


E3M10000050E04 


EFA205285 


E1M10000291B02 


ECO103262 


S1M10000029C09 


;SAU801113 


E3M10000050E04 


EFA201999 


E1M10000291B02 


ECO103878 


S1M10000029D09 


SAU801113 


E3M10000050H08 


EFA205288 


E1M10000291B02 


ECO204942 


S1M10000029F09 


SAU802262 


E3M10000052C01 


EFA202110 


E1M10000291F02 


ECO102051 


S1M10000029H09 


SAU801618 


E3M10000052F01 


EFA200457 


E1M10000291A03 


ECO 103237 


S1M10000029A10 


SAU800517 


E3M10000052C02 


EFA200805 


E1M10000291A03 


ECO 103238 


S1M10000029A10 


: SAU202623 


E3M10000052D02 


EFA202170 


E1M10000291B04 


ECO 103237 


S1M10000029B10 


SAU801790 


E3M10000052G02 


EFA200457 


E1M10000291B04 


ECO103238 


S1M10000029C10 


SAU800529 


E3M10000052B03 


EFA200239 


E1M10000291E04 


ECO100967 


S1M10000029D10 


SAU801790 


E3M10000052E03 


EFA202378 


E1M10000291E05 


ECO 103223 


SIM10000029E10 


SAU801139 


E3M10000052G03 


EFA200326 


E1M10000291G05 


ECO102555 


S1M10000029F10 


SAU80O266 


E3M10000052B04 


EFA200290 


E1M10000291G05 


ECO102556 


S1M10000029H10 


SAU801139 
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Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


Clone Name 


LocusID 


E3M10000052F04 


EFA200310 


E1M10000291A06 


ECO 103506 


S1M10000029A11 


SAU801263 


E3M10000052G04 


EFA200192 


E1M10000291B06 


ECO104090 


S1M10000029E11 


SAU801139 


E3M10000052G04 


EFA200198 


E1M10000291C06 


ECO103461 


S1M10000029F11 


SAU802714 


E3M10000052C05 


EFA200454 


E1M10000291D06 


ECOl 00 102 


S1M10000029A12 


SAU801631 


E3M10000052D05 


EFA201888 


E1M10000291E07 


ECO103866 


S1M10000029C12 


SAU802070 


E3M10000052F05 


EFA202168 


E1M10000291A08 


ECO101221 


S1M10000029D12 


SAU801552 


E3M10000052G05 


EFA201926 


E1M10000291B08 


ECO 1032 17 


S1M10000029F12 


SAU800253 


E3M10000052G06 


EFA202274 


E1M10000291B08 


ECO103218 


S1M10000029F12 


SAU800257 


E3M10000052H06 


EFA200805 


E1M10000291F08 


ECO 103229 


S1M10000029G12 


SAU801138 


E3M10000052B07 


EFA202168 


E1M10000291B10 


ECO103881 


S1M10000030B01 


SAU802654 


E3M10000052F08 


EFA202378 


E1M10000291E10 


ECO101591 


S1M10000030D01 


SAU801113 


E3M10000052E09 


EFA201985 


E1M10000291D11 


ECO103263 


S1M10000030F01 


SAU801473 


E3M10000052E09 


EFA202953 


E1M10000291F11 


ECO100095 


S1M10000030H01 


•SAU800543 


E3M10000052G09 


EFA200326 


E1M10000291G11 


ECO103264 


S1M10000030A02 


SAU801181 


E3M10000052F10 


EFA200239 


E1M10000291G11 


ECO 1 03265 


S1M10000030B02 


SAU801515 


E3M10000052F10 


EFA200240 


E1M10000291H11 


ECO 103262 


S1M10000030C02 


SAU802567 


E3M10000052D11 


EFA200898 


E1M10000291H11 


ECOl 03878 


S1M10000030D02 


SAU801515 


E3M10000052D12 


EFA202168 


E1M10000291H11 


ECO204942 


S1M10000030E02 


SAU801473 


1008-H20 


ECO100023 


E1M10000291B12 


ECO103882 


S1M10000030H02 


SAU802452 


1011-P20 


ECO100702 


E1M10000291F12 


ECO 103243 


S1M10000030B03 


;SAU802654 


1053-37 


ECO101256 


E1M10000293B01 


ECO103885 


S1M10000030C03 


:SAU800275 


1053-37 


ECO202228 


E1M10000293B02 


ECO 104093 


S1M10000030D03 


SAU801473 


1010-C11 


ECO10I324 


E1M10000293G02 


ECO103886 


S1M10O00030G03 


j SAU800542 


1017-H1 


ECO304472 


E1M10000293A04 


ECO 100402 


S1M10000030H03 


SAU800232 


1067-16 


ECO 102309 


E1M10000293B04 


ECO103886 


S1M10000030C04 


SAU800526 


1083-27 


ECO102636 


E1M10000293A05 


ECO100095 


S1M10O00030A05 


, SAU800478 


1065-12 


ECO 102557 


E1M10000293E05 


ECO 103223 


S1M10000030B05 


SAU801256 


221-41 


ECO103884 


E1M10000293E05 


ECO103224 


S1M10000030C05 


: SAU800526 


B17-6.O10 


ECO103884 


E1M10000293G05 


ECO 103243 


S1M10000030D05 


SAU800759 


910-B20 


ECO 103 884 


E1M10000293A06 


ECO101175 


S1M10000030D05 


' SAU302793 


B18-2.N21 


ECO100148 


E1M10000293H06 


ECO 102654 


S1M10000030G05 


SAU800776 


971-B20 


ECO103240 


E1M10000293F07 


ECO 101095 


S1M10000030G05 


• SAU800777 


971-B20 


ECO103241 


E1M10000293C08 


ECO101844 


S1M10000030H05 


SAU800179 

WJX^ \— ' Uvv 1 / ✓ 


D1-1.A15 


ECO103394 


E1M10000293E08 


ECO101939 

X^J V> X V X *S *J *S 


S1M10000030D06 


SAU800189 


4-28.1 


ECO101485 


E1M10000293G08 


ECO103101 

Xmf ******* r XV/—/ X \J X 


S1M10000030E06 


SAU801257 


D1-2.B13 


ECO 102255 


E1M10000293B09 


ECO103181 


S1M10000030B07 

U 1 111 X UUUWJ V/l_^» V/ / 


SAT 1802627 


D1-2.P21 


ECO 102 144 


E1M10000293G09 


ECO 102 144 

XmJ \^ V»> X \J X* X 1 1 


S 1 M 1 OO00030D07 


SATJ8001 89 


Z56-D2 


ECO103911 


E1M10000293H09 

X^ X XTX X VVUVM/t/AlV/ 


ECO 100094 


S1M10000030G07 

vJ A 1VA 1 WuUvJuU f 


SATJ802247 


PJMF55 


ECO 103264 


E1M10000293H09 


ECO 100095 


S1M10000030H07 

U A XYA a v/uuuvJui iy / 


SATIR00S7S 


PJMF55 


ECOl 03265 


E1M10000293A11 


ECO103883 


O 1 1YA 1 Uwwvv/JUbyO 




R1-15.A13 


ECO101995 


E1M10000293E11 


ECO103242 


S1M1O000030F08 


SAU802231 


R1-19.H1 


ECO101104 


E1M10000293F11 


ECO 104091 


S1M10000030F08 


SATJ802230 


R1-55.M2 


ECO103884 


E1M10000293F11 


ECO 104092 


S1M1OO00030G08 

i-/ A 1YA A UV/UUVt'UVJvO 


SATJ80225G 


Z45-F11 


ECO103263 


E1M10000293C12 


ECO 100 170 


S1M10000030A09 


SATJ801719 


Z8-B9 


ECO102033 


E1M10000293D12 


ECO 103221 


S 1 Ml 0000030R09 




E1M10000007B04 


ECO 102986 


E1M10000295D01 


ECO103228 


SI Ml 0000030 C09 

O A AVA A v/UVUV/JUOvJ 


SATJ800^42 

OAUOUUJti 


227-10 


ECO 102562 


E1M10000295D01 


ECO 103229 


S1M10000010D09 


SAT 1801 139 


709-F23 


ECO101506 


E1M10000295G01 


ECO103532 


S1M10000030F09 


SAU801904 


oni 01 c 


T> fy A1 A A /inn 


JD UV1 1 UUUUZiOUU 1 


ECO 1 03533 


SIMI0000030G09 


SAU800542 


801-C15 


ECO 100490 


E1M10000295B02 


ECO101635 


S1M10000030H09 


; SAU801644 


801-C15 


ECO100491 


E1M10000295E02 


ECO 1032 17 


S1M10000030A10 


SAU802309 


801-H19 


ECO 100488 


E1M10000295E02 


ECO103218 


S1M10000030A10 


SAU802308 


801-H19 


ECO100490 


E1M10000295F02 


ECO100169 


S1M10000030C10 


SAU800562 
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Clone Name 
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801-H19 


ECO100491 


E1M10000295H04 


ECO100663 


S1M10000030D10 


SAU802601 


8G4-P6 


ECO102513 


E1M10000295A07 


ECO100712 


S1M10000030F10 


SAU800019 


807-D20 


ECO100366 


E1M10000295B07 


ECO100179 


S1M10000030G10 


SAU800019 


807-D20 


ECO 100367 


E1M10000295B07 


ECO100180 


S1M10000030H10 


SAU802654 


B13-17.G8 


ECO101111 


E1M10000295C07 


ECO103224 


S1M10000030A11 


SAU800517 


B5-6.C8 


ECO101475 


E1M10000295C07 


ECO 103225 


S1M10000030A11 


SAU202623 


B5-6.C8 


ECO101476 


E1M10000295C07 


ECO103226 


S1M10000030D11 


SAU800517 


B5-6.C8 


ECO201962 


E1M10000295D08 


ECO103225 


S1M10000030D11 


SAU202623 


B8-2.D9 


ECO103461 


E1M10000295D08 


ECOl 03226 


S1M10000030E11 


SAU802241 


B15-8.P13 


ECO101328 


E1M10000295F08 


ECO103160 


S1M10000030G11 


SAU800811 


B15-8.P13 


ECO101329 


E1M10000295G08 


ECO103217 


S1M10000030C12 


SAU801647 


T13-5A2 


ECO 103059 


E1M10000295G08 


ECO 1032 18 


S1M10000030C12 


SAU801646 


T12-3.il 1 


ECO102857 


E1M10000295B09 


ECO103236 


S1M10000030E12 


SAU80O537 


T20-15.D4 


ECOl 01475 


E1M10000295F09 


ECO103881 


S1M10000030G12 


SAU801526 


T20-15.D4 


ECO101476 


E1M10000295F09 


ECO103882 


S1M10000031B01 


SAU802240 


T20-15.D4 


ECO201962 


E1M10000295G09 


ECO103263 


S1M10000031H01 


SAU800023 


T24-15.G6 


ECO 103059 


E1M10000295D10 


ECO 103 101 


S1M10000031B02 


SAU802247 


T24-17.C6 


ECO102857 


E1M10000295H10 


ECO103263 


S1M10000031E02 


SAU801912 


244.B12 


ECO101763 


EIM10000295B11 


ECO 103229 


. S1M10000031F02 


.SAU802231 


244.B12 


ECO101764 


E1M10000295F11 


ECO100954 


S1M10000031F02 


SAU802230 


244.B12 


ECO101765 


E1M10000295G12 


ECO103494 


S 1 Ml 000003 1G02 


SAU802235 


1042-J1 


ECO100702 


E1M10000312D11 


ECO104091 


S1M10000031G02 


SAU802234 


1042-J1 


ECOl 00703 


E1M10000312D11 


ECO104092 


S1M10000031H02 


SAU801355 


195.F5 


ECOl 02842 


E1M10000296B01 


ECO102304 


S1M10000031A03 


SAU802250 


25.D5 


ECO103059 


E1M10000296C02 


ECO102466 


S1M10000031E03 


SAU801134 


25.D6 


ECO103059 


E1M10000296C02 


ECO102467 


S1M10000031E03 


SAU801135 


177.F3 


ECO102309 


E1M10000296D02 


ECO 103235 


S1M10000031F03 


SAU802240 


525 .H 11 


ECO102857 


E1M10000296D02 


ECO103236 


S1M10000031G03 


SAU801505 


632.N2 


ECO104277 


E1M10000296D02 


ECO103237 


S1M10000031A04 


SAU801434 


633.B7 


ECO103479 


E1M10000296H02 


ECO102556 


S1M10000031A04 


SAU302892 


671.120 


ECO103478 


E1M10000296C03 


ECO100150 


S1M10000031B04 


SAU800543 


676.B12 


ECO 103479 


E1M10000296C03 


ECO100151 


S1M10000031C04 


.SAU800738 


643.B19 


ECO100702 


E1M10000296E03 


ECO 101086 


S1M10000031C04 


SAU800737 


720.016 


ECO103884 


E1M10000296H03 


ECO103227 


S1M10000031E04 


SAU8O0542 


666.H12 


ECO103478 


E1M10000296H03 


ECO103228 


S1M10000031F04 


SAU801517 


666.H12 


ECO 103479 


E1M10000296D04 


ECO 103237 


S1M10000031F04 


•SAU801516 


98.D4 


ECO 103263 


E1M10000296GO4 


ECO102144 


S1M10000031G04 


SAU3026U 


844.B21 


ECO102144 


E1M10000296F05 


ECO103886 


S1M10000031G04 


SAU302882 


P31-25-F3 


ECO101686 


E1M10000296G05 


ECO101467 


S1M10000031F05 


SAU800548 


P335-8.H8 


ECO101041 


E1M10000296H05 


ECO 103094 


- S1M10000031D06 


SAU801526 


P347.2 


ECO101086 


E1M10000296A06 


ECO100194 


S1M10000031G06 


,SAU800548 


P31-11-J20 


ECO 103228 


E1M10000296A06 


ECO100195 


S1M10000031H06 


SAU600582 


P336-14.F20 


ECO 101 370 


E1M10000296G07 


ECO 102827 


S1M10000031C07 


SAU801760 


P31-27-M1 


ECO103423 


E1M10000296G07 


ECO102828 


S1M10000031D07 


SAU801181 


P338-4.M21 


ECO100139 


E1M10000296H07 
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ECO 100500 


E1M10000285D09 


ECO103878 


S1M10000035H08 


SAU801084 


E1M10000152G01 


ECO100501 


E1M10000285D09 


ECO204942 


S1M10000035A09 


SAU801912 


E1M10000152G01 


ECO100502 


E1M10000285F09 


ECO102555 


S1M10000035A09 


SAU801913 


E1M1O000152GO3 


ECO 102227 


E1M10000285F09 


ECO102556 


S1M10000035D09 


SAU800984 


EIM10000152F04 


ECO 103233 


E1M10000285D10 


ECO103218 


S1M10000035E09 


SAU800699 


E1M10000152H04 


ECO 103233 


E1M10000285F10 


ECO 103242 


S1M10000035F09 


SAU800170 


E1M10000152B05 


ECO101324 


E1M10000285F10 


ECO103243 


S1M10000035G09 


SAU800170 


E1M10000152B06 


ECO103233 


E1M10000285G10 


ECO104028 


. S1M10000035H09 


SAU800287 


E1M10000152C08 


ECO103238 


E1M10000285E11 


ECO100475 


S1M10000035H09 


SAU200106 




E1M10000152C08 


ECO103239 


E1M10000285F11 


ECO103886 


S1M10000035A10 


SAU800170 




E1M10000152H08 


ECO103624 


E1M10000285G11 


ECO102593 


S1M10000035H10 


SAU800545 




E1M10000152H08 


ECO 103625 


E1M10000285F12 


ECO102637 


S1M10000035A11 


SAU800545 




E1M10000152E09 


ECO103528 


E1M10000286E03 


ECO104233 


S1M10000035B11 


SAU800545 




E1M1O0OO153HO3 


ECO103233 


E1M10000286C12 


ECO103230 


S1M10000035C11 


SAU800542 


E1M10000153C04 


ECO 102880 


E1M10000286C12 


ECO 103231 


S1M10000035G11 


SAU801697 




E1M10000153E04 


ECO101583 


E1M10000287H06 


ECO104131 


S1M10000035H11 


.SAU801697 




E1M100OO153FO5 


ECO 102847 


E1M10000289D04 


ECO101475 


S1M10000035A12 


.SAU802503 




E1M10000153A09 


ECO103408 


EIM10000289D04 


ECO101476 


S1M10000035D12 


SAU801740 




E1M10000156D07 


ECO103237 


E1M10000289D04 


ECO201962 


S1M10000035E12 


SAU801193 




E1M10000156D07 


ECO 103238 


E1M10000289G12 


ECO101324 


S1M10000035G12 


SAU800548 




E1M10000156B08 


ECO103780 


{ E1M10000293B03 


ECO103236 


S1M10000036C01 


SAU801246 




E1M10000156B09 


ECO100488 


E1M10000293B03 


ECO 103237 


S1M10000036H01 


SAU802238 




E1M10000156B09 


ECO 100490 


E1M10000293G03 


ECO101324 


S1M10000036A02 


SAU800014 




E1M10000156BO9 


ECO100491 


E1M10000296H06 


ECO 104090 


S1M10000036D02 


;SAU801526 




E1M10000156G12 


ECO 102470 


E1M10000299E01 


ECO101498 


S1M10000036H02 


SAU801193 




E1M10000157F01 


ECO102227 


E1M10000299E01 


ECO201937 


S1M10000036A03 


SAU80171S 


> 


E1M10000157B02 


ECO104019 


E1M10000299E01 


ECO 101499 


S1M10000036C03 


SAU800391 




E1M10000157C04 


ECO102255 


E1M10000299E02 


ECO 103265 


S1M10000036G03 


SAU801182 


\ 


E1M10000157B09 


ECO103231 


E1M10000299E02 


ECO 103266 


. S1M10000036H03 


SAU80125-) 


J 


E1M10000160C02 


ECO103646 


E1M10000299B03 


ECO 103229 


S1M10000036A04 


[ SAU80109f 




E1M10000160F02 


ECO103884 


E1M10000299EOS 


ECO103886 


S1M10000036B04 


I SAU80151* 


I 


E1M10000160A03 


ECO101583 


R1M10000300D1C 


> ECO102462 


S1M10OOOO36BO4 


[ SAU8015r 


1 


E1M10000160CO3 


ECO101084 


E1M10000300H1C 


) ECO104243 


S1M10000036C04 


\ SAU80000; 


i 


E1M1O0OO160HO3 


ECO103572 


E1M10000300H1C 


) ECO104242 


, S1M10000036HO^ 


\ SAU80125' 


1 


E1M100OO160HO5 


ECO102335 


E1M10000300F11 


ECO101671 


SlM10000036AOf 


i SAU80222: 


I 


E1M10000160A06 


ECO 102764 


ElM10000302H0f 


i ECO103262 


, SlM10000036A0f 


> SAU80222' 
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Clone Name 


Gene 
LocusED 


Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
'LocusID 


E1M10000160D07 


ECO 102588 


E1M10000302H05 


ECO103878 


S1M10000036C05 


SAU801342 


E1M10000160G07 


ECO101347 


E1M10000302H05 


ECO204942 


S1M10000036H05 


SAU802233 


E1M10000160G07 


ECO101348 


E1M10000306D03 


ECO103881 


S1M10000036B06 


SAU801899 


E1M10000160B09 


ECO101995 


E1M10000306D03 


ECO103880 


S1M10000036C06 


SAU800547 


E1M10000160C09 


ECO103217| E1M10000307A08 


ECO101259 


S1M10000036D06 


SAU802371 


E1M10000160C09 


ECO103218 


E1MIO00O308B03 


ECO103263 


S1M1COCC036DC6 


SAU802372 


E1M10000160E09 


ECO103479 


E1M10000311A02 


ECO100170 


S1M10000036E06 


SAU800539 


E1M100OO16OE1O 


ECO 1037 10 


E1M10000311A07 


ECO 100867 


S1M10000036F06 


SAU801719 


E1M10000160B11 


ECO102309 


E1M10000311A07 


ECO100868 


S1M10000036H06 


SAU802154 


E1M10000160F11 


ECO102847 


E1M10000313E07 


ECO103240 


. S1M10000036A07 


SAU800354 


E1M10000162C01 


ECO102950 


E1M10000313E07 


ECO103241 


S1M10000036A07 


SAU302737 


E1M10000162C01 


ECO102949 


E1M10000314G03 


ECO 103244 


S1M10000036B07 


SAU801354 


E1M10000162A03 


ECO101324 


E1M10000314F08 


ECO103453 


S1M10000036C07 


SAU802231 


E1M10000162F03 


ECO103163 


E1M10000314F08 


ECO204438 


S1M10000036C07 


SAU802230 


E1M10000162G05 


ECO101932 


E1M10000317H03 


ECO103230 


S1M10000036F07 


SAU800543 


E1M10000162H06 


ECO103159 


E1M10000317H03 


ECO103231 


S1M10000036G07 


SAU800589 


E1M10000162B08 


ECO102763 


E1M10000317C04 


ECO 103228 


S1M10000036A08 


SAU801636 


E1M10000162A09 


ECO101370 


E1M10000317C05 


ECO103886 


S1M10000036B08 


SAU801899 


E1M10000162F12 


ECO202228 


K1M10000002F02 


KPN200073 


S1M10000036D08 


SAU80O548 


E1M10000163H01 


ECO100023 


K1M10000003C01 


KPN201086 


S1M10000036E08 


SAU80O753 


E1M10000163F02 


ECO 102827 


K1M10000003C01 


KPN201087 


S1M10000036F08 


SAU802506 


E1M10000163F02 


ECO102828 


K1M10000003C01 


KPN103883 


S1M10000036G08 


SAU802610 


E1M10000163A04 


ECO101436 


K1M10000004F06 


KPN208757 


S1M10000036H08 


SAU801257 


E1M10000163C04 


ECO103163 


K1M10000007F01 


KPN203895 


S1M10000036B09 


SAU802654 


E1M10000163C04 


ECO 103 164 


K1M10000007F01 


KPN303445 


S1M10000036C09 


SAU801434 


E1M10000163B12 


ECO101324 


K1M10000007F01 


KPN203896 


S1M10000036F09 


SAU801530 


E1M10000164A02 


ECO102787 


K1M10000008C10 


KPN204465 


S1M10000036F09 


SAU801529 


E1M10000164F04 


ECO 103423 


K1M10000008C10 


KPN204464 


S1M10000036A10 


SAU802251 


E1M10000164H05 


ECO 103884 


K1M10000013E04 


KPN201990 


S1M10000036C10 


SAU800539 


E1M10000154F03 


ECO 101822 


K1M10000013E06 


KPN203025 


S1M10000036C10 


SAU800540 


E1M10000154H07 


ECO103671 


K1M10000015E05 


KPN203487 


S1M10000036C10 


SAU800541 


E1M10000154H07 


ECO 103672 


K1M10000019D06 


KPN208757 


S1M10000036D10 


SAU800366 


E1M10000150E02 


ECO101945 


K1M10000020B02 


KPN204465 


S1M10000036F10 


SAU801484 


E1M10000150G05 


ECO 103059 


K1M10000022C10 


KPN203310 


S1M10000036A11 


SAU801193 


E1M10000151C03 


ECO304472 


K1M10000030C03 


KPN300969 


S1M10000036B11 


SAU801760 


E1M10000151C04 


ECO101932 


K1M10000030C03 


KPN201549 


S1M10000036D11 


SAU800699 


E1M10000151G10 


ECO 100473 


KIM10000030C03 


KPN203973 


S1M10000036D11 


SAU800700 


E1M10000159F03 


ECO 102783 


K1M10000030C03 


KPN108099 


S1M10000036E11 


SAU801698 


E1M10000159F07 


ECO 103231 


K1M10000030C03 


KPN207255 


S1M10000036F11 


| SAU802397 


E1M10000159A09 


ECO100500 


K1M10000030C04 


KPN300969 


S1M10000036G11 


SAU802075 


E1M10000159A09 


ECO 100501 


K1M10000030C04 


KPN201549 


S1M10000036H11 


SAU801899 


E1M10000159C10 


ECO 103221 


K1M10000030C04 


KPN203973 


S1M10000036A12 


SAU801269 


E1M10000159C10 


ECO 103222 


K1M10000030C04 


KPN108099 


S1M10000036B12 


SAU802240 


E1M10000159C11 


ECO 103263 


K1M10000030C04 


KPN207255 


S1M10000036D12 


SAU801193 


E1M10000161D04 


ECO102986 


K1M10000030C07 


KPN203534 


S1M10000036E12 


SAU801240 


E1M10000161A05 


ECO102588 


K1M1O000030E07 


KPN204596 


S1M10000037G01 


SAU802469 


E1M10000161E05 


ECO 103231 


K1M10000032E11 


KPN204465 


S1M10000037G01 


SAU802468 


E1M10000161C06 


ECO 103227 


K1M10000033E01 


KPN203246 


S1M10000037A02 


SAU801900 


E1M10000161C06 


ECO103228 


K1M10000033B02 


KPN204465 


S1M10000037A02 


SAU801899 


E1M10000171E01 


ECO100500 


K1M10000037D10 


KPN203084 


S1M10000037E02 


SAU800014 


E1M10000171E01 


ECO100501 


K1M10000038D04 


KPN203487 


S1M10000037E02 


SAU800015 


E1M10000171E01 


ECO 100502 


K1M10000039A12 


KPN203487 


S1M10000037F02 


SAU800276 


E1M10000171E05 


ECO 103263 


K1M10000043E02 


KPN206685} S1M10000037G02 


SAU802100 
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Clone Name 


Gene 
LocusID 


Clone Name 


VJCHG 

LocusID 




Gene 
•T oen^TD 

l—/\J l/UO XXV 


E1M10000172C01 


ECO 102690 


K1M10000043D05 


KPN203146 


S1M10000037H02 


SAU801760 


E1M10000172C05 


ECO 103232 


K1M10000043H10 


KPN200459 


S1M10000037A03 


SAU801626 


E1M10000172C05 


ECO103233 


K1M10000043H10 


KPN200460 


S1M10000037A03 


SAU801625 


E1M10000172C07 


ECO 100366 


K1M10000044G05 


KPN206300 


S1M10000037A03 


SAU801624 


E1M10000172C07 


ECO100367 


K1M10000045D10 


KPN203146 


S1M10000037B03 


SAU800526 


E1M10000173B01 


ECO 103228 


P1M10000008GO4 


PAE201546 


S1M10000037E03 


SAU801269 


E1M10000173D01 


ECO103228 


P1M10000008C06 


PAE202422 


S1M10000037F03 


SAU802076 

W**V WXW f V 


E1M10000166G06 


ECO101712 


P1M10000008C06 


PAE100416 


S1M10000037G03 


SAU801697 


E1M10000167E03 


ECO101324 


T1M10000010C03 


PAE204992 


S1M10000037H03 


SAU801011 


E1M10000167F04 


ECO101932 


P1M10000015C09 


PAE203039 


S1M10000037B04 

fc^ X IT A X V w W w */ f X*/ 


SAU801537 


E1M10000167G04 


ECO101932 


P1M10000015C09 


PAE203038 


S1M10000037D04 


; SAU801241 


E1M10000168H01 


ECO 104237 


P1M10000018B01 


PAE204262 


S1M10000037F04 


SAU801511 


E1M10000168B02 


ECO 103227 


P1M10000018C01 


PAE204262 


S1M10000037B05 


SAU800367 


E1M10000168B02 


ECO103228 


P1M10000018E01 


PAE204064 


S1M10000037B05 


SAU800366 


E1M10000168F02 


ECO103960 


P1M10000019F01 


PAE204269 


S1M10000037C05 


SAU801231 

M< XV W X X>^/ X 


E1M10000168G02 


ECO103217 


P1M10000019F01 


PAE204270 


S1M10000037D05 

X ATX 1 VuVV/VJ / Xp^ \J 


SAU801011 

UX liw W X V X X 


E1M10000168A03 


ECO 1 03 163 


P1M10000019E02 


PAE203045 


S1M10000037F05 


SAU802225 

UX XV^ VJ V/Xrf X>X«rtp/ 


E1M10000168A04 


ECO 101796 


P1M10000021G03 


PAE204262 


S1M10000037F05 


SAU802224 


E1M10000169H02 


ECO 100850 


P1M10000021G05 


PAE204248 


S1M100O0037HO5 


SAU801644 

*— *x x V-/ w x v « r 


E1M10000176C01 


ECO 103220 


P1M10000021G05 


PAE204249 


SI Ml 0000037 A06 

W X IT* XwWW^ / 1 iv V 


-SAU801644 


E1M10000176F01 


ECO 100262 


P1M10000022D09 


PAE205294 


S1M10000037B06 


SAU802225 


E1M10000184C01 


ECO 103422 


P1M10000024H03 


PAE202311 


S1M10000037B06 


SAU802224 


EIM10000184G02 


ECO 102507 


P1M10000024D06 


PAE203158 


S1M10000037C06 

KJ X 1TX A- V V V V V J | Vv V 


SAU801899 


E1M10000184C06 


ECO 102749 


P1M10000024E06 


PAE204883 


SI Ml 000003 7D06 


SAU800528 


E1M10000184F08 


ECO 101 084 


P1M10000024E06 


PAE204884 


S 1 Ml 0000037F06 


OA \J OUx,u Ox- 


E1M10000184G08 


ECO 1032 17 


P1M10000025G07 


PAE203151 


S1M10000037F06 

O X 1YX X vUVWJ / X wv 


SATJS01 434 


E1M10000184C09 


ECO 100473 


P1M10000025G07 

X X XYX X \J W V/V/X**/ V-J \J I 


PAE203152 


si mi oooooi7f}Ofi 


*OcWJ 0\J\J J*T^& 


E1M10000184F09 


ECO103228 


P1M10000025H07 


PAE203151 


S 1 Ml 0000037B07 




E1M10000184F10 


ECO 103242 


P1M10000025H07 


PAE203152 


S1M10000037C07 

U X IVX X VV/VUwJ / / 


SAU802365 


E1M10000184G12 


ECO 103222 


P1M10000026H02 


PAE203011 


S1M10000037F07 

VJ 1 IVX 1 V/V/V/WJ 1 X \J i 


SATJ802262 


E1M10000184G12 


ECO103223 


P1M10000026F04 


PAE202220 


S1M10000037H07 

O 1 IVX X vVUvUJ # XXV / 


SATIROI ^17 


E1M10000185D01 


ECO103544 


P1M10000026H05 


PAE203151 


S1M1OO00OY7AO8 

O 1 IVX X V/vvUV/J f ikUO 


SAT 1X020 


E1M10000I85A02 


ECO102885 


PIM10000026H05 

X X L~ X X vvVVVi'vJl XXJ *J 


PAE203152 


55 1 Ml 0000017R0K 

L> 1 1VX X VwWvJ / XJ\JQ 


O -rV \J 0 v/V/ J y x 


E1M10000185B03 


ECO101343 


P1M10000026E06 


PAE200714 

X Aij>iUU /It 


<si mi ooooo^por 




E1M10000186A02 


ECO104167 


P1M10000026E09 


PAE105557 


S1M10000037F08 

\J x IVX X \J\J\J\J\J J 1 X^iv/O 


G ATTQ09746 


E1M10000186F03 


ECO101675 


P1M10000026E09 


PAE109154 


O X JLVX X yuvuuj / LuO 




E1M10000186G03 


ECO 103220 


P1M10000026G09 


PAE203009 


SI Ml 0000017F0R 


GATT807AR1 


E1M10000186G03 


ECO103221 


P1M10000027B02 


PAE203151 

X -A ■ 1 9 k + \J ^ XW X 


S1M10000037G08 

w 1 1YXX UWUVUJ / vJV/O 


SATJR00984 


E1M10000186A04 


ECO100663 


P1M10000027B02 


PAE203152 


S 1 M 1 0000017HOK 

O lJYllvuVVUJ / XX V/O 


^ATrROO^^ 


E1M10000186A08 


ECO 103232 


P1M10000027G05 


PAE202311 


S1M10000037A09 

0 x iyx x vuuuuj / 


^ATTR09S0^ 


E1M10000186H10 


ECO 103527 


P1M10000027A06 


PAE204255 


S1M10000037COQ 

ij x 1VX A UUUUuJ / V^V^' 




E1M10000186H10 


ECO103528 


P1M10000028B01 


PAE204261 


^1 mi onoon^7Dno 


! <s ATTR0077^ 


E1M10000186E11 


ECO 1008 11 


P1M10000028E02 


PAE2025R2 


O 1 IVx 1 \J\J\J\J\Jj / 


c ATTROO^SQ 


E1M10000186G12 


ECO 101324 


P1M10000028A08 


PAF200787 

X AivLVU /Or 


<ii mi nonnn^7Fno 

0 1 ivi 1 uuuuv/0 / r 


QATTROO^QI 
OZ\U oUKJ J? 1 


E1M10000187D01 


ECO103263 


P1M10000029G03 


PAF901 100 


mi nnnnmTHno 

O llvliVJUUUUj 1 xxXJy 




E1M10000187G04 


ECO 100593 


P1M10000029H05 


PAE200"W 


^ 1 mi nnnnm7i* i n 

0 1 IVx 1 vuUUl/J / D I U 


0 A TTS01 ^0^ 


E1M10000187D06 


ECO103263 


P1M10000029A09 




D 1 IVi I \J\J\J\J\JJ /Ksl\J 




E1M10000187G06 


ECO101256 


P1M10000032F04 


PAE200264 


S1M10000037E10 


SAU802113 


E1M10000187G06 


ECO 101257 


P1M10000033F01 


PAE201984 


S1M10000037F10 


.SAU801511 


E1M10000187G09 


ECO 101365 


P1M10000033A02 


PAE203066 


S1M10000037G10 


SAU800738 


E1M10000187G09 


ECO101366 


P1M10000033E03 


PAE203981 


S1M10000037A11 


. SAU802293 


E1M10000187A10 


ECO104214 


P1M10000033D06 


PAE203004 


S1M10000037A11 


SAU802292 


E1M10000187G10 


ECO102177 


P1M10000033D06 


PAE203003 


S1M10000037B11 


SAU801274 
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Clone Name 


Gene 
LocusED 


Clone Name 


Gene 
LocusED 


Clone Name 


Gene 
LocusED 


E1M10000187H10 


ECO104091 


P1M10000033B08 


PAE204242 


S1M10000037E11 


SAU800006 


E1M10000187H10 


ECO104092 


P1M10000033B08 


PAE204243 


S1M10000037H11 


SAU801740 


E1M10000187F11 


ECO103226 


P1M10000035A06 


PAE204246 


S1M10000037A12 


SAU8O2506 


E1M10000187G11 


ECO101475 


P1M10000035A06 


PAE204247 


S1M10000037B12 


SAU801193 


E1M10000187G11 


ECO101476 


P1M10000037B12 


PAE204252 


S1M10000037D12 


SAU800526 


E1M10000187G11 


ECO201962 


P1M10000037B12 


PAE204253 


S1M10000037E12 


SAU8G2247 


E1M10000188B06 


ECO102210 


P1M10000037G12 


PAE205071 


S1M10000038B01 


SAU801232 


E1M10000188E07 


ECO101822 


P1M10000038G02 


PAE204540 


S1M10000038C01 


SAU801900 


E1M10000188G11 


ECO101261 


P1M10000038C03 


PAE203928 


S1M10O00038EO1 


SAU802218 


E1M10000188B12 


ECO103878 


P1M1OO0OO38FO4 


PAE205202 


S1M1000O038GO1 


SAU801139 


E1M10000188B12 


ECO204942 


P1M10000038C06 


PAE202195 


S1M10000038C02 


SAU80U85 


E1M10000189A04 


ECO103624 


P1M10000038B08 


PAE204067 


S1M10000038D02 


SAU801392 


E1M10000189A04 


ECO 103625 


P1M10000038A09 


PAE200352 


S1M10000038E02 


SAU801392 


E1M10000189F05 


ECO 103264 


PIM10000039G05 


PAE203761 


S1M10000038B03 


SAU801621 


E1M10000189H05 


ECO101684 


P1M10000039G12 


PAE205562 


S1M10000038E03 


SAU800543 


E1M10000189H05J 


ECO101685 


P1M10000040C01 


PAE204102 


S1M10000038F03 


■SAU801193 


EIM10000189G10 


ECO100148 


P1M10000040C01 


PAE204103 


S1M10000038G03 


SAU800547 


E1M10000189C12 


ECO102604 


P1M10000040H03 


PAE20U14 


S1M10000038H03 


SAU802233 


E1M10000189F12 


ECO 103930 


P1M10000040C04 


PAE201114 


S1M10000038A04 


SAU801466 


E1M10000190D01 


ECO103959 


P1M10000040D04 


PAE200377 


S1M10O00038D04 


SAU801647 


E1M10000190A03 


ECO103263 


P1M10000040D05 


PAE205204 


. S1M10000038D04 


SAU801648 


E1M10000190D06 


ECO100001 


P1M10000040E10 


PAE202126 


S1M10000038E04 


SAU801515 


E1M10000190D06 


ECO 100002 


P1M10000041E01 


PAE202396 


S1M10000038F04 


SAU801644 


E1M10000190E07 


ECO101207 


P1M10000041F01 


PAE204678 


S1M10000038F04 


SAU801643 


E1M10000190D09 


ECO103176 


P1M10000041B02 


PAE202126 


S1M10000038G04 


SAU801303 


E1M10000190D09 


ECO 103 175 


P1M10000041A12 


PAE204252 


S1M10000038D05 


SAU801899 


E1M10000190D10 


ECO103227 


P1M10000041A12 


PAE204253 


S1M10000038E05 


SAU801899 


E1M10000190D10 


ECO103228 


P1M10000042E08 


PAE204250 


S1M10000038C06 


SAU801237 


E1M10000190E11 


ECO102186 


P1M10000042E08 


PAE204251 


S1M10000038E06 


SAU800765 


E1M10000191E05 


ECO103451 


P1M10000042B12 


PAE200641 


S1M10000038E06 


SAU800766 


E1M10000191G06 


ECO 103243 


P1M10000043A03 


PAE203004 


S1M10000038F06 


SAU800173 


E1M1O000191H06 


ECO103370 


P1M1O000O43AO3 


PAE203003 


S1M10000038G06 


SAU800173 


E1M10000191A07 


ECO 103237 


P1M10000043H04 


PAE204129 


S1M10000038A07 


SAU800517 


E1M10000191A07 


ECO103238 


P1M10000043H04 


PAE204130 


S1M10000038B07 


SAU800001 


E1M10000191E07 


ECO 102301 


P1M10000043D06 


PAE203761 


S1M10O00038DO7 


SAU801900 


E1M10000191A09 


ECO100135 


P1M10000044F07 


PAE204242 


S1M10000038E07 


SAU800538 


E1M10000191F10 


ECO 103698 


P1M10000044F07 


PAE204243 


S1M10000038H07 


SAU800542 


E1M10000191F12 


ECO 103468 


P1M10000046B03 


PAE201461 


S1M10000038A08 


SAU801760 


E1M10000192E03 


ECO101060 


P1M10000046C07 


PAE202669 


S1M1000O038B08 


SAU801330 


E1M10000192F04 


ECO100183 


P1M10000046C08 


PAE200471 


S1M10000038C08 


SAU801208 


E1M10000192A05 


ECO103394 


P1M10000046C09 


PAE203761 


S1M1000O038DO8 


SAU801701 


E1M10000192B05 


ECO102857 


P1M10000046G11 


PAE201114 


• S1M10000038D08 


SAU801700 


E1M10000192A06 


ECO100499 


P1M10000047H02 


PAE204668 


S1M10000038F08 


SAU800542 


E1M10000192B06 


ECO 102556 


P1M10000047B04 


PAE203004 


S1M10000038G08 


SAU800543 


E1M10000192F06 


ECO 102324 


P1M10000047B04 


PAE203003 


S1M1OO0OO38AO9 


SAU801331 


E1M10000192F06 


ECO 102325 


} P1M10000047F07 


PAE204504 


S1M10000038B09 


SAU801900 


E1M10000192D08 


ECO100619 


P1M10000047G10 


PAE204256 


S1M10000038B09 


SAU801899 


E1M10000192B09 


ECO 100554 


P1M10000047G10 


PAE204257 


S1M10000038D09 


SAU801354 


E1M10000192D10 


ECO 103243 


P1M10000047E11 


PAE202682 


S1M10000038F09 


SAU800177 


E1M10000192F10 


ECO 100956 


P1M10000048A03 


PAE204102 


S1M10000038H09 


SAU802606 


E1M10000192C1I 


ECO1C0791 


P1M10000048A03 


PAE204103 


S1M10000038C10 


SAU801695 


E1M10000192F11 


ECO101698 


P1M10000049E08 


PAE204270 


S1M10000038C10 


SAU801694 


E1M10000192B12 


ECO100836 


P1M10000049G10 


PAE204024 


S1M10000038D10 


SAU801899 
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^^X\JXX\S X ICUllv 
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Gene 
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v^ione.jNaiue 


Gene 

( x^UL'Ubxx^ 


E1M10000193F01 


ECO103461 


P1M10000050G11 


PAE204246 


S1M10000038E10 


SAU801741 


E1M10000193G01 


ECO 100663 


P1M10000050G11 


PAE204247 


S1M10000038F10 


SAU800699 


E1M10000193A02 


ECO103832 


P1M10000051F01 


PAE201114 


S1M10000038G10 


SAU802246 


E1M10000193A02 


ECO 103833 


P1M10000051D11 


PAE201364 


S1M10000038G10 


SAU802247 


E1M10000193F02 


ECO104243 


P1M10000052C03 


PAE200937 


S1M10000038A11 


SAU802249 


E1M10000193D04 


ECO100315 


P1M10000052E04 


PAE201397 


• S1M10000038C11 


SAU802246 


E1M10000193G05 


ECO100702 


P1M10000052C12 


PAE205071 


S1M10000038C11 


SAU802247 


E1M10000193GO5 


ECO 100703 


P1M10000053C02 


PAE200352 


S1M10000038D11 


SAU801617 


E1M10000193C06 


ECO103372 


P1M10000053E07 


PAE204251 


S1M10000038D11 


SAU801618 


E1M10000193F06 


ECO101684 


P1M10000053E07 


PAE204252 


S1M10000038F11 


SAU801491 


E1M10000193F06 


ECO 10 1 685 


P1M10000053E07 


PAE204253 


S1M10000038G11 


SAU800975 


E1M10000193F06 


ECO101686 


P1M10000053F08 


PAE201269 

X. X 1 1 *X*\J 4^V/ 


S1M10000038H11 


SAU802507 


E1M10000193B07 


ECO 102832 


P1M10000053B12 


PAE205431 


S1M10000038A12 


SAUR02232 


E1M10000193B07 


ECO 102833 


P1M10000055E05 


PAE205502 


S1M10000038B12 


SAU801683 


E1M10000193C07 


ECO103658 


P1M1000O055CO8 


PAE201492 


S1M10000038C12 

yj X XVX X \J\J\J\J\J JOv JL £ 


SATJ807240 

OAU OUfbAtU 


E1M10000193C07 


ECO103659 


P1M10000055A11 


PAE205071 


S1M10000038C12 


SAIJ802239 


E1M10000193F07 


ECO 103243 


P1M10000056G01 


PAE205071 


S1M10000038D12 

J. 1 rl x vvuVv JUL/ X aV 


SAU800968 


E1M10000193C08 


ECO104105 


P1M10000056F02 


PAE203475 

■X. X hJUMVt/ 1 / W 


S1M10000038D12 

w X XYXX VvvVvJUl/ JL 


SAU 800967 


E1M10000193D08 


ECO100968 


P1M10000056F05 


PAE204256 


S 1 M 1 000003 RF 12 


SAT 1801 84^ 


E1M10000193B10 


ECO100661 


P1M10000056F05 


PAE204257 


S1M10000038E12 


SAT 1801 847 


E1M10000193C10 


ECO101348 


P1M10000056F06 


PAE202632 


S1M10000038F17 

w 1 1VX x VvUvvJOI I 


SATT807686 


E1M10O00193G1O 


ECO102839 


P1M10000056C07 


PAE201359 


S1M10000038G12 


SAT J800720 

JAU OUU / AfV/ 


E1M10000193H11 


ECO100886 


P1M10000058B07 


PAE205431 


S1M10000039R01 


SAT T8076S4. 

JAU OwAUJt 


E1M10000193G12 


ECO103298 


P1M10000061B04 


PAE202724 

x. x LL^a/Vm / X\i I 


S1M10000039F01 

i xvx x uwi/Uu JyJjU i 


SAT 1809187 


E1M10000194B03 


ECO 100799 


P1M10000061E04 


PAE204242 


SI Ml 0000039 A02 


SAT T800787 


E1M10000194F03 


ECO 103220 


P1M10000061E04 


PAE204241 


S 1 M 1 0000039 A02 

U X XVX x vyuvvJJAUA 


SAT 1700 106 


E1M10000194F03 


ECO 103221 


P1M10000061F04 


PAE203520 


S 1 M 1 0000039RO? 


SATTR09S07 


E1M10000194H03 


ECO104132 


P1M10000062H01 


PAE203119 

■x. x \ i jx*\j wj x x y 


S1M10000039DO? 


SATT8017S8 

ijAUOuI / JO 


E1M10000194H03 


ECO205205 


P1M10000062C03 


PAE200320 


S1M10000039F02 

U X1VXXUVUUVJ7X v/^ 


SAT 1800006 


E1M10000194D04 


ECO103318 


P1M10000062C04 


PAE204252 


S 1 M 1 0000039H02 

WJ XXVXX UUUUUJ7IJ.ui 


SATT801414 


E1M10000194D05 


ECO 103265 


P1M10000062H04 


PAE204252 


S 1 M 1 0000039H02 

O X XVX X vuuUyj7fluA 


SATT107^8^ 


E1M10000194F06 


ECO 103781 


P1M10000062F06 


PAE200028 


SI Ml 000003 9F0^ 

*-» X XVX X UUWUJ7X 


SATT807947 


E1M10000194G06 


ECO101475 


P1M10000062C07 


PAE204248 


S 1 M 1 0000039G01 

1 XVX X WUUUJ7\JUJ 


UA.U OU 1 0-7^7 


E1M10000194G06 


ECO101476 


P1M10000062C07 


PAE204249 


S 1 N/T1 OOOOO^QT-Tm 


C AT TQAOOn7 


E1M10000194G06 


ECO201962 


P1M10000062D07 


PAE204244 


S1 M1 OOOOO^QT-ITn 




E1M10000194H06 


ECO 102340 


P1M10000062D07 


PAF20474S 


S1 Ml OOOOOIQPOA 


O/VUoUZZUU 


E1M10000194B07 


ECO102075 


P1M10000062D08 


PAF700R81 


Si A/f 1 OOOOO^QrJfiA 


CAT TCOII C/l 


E1M10000194H07 


ECO103580 


P1M10000G62E08 


PAF704946 


S1 \A 1 OOOOO^QT-TOA 
o I ivx I UUUUU jyxlt/4 


CAT TOOO^/tO 


E1M10000194B08 


ECO100554 


P1M10000062E08 

* X Xw X X \J\J \S \S \J\J X* X^4\J \J 


PAF7047A7 


S1 A/H OnOOfttO AO< 
o 1 IVl x UUU UU jy/VUD 


CAT TOOl </1 /I 


E1M10000194G08 


ECO104026 


P1M10000062G11 


PAF704S04 


C1U1 0000070 A fK 


CAT T001 


bIMlU000194F09 ECO100135 


P1M10000062A12 


PAE204596 


SI M 1 0OOOO^OFO^ 


C AT TQ01 07/1 


i±IMi0000194B10 


ECO 103243 


P1M10000062C12 


PAF205^1 1 


^1 1 TV/T i OOnOOlQPTfK 


CAT TQOOOT/1 


E1M10000194A11 


ECO 100409 


P1M10000063F02 


PAE202682 


SI M 1 0OOOO^ORO^ 


C AT TftnfKGI. 


E1M10000194F11 


ECO101752 


P1M10000063G02 


PAF204760 


ciui noooo^QPo^; 


CAT TQAOQIO 


E1M10000194F11 


ECO101753 


P1M10000063H02 


PAE204078 


SI 1U 1 0OOOO^OPO^ 


C ATTQOOQ11 


E1M10000194C12 


ECO 103960 


P1M10000064C02 


PAF70064Q 


Q 1 jV/fl OOnOO^QT-TfK 


CAT TQf\1 ">/J 1 

oAUoUIz41 


E1M10000194G12 


ECO100850 


P1M10000064C03 


PAF70^0?S 


q i \a i onnno^o a cxi 
o i ivi i vuuuu jyjw) t 


CAT TOOAO/IO 

oAUoUUy42 


E1M10000194G12 


ECO100851 


P1M10000064D03 


PAE200129 


S1M10000039B07 


SAU801264 


E1M10000195G02 


ECO 103624 


P1M10000064E05 


PAE204510 


S1M10000039C07 


SAU801185 


E1M10000195G02 


ECO103625 


P1M10000064H07 


PAE201071 


S1M10000039F07 


SAU802567 


E1M10000195B03 


ECO102641 


P1M10000064A10 


PAE204266 


S1M10000039G07 


SAU800967 


E1M10000195G03 


ECO 101 940 


P1M10000064G12 


PAE202145 


S1M10000039G07 


SAU800966 


E1M10000195G03 


ECO302775 


P1M10000065F01 


PAE202492 


S1M10000039G07 


SAU200671 
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E1M100G0195A04 


ECO100996 


P1M10000065C03 


PAE204345 


S1M10000039H07 


SAU802262 


EIM10000195AG4 


ECO100997 


P1M1 0000065 A04 


PAE203520 


S1M10000039A08 


SAU801476 


E1M10000195G05 


ECO302213 


P1M1O000O65CO5 


PAE200641 


S1M10000039C08 


SAU801511 


E1M10000195D06 


ECO103883 


P1M10G00065D06 


PAE204345 


S1M10000039E08 


SAU802341 


E1M10000195E07 


ECO 102588 


P1M10000065G06 


PAE200422 


S1M10000039F08 


SAU800547 


E1M10000195A08 


ECO100809 


P1M10000065B07 


PAE204345 


S1M10000039H08 


SAU800008 


E1M10000195A08 


ECO100810 


P1M10000065H07 


PAE201018 


S1M10000039C09 


SAU800517 


E1M10000195E09 


ECO104036 


P1M10000066F04 


PAE204021 


S1M10000039C09 


SAU202623 


E1M10000195D10 


ECO102722 


P1M10000066A10 


PAE204705 


S1M10000039D09 


SAU801434 


E1M10000195E10 


ECO 102040 


P1M10000066A11 


PAE202592 


S1M10000039E09 


SAU801552 


E1M10OOO195D11 


ECO101498 


P1M10000067C01 


PAE200887 


• S1M10000039F09 


SAU800138 


E1M100G0195D11 


ECO201937 


P1M10000067E01 


PAE201334 


S1M10000039F09 


SAU802137 


E1M10000195F11 


ECO101752 


PIM10000067C04 


PAE203842 


S1M10000039B10 


SAU800542 


E1M100O0195F11 


ECO101753 


P1M10000067A05 


PAE203873 


S1M10000039C10 


SAU801181 


E1M10000196B02 


ECO 103 163 


PI Ml 0000067 A05 


PAE203874 


S1M10OO0O39D1O 


SAU801557 


E1M10000196C02 


ECO 103220 


P1M10000067D05 


PAE203477 


S1M10000039E10 


SAU800190 


EIM10000196E02 


ECO101088 


P1M10000067F05 


PAE203641 


S1M10000039E10 


SAU800191 


E1M10000196G02 


ECO 102990 


P1M10000067G05 


PAE205194 


S1M10000039F10 


SAU800089 


E1M10000196A03 


ECO 100798 


P1M10000067A06 


PAE200418 


S1M10000039G10 


SAU802217 


E1M10000196D03 


ECO103911 


P1M10000067A06 


PAE200417 


S1M10000039A11 


SAU801235 


E1M10000196A04 


ECO 101 525 


P1M10000067C06 


PAE204431 


S1M10000039C11 


SAU801185 


E1M10000196A04 


ECO 101 526 


P1M10000067A08 


PAE200599 


S1M10000039E11 


SAU800316 


E1M10000196D05 


ECO103943 


P1M10000067A08 


PAE105774 


S1M10000039A12 


SAU800490 


E1M10000196E05 


ECO104090 


P1M10000068G01 


PAE203713 


S1M10000039A12 


SAU800491 


E1M10000196F05 


ECO 103394 


P1M10000068D04 


PAE205383 


S1M10000039A12 


SAU203500 


E1M10000196D06 


ECO 102842 


P1M10000068F04 


PAE204235 


S1M10000039B12 


SAU800191 


E1M1G000196F06 


ECO100956 


P1M10000068H05 


PAE204266 


S1M10000039F12 


SAU800503 


E1M10000196HG6 


ECO101679 


P1M10000068H05 


PAE204265 


S1M10000040B01 


SAU802518 


E1M10000196H07 


ECO103049 


P1M10000068F08 


PAE205188 


S1M10000040D01 


SAU802225 


E1M10000196C08 


ECO103884 


P1M10000068A09 


PAE200352 


S1M10000040D01 


SAU802224 


E1M10000196A10 


ECO101780 


P1M10000069H02 


PAE204431 


S1M10000040E01 


SAU802087 


E1M10000196B10 


ECO101637 


P1M10000069B05 


PAE200960 


' S1M10000040F01 


SAU800637 


E1M10000196D11 


ECO101406 


P1M10000069G06 


PAE204244 


S1M10000040G01 


SAU801186 


E1M10000196D12 


ECO103883 


P1M10000069D09 


PAE204244 


S1M10000040H01 


SAU800335 


E1M10000196D12 


ECO 103884 


P1M10000069D09 


PAE204245 


S1M10000040E02 


SAU801394 


E1M10000197E02 


ECO 100 153 


P1M10000070E03 


PAE204705 


S1M10000040F02 


SAU801729 


E1M10000197G02 


ECO100113 


P1M10000070A05 


PAE202468 


S1M10000040G02 


SAU801819 


E1M10000197A03 


ECO102227 


P1M10000070C06 


PAE204235 


S1M10000040H02 


SAU802120 


E1M10000197D04 


ECO101700 


P1M10000070G06 


PAE203372 


S1M10000040B03 


SAU802401 


E1M10000197B05 


ECO103054 


P1M10000070H06 


PAE203372 


S1M10000040C03 


SAU800320 


E1M10000197E07 


ECO100167 


P1M10000070D08 


PAE204102 


S1M10000040D03 


SAU802586 


E1M10G00197E08 


ECO103160 


P1M10000070D08 


PAE204103 


S1M10000040D03 


SAU802585 


E1M10000197E08 


ECO 103 161 


P1M10000070B10 


PAE205388 


S1M10000040F03 


SAU800391 


E1M10000197H08 


ECO103064 


P1M10000070G12 


PAE203119 


S1M10000040G03 


SAU802654 


E1M10000197D09 


ECO103710 


P1M10000071B01 


PAE203080 


SIM10000040H03 


SAU800517 


E1M10000197D10 


ECO 103264 


P1M10000071C01 


PAE204249 


S1M10000040A04 


SAU801003 


E1M10000197D10 


ECO 103265 


P1M10000071F01 


PAE200505 


S1M10000040A04 


SAU801001 


E1M1OOOO197E10 


ECO 102787 


P1M10000071A03 


PAE204248 


S1M10000040A04 


SAU801002 


E1M10000197F1G 


ECO 102056 


P1M10000071A03 


PAE204249 


S1M10000040C04 


SAU802547 


E1M10000197G10 


ECO 104010 


P1M10000071E04 


PAE203482 


S1M10000040E04 


SAU801184 


E1M10000197H10 


ECO 100974 


P1M10000073G03 


PAE205243 


S1M10000040F04 


SAU800525 


E1M10000197A11 


ECO100974 P1M10000073D04 


PAE20U14 


S1M10000040G04 


SAU800517 


E1M10000197C11 


ECO 102056 j P1M10000073A06 


PAE204244 


S1M10000040H04 


SAU802506 
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E1M10000197B12 


ECO 103523 


P1M10000073D09 


PAE201916 


S1M10000040A05 


SAU802056" 


E1M10000198C02 


ECO100102 


P1M10000073B10 


PAE205243 


S1M10000040C05 


SAU802564" 


E1M10000198B03 


ECO101882 


P1M10000074B01 


PAE204767 


S1M10000040D05 


SAU600582 


E1M10000198E04 


ECO102259 


P1M10000074B04 


PAE201683 


S1M10000040E05 


SAU800453 


E1M10000198F04 


ECO102136 


P1M10000074B04 


PAE201682 


S1M10000040E05 


SAU200237 


E1M10000198A05 


ECO 103357 


P1M10000074E04 


PAE200120 


S1M10000040F05 


SAU800765 


E1M10000198H05 


ECO103242 


P1M10000074E09 


PAE203477 


S1M10000040F05 


SAU800766 


E1M1O00O198D06 


ECO100430 


P1M10000074F10 


PAE201018 


S1M10000040H05 


SAU801275 


E1M10000198D06 


ECO100431 


P1M10000074G12 


PAE204242 


S1M10000040C06 


SAU800920 


E1M10000198F06 


ECO 103230 


P1M10000074G12 


PAE204243 


S1M10000040E06 


SAU801183 


EIM10000198F06 


ECO103231 


P1M10000075F02 


PAE204252 


S1M10000040F06 


SAU802249 


E1M10000198H06 


ECO101256 


P1M10000075B03 


PAE204574 


S1M10000040A07 


SAU800753 


E1M10000198H06 


ECO101257 


P1M10000075A04 


PAE203278 


S1M10000040B07 


SAU802288 


E1M10000198B09 


ECO 103263 


P1M10000075C04 


PAE204273 


S1M10000040B07 


SAU802290 


E1M10000198C09 


ECO104092 


P1M10000075C04 


PAE204272 


S1M10000040C07 


SAU800984 


E1M10000198C09 


ECO104093 


P1M10000075C05 


PAE200960 


. S1M10000040E07 


SAU802254 


E1M10000198G09 


ECO103231 


P1M10000075G05 


PAE203706 


S1M10000040G07 


SAU801181 


E1M10000198C10 


ECO103912 


P1M10000076D05 


PAE201875 


S1M10000040H07 


SAU802082 


E1M10000198C12 


ECO 103873 


P1M10000076C08 


PAE202494 


S1M10000040A08 


SAU800138 


E1M10000199F02 


ECO100118 


P1M10000076D10 


PAE201635 


S1M10000040A08 


SAU802137 


E1M10000199A05 


ECO102832 


P1M10000077E04 


PAE203520 


S1M10000040B08 


SAU802654 


E1M10000199A05 


ECO102833 


P1M10000077H05 


PAE204243 


S1M10000040C08 


SAU800699 


E1M10000199G05 


ECO103242 


P1M10000077H05 


PAE204244 


S1M10000040D08 


SAU800932 


E1M10000199A06 


ECO101780 


P1M10000077A08 


PAE203477 


S1M10000040D08 


SAU800931 


E1M10000199C06 


ECO102432 


P1M10000077C08 


PAE201018 


S1M10000040F08 


SAU802444 


E1M10000199C08 


ECO100115 


P1M10000096F01 


PAE205019 


S1M10000040G08 


SAU800542 


E1M10000199E08 


ECO103163 


P1M10000096E04 


PAE200352 


S1M10000040H08 


SAU600582 


E1M10000199E08 


ECO103164 


P1M10000096E12 


PAE204244 


S1M10000040D09 


SAU800453 


E1M10000199C09 


ECO100117 


P1M10000097G05 


PAE201962 


S1M10000040D09 


SAU200237 


E1M10000199G09 


ECO101256 


P1M10000059B04 


PAE204373 


S1M10000040E09 


SAU800254 


E1M10000199G09 


ECO202228 


P1M10000059H08 


PAE204024 


S1M10000040F09 


SAU801733 


E1M10000199H09 


ECO103265 


P1M10000059H09 


PAE204269 
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SAU802496 
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ECO100256 
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PAE200220 
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SAU802686 
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SAU801264 
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ECO201063 


P1M10000079F06 


PAE203004 


S1M10000040D11 


SAU801184 
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ECO201472 


P1M10000079F06 


PAE203003 


S1M10000040E11 


.'SAU800637 


E1M10000199B12 


ECO 100424 


P1M10000079A10 


PAE204574 


S1M10000040E12 


SAU802468 


E1M10000199D12 
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P1M10000079B10 


PAE204574 


S1M10000040E12 


SAU802467 
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PAE204574 
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SAU800542 
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SAU801530 


E1M10000200C02 
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E1M10000200C07 


ECO103238 


P1M10000080C06 


PAE204248 ' 


S1M10000041B03 


SAU800391 


E1M10000200G07 


ECO100142 


P1M10000080C06 


PAE204249 


S1M10000041E03 


SAU801515 


E1M10000200D08 


ECO103195 


P1M10000081G05 


PAE204034 


S1M10000041F03 


SAU801517 


E1M1C000200A09 


ECO1C0886 


P1M10000081H05 


PAE204314 


S1M10000041F03 


SAU801516 


E1M10000200B09 


ECO1C0350 


P1M10000081A06 


PAE109190 


S1M10000041H04 


SAU801342 


E1M10000200E10 


ECO 102878 


P1M10000081D12 


PAE203004 


S1M10000041B05 


SAU802233 


E1M10000201G01 


ECO 103243 


P1M10000081D12 


PAE203003 


S1M10000041G05 


SAU802654 


E1M10000201G01 


ECO 103244 


P1M10000082A02 


PAE202946 


S1M10000041H05 


SAU801246 


E1M10000201A02 


ECO101400 


P1M10000082A02 


PAE202947 


S1M10000041B06 


SAU802502 


E1M10000201B02 


ECO100142 


P1M10000082B04 


PAE203004 


S1M10000041D06 


SAU801089 


E1M10000201C02 


ECO 103226 


P1M10000082B04 


PAE203003 


S1M10000041E06 


SAU800528 


Fl Ml 000020 1C02 


ECO103227 


P1M10000082A05 


PAE200400 


S1M100G0041G06 


SAU802628 


F 1 Ml 000020 1E03 


ECO103394 


P1M10000082C05 


PAE204244 


S1M10000041B07 


SAU800680 


F 1 M 1 000020 1 H03 


ECO103598 


P1M10000082C05 


PAE204245 


S1M10000041D07 


SAU802649 


F1M1 000020 1D06 


ECO102303 


P1M10000082D05 


PAE204254 


S1M10000041H07 


SAU800331 


E1M10000201G06 


ECO 102336 


P1M10000082E05 


PAE204244 


S1M10000041H07 


SAU800332 


E1M10000201H07 


ECO101528 


P1M10000082E05 


PAE204245 


S1M10000041C08 


SAU800256 


E1M10000201G08 


ECO 101088 


P1M10000083B01 


PAE204269 


S1M10000041D08 


SAU800506 


E1M10000201F09 


ECO103226 


P1M10000083A11 


PAE203004 


S1M10000041D08 


SAU800505 


E1M10000201F09 


ECO 103227 


P1M10000083A11 


PAE203003 


S1M10000041G08 


SAU801184 


E1M10000201G09 


ECO103243 


P1M10000083B12 


PAE204266 


S1M10000041H08 


SAU801279 


E1M10000201G09 


ECO103244 


P1M10000083B12 


PAE204265 


S1M10000041E09 


SAU801018 


E1M10000201H09 


ECO101400 


P1M10000083C12 


PAE203004 


S1M10000041H09 


SAU802522 


E1M10000201A10 


ECO100142 


P1M10000083C12 


PAE203003 


S1M10000041C10 


SAU801096 


E1M10000201G10 


ECO 102764 


P1M10000084D03 


PAE203004 


S1M10000041D10 


SAU801515 


E1M10000201F12 


ECO101102 


P1M10000084D03 


PAE203003 


S1M10000041G10 


SAU801630 


E1M10000202C02 


ECO 103604 


P1M10000084A04 


PAE204937 


S1M10000041C11 


SAU801518 


E1M10000202A05 


ECO 101480 


P1M10000084E04 


PAE205488 


S1M10000041F11 


SAU801193 


E1M10000202C08 


ECO101785 


P1M10000084F08 


PAE204269 


S1M10000041G11 


SAU802229 


E1M10000202H08 


ECO102104 


P1M10000084E11 


PAE202194 


S1M10000041B12 


SAU801310 


E1M10000202C09 


ECO103236 


P1M10000085D06 


PAE203004 


S1M10000041D12 


SAU802632 


E1M10000202B10 


ECO 1028 14 


P1M10000085D06 


PAE203003 


S1M10000041E12 


SAU800967 


E1M10000203D02 


ECO104266 


P1M10000086B01 


PAE204155 


S1M10000041F12 


SAU800323 


E1M10000203D02 


ECO305338 


P1M10000086E01 


PAE109190 


S1M10000041F12 


SAU800324 


E1M10000203G04 


ECO103237 


P1M10000086A02 


PAE204411 


S1M10000042E01 


SAU800304 


E1M10000203C05 


ECO102878 


P1M10000086D02 


PAE202639 


S1M10000042F01 


SAU801193 


E1M10000203A08 


ECO 102768 


P1M10000086E05 


PAE203004 


S1M10000042G01 


SAU802245 


E1M10000203F09 


ECO 102783 


P1M10000086E05 


PAE203003 


S1M10000042B02 


SAU802464 


E1M10000203F10 


ECO100142 


P1M10000087E04 


PAE204244 


S1M10000042C02 


SAU800742 


E1M10000203E11 


ECO101069 


P1M10000087E04 


PAE204245 


S1M10000042F02 


SAU801790 


E1M10000203C12 


ECO101688 


P1M10000087F04 


PAE200141 


S1M10000042B03 


SAU800548 


E1M10000203C12 


ECO101689 


P1M10000087C09 


PAE202081 


. S1M10000042E03 


SAU801113 


E1M10000204E02 


ECO 100040 


P1M10000087F09 


PAE204121 


S1M10000042G03 


SAU801636 


E1M10000204F02 


ECO 1028 15 


P1M10000087F09 


PAE204122 


S1M10000042A04 


SAU801018 


E1M10000204E03 


ECO 103394 


P1M10000087A11 


PAE204266 


S1M10000042D04 


SAU801517 


E1M10000204F03 


ECO 104093 


P1M100O0O87A11 


PAE204265 


S1M10000042A05 


SAU800001 


E1M10000204B05 


ECO 103021 


P1M10000088C04 


PAE203475 
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E1M10000204D10 


ECO103338 


P1M10000090F06 


PAE202311 


S1M10000042F06 


SAU802120 


E1M10000204H10 


ECO100549 


P1M10000090F08 


PAE204256 


S1M10000042A07 


SAU800932 


E1M10000204C12 


ECO101400 


P1M10000090F08 


PAE204257 


S1M10000042A07 


SAU800931 


E1M10000205F02 


ECO102553 
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PAE203151 
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SAU801698 
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ECO101684 
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PAE204668 
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SAU800453 


E1M10Q00205D08 


ECO101752 
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PAE205311 
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SAU800540 


E1M10000205B10 


ECO100798 
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PAE202740 
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SAU801296 
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ECO104168 
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PAE202739 
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SAU302611 


E1M10000205G11 


ECO101455 


P1M10000092B02 


PAE202639 


S1M10000042F08 


SAU801521 


E1M10000205H11 


ECO100848 


P1M10000092B02 


PAE202638 
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SAU800548 
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P1M10000092E02 


PAE204254 


S1M10000042A09 
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E1M10000206B03 


ECO 101684 


P1M10000092B04 


PAE200547 


S1M10000042B09 


SAU802229 


E1M10000206B03 


ECO101685 


P1M10000092F05 


PAE200422 


S1M10000042F09 


SAU801892 


E1M10000206A04 


ECO 103230 


P1M10000092F06 


PAE202034 


S1M10000042F09 


SAU801R91 


EIM10000206A04 


ECO 103231 


P1M10000092D09 


PAE202126 


S1M10000042G09 
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SAU800547 


E1M10000206D04 


ECO100850 


P1M10000092B10 


PAE204266 


S1M10000042B10 
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SAU802244 


E1M10000206D04 


ECO 100851 


P1M10000092B10 


PAE204265 


S1M10000042B10 


SAU802243 


E1M10000206B05 


ECO103116 


P1M10000092B12 


PAE202409 


S1M10000042C10 


SAU801113 

uriw uvi i i^ 


E1M10000206G05 


ECO103228 


P1M10000093A03 


PAE205083 


SIM10000042D10 


SAU800170 
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E1M10000206G05 


ECO 103229 


P1M10000093B03 


PAE203475 


S1M10000042F10 


SAU802247 


E1M10000206H05 


ECO101684 


P1M10000093F03 


PAE202099 


S1M10000042G10 


SAU802488 


E1M10000206A06 


ECO 103263 


P1M10000093H07 


PAE204662 


S1M10000042A11 


SAU802217 


E1M10000206B06 


ECO 103223 


P1M10000093C08 


PAE201867 


S1M10000042B11 


SAU802217 


E1M10000206F06 


ECO101324 


P1M10000093B09 


PAE203700 


S1M10000042C11 


SAU801419 


E1M10000206C09 


ECO101684 


P1M10000093E09 


PAE204330 


S1M10000042D11 


SATJ802049 


E1M10000206C09 


ECO101685 


P1M10000094H03 


PAE204740 
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E1M10000206F09 


ECO 103047 
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PAE204265 
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SAU800453 
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ECO101872 


P1M10000094H04 


PAE204248 


S1M10000042B12 


SAU801899 
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E1M10000207B03 


ECO 100850 
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PAE204249 
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SAU801475 
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E1M10000207E05 


ECO 100 179 


P1M10000094A10 


PAE202179 


S1M10000043B01 
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E1M10000207E05 


ECO 100 180 


P1M10000095C01 


PAE202486 
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SATTS09911 
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ECO102553 
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P1M10000103B05 


PAE204614 
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P1M10000103E08 


PAE205072 
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P1M10000104A02 
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E1M10000207D12 


ECO 103230 


P1M10000104H02 
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E1M10G00208H07 


ECO204942 


P1M10000105C05 


PAE204953 


S1M10000043G05 


SAU802247 


E1M10000208F08 


ECO100201 


P1M10000105B06 


PAE200714 


S1M10000043H05 


SAU801007 


E1M10000208H10 


ECO103696 


P1M10000105C08 


PAE204922 


S1M10000043H05 


SAU8O1008 


E1M10000208H10 


ECO103697 


P1M10000105H08 


PAE200461 


S1M10000043A06 


SAU800962 


E1M10000208D11 


ECO103263 


P1M10000105D09 


PAE201694 


S1M10000043H06 


SAU800117 


E1M10000209B01 


ECO103116 
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PAE200143 


SIMI0000043HG6 


SAU8C0I16 


E1M10000209F02 


ECO101684 


P1M10000110F01 


PAE201672 


S1M10000043A07 
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S1M10000045D10 


SAU801630 


PI A^l AAAAO 1 AT\i\C> 

c 1 M 1 UUUUZ 1 4D08 


ECO101862 


S4M10000021E07 


STM102835 


S1M10000045E10 


SAU800545 


P1A/C1 AAAAO 1 iCrvAo 

E1M1UOU0214D08 


ECO104183 


S4M10000022B02 


STM100693 


S1M10000045G10 


SAU800006 


P1A/M AAAAOI vinnn 

Ii 1 M 1 UUUUz 1 4D0S 


ECO 103366 


S4M10000022D04 


STM103802 


S1M10000045H10 


SAU800517 


PlAyfl AAAAO 1 vlT T1 1 

iilMlUUUU2l4Hl l 


ECO 104090 


S4M10000022D04 


STMI03815 


SIM10000045A11 


SAU802488 


P l \A 1 AAAA0 1 /rn 

ElMl UUUUZ 14r 1 2 


ECO 104092 


S4M10000022B05 


STM 103235 


S1M10000045B11 


SAU801518 


ni\/f1 AAAAO 1 A T> 1 A 

E1M1UUU0214F12 


ECO104093 


S4M10000022G07 


STM103802 


S1M10000045B11 


SAU801517 


P 1 A./T 1 AAAAO 1 cdai 
ii 1M 1 UUUUZ 1 jEO 1 


ECO 1039 11 


S4M10000022G07 


STM103815 


S1M10000045D11 


SAU800479 


P 1 \A 1 AAAAO 1 ctja 1 

ii l ivi 1 UUUUZ I U 1 


ECO 103237 


S4M10000022D12 


STM102419 


S1M10000045D11 


SAU800480 


E1M10000215F01 


ECO103238 


S4M10000022D12 


STM1 02422 


S1M1000004SF1 1 


CAT IOAAAO/1 


ElMl 00002 15B03 


ECO104090 " 


S4M10000022E12 


STM102089 


S1M10000045F11 


SAU801193 


P 1 JV/f 1 AAAAO 1 <Pm 

cuvi i uuuuz 1 jrU3 


ECO 102294 


S4M10000022E12 


STM102090 


S1M10000045H11 


SAU800517 


P 1 A/f 1 AAAAO 1 CCAo 


ECO 1 02295 


S4M10000024G01 


STM103802 


S1M10000045A12 


SAU801593 


E1M10000215H03 
E1M10000215B04 


ECO103263 
ECO102636 


S4M10000024G04 
MM10000024C06 


STM100227 


Q 1 \A 1 AAAAAyl CD 1 1 

o lMlUUUuU45ii 12 


O A T TA A <t -i 

SAU801518 


E1M10000215C05 


ECO103242 


MM10000024C06 


STM 100229 


S1M10000045B12 
S1M10000045C12 


SAU801517 
SAU801801 


E1M10000215D05 


ECO 101669 


S4M10000024F08 


STM100274 


S1M10000045D12 


SAU802231 


ElMl 000021 5F06 


ECO104092 


54M10000024G09 


STM103802j 


S1M1000C045DI2 


SAUS02230 
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E1M10000215F06 


ECO104093 


S4M10000024C11 


STM104223 


S1M10000045E12 


SAU802249 


E1M10000215A07 


ECO104092 


S4M10000025E02 


STM102366 


S1M10000045F12 


SAU802225 


E1M10000215A07 


ECO104093 


S4M10000025E05 


STM1O3802 


S1M10000045G12 


SAU801275 


E1M10000215B07 


ECO103331 


S4M10000025H07 


STM103274 


S1M10000046B01 


SAU802612 


E1M10000215C07 


ECO103243 


S4M10000025A11 


STM104223 


S1M10000046D01 


SAU800547 


E1M10000215H07 


ECOl 03244 


S4M10000025F12 


STM103805 


S1M10000046E01 


SAU801733 


E1M1 00002 15F08 


ECO103220 


S4M10000025F12 


STM104686 


S1M10000046F01 


SAU800753 


E1M10000215A09 


ECO 103725 


S4M10000026C01 


STM100693 


S1M10000046G01 


SAU800111 


E1M10000215G09 


ECO101468 


S4M10000026E03 


STM100274 


S1M10000046H01 


SAU802U2 


E1M10000215G09 


ECO101467 


S4M10000026D04 


STM100637 


S1M10000046H01 


SAU802111 


E1M10000215C10 


ECO100757 


S4M10000026B10 


STM102089 


S1M10000046C02 


SAU800530 


E1M10000215D10 


ECO103229 


S4M10000026E12 


STM102089 


S1M10000046D02 


SAU800219 


E1M10000215B12 


ECO101139 


S4M10000026E12 


STM102090 


S1M10000046E02 


SAU801572 


E1M10000215F12 


ECO103244 


S4M10000027E02 


STM101923 


S1M10000046F02 


SAU802250 


E1M10000216E01 


ECO103232 


S4M10000027C10 


STM103802 


S1M10000046F02 


SAU802251 


E1M10000216E01 


ECO103233 


S4M10000027C10 


STM103815 


S1M10000046G02 


SAU801517 


E1M10000216B02 


ECO103886 


S4M10000029B12 


STM102089 


S1M10000046A03 


SAU801843 


E1M10000216C02 


ECO103886 


S4M10000029B12 


STM102090 


S1M10000046B03 


SAU800966 


E1M10000216G02 


ECO 104048 


S4M10000029D12 


STM103274 


S1M10000046D03 


SAU801572 


E1M10000216H02 


ECO103243 


S4M10000030F06 


STM102011 


S1M10000046G03 


SAU802120 


E1M10000216H02 


ECO 103244 


S4M10000030F07 


STM101116 


S1M10000046A04 


SAU800738 


E1M10000216B03 


ECO100886 


S4M10000032F01 


STM100693 


S1M10000046A04 


SAU800737 


E1M10000216D03 


ECO103262 


S4M10000032G01 


STM104223 


S1M10000046B04 


SAU802235 


E1M10000216D03 


ECO103878 


S4M10000032F03 


STM101955 


S1M10000046B04 


SAU802234 


E1M10000216D03 


ECO204942 


S4M10000034A02 


STM102366 


S1M10000046C04 


SAU801234 


E1M10000216C04 


ECO 100468 


S4M10000034C05 


STM102089 


S1M10000046D04 


SAU800001 


E1M10000216F04 


ECO101257 


S4M10000034C05 


STM102090 


S1M10000046E04 


SAU802231 


E1M10000216E05 


ECO100659 


S4M10000034H05 


STM100637 


. S1M10000046E04 


SAU802230 


E1M10000216H05 


ECO103237 


S4M10000034A06 


STM103247 


S1M10000046G04 


SAU801375 


E1M10000216H05 


ECO103238 


S4M10000034A09 


STM103802 


S1M10000046B05 


SAU801253 


E1M10000216E07 


ECO100456 


S4M10000034A09 


STM103815 


S1M10000046C05 


SAU801286 


E1M10000216A09 


ECO 103461 


S4M10000034H09 


STM101115 


S1M10000046D05 


SAU802247 


E1M10000216B10 


ECO101780 


S4M10000034H09 


STM101116 


S1M10000046F05 


SAU802056 


E1M10000216C11 


ECO103885 


S4M10000035B01 


STM102401 


S1M10000046A06 


SAU800514 


E1M10000216E11 


ECO103885 


S4M10000035D01 


STM1 03938 


S1M10000046C06 


SAU801434 


E1M10000216H11 


ECO103001 


S4M10000035F02 


STM101116 


S1M10000046F06 


SAU802346 


E1M10000216D12 


ECO103483 


S4M10000035E03 


STM102089 


S1M10000046B07 


SAU801630 


E1M10000217D02 


ECO103536 


S4M10000035E03 


STM102090 


S1M10000046C07 


SAU802247 


E1M10000217E02 


ECO100555 


S4M10000035B06 


STM100866 


S1M10000046C07 


SAU802248 


E1M10000217H02 


ECO101684 


S4M10000035A09 


STM100723 


S1M10000046E07 


SAU801475 


E1M10000217C04 


ECO103756 


S4M10000035A09 


STM1 00724 


S1M10000046G07 


SAU801261 


E1M10000217D06 


ECO103226 


S4M10000036F06 


STM100723 


S1M10000046A08 


SAU801095 


E1M1 00002 17B07 


ECO103161 


S4M10000036F06 


STM100724 


S1M10000046B08 


SAU801618 


E1M10000217B08 


ECO103262 


S4M10000036B09 


STM101116 


S1M10000046C08 


SAU800517 


E1M10000217B08 


ECO103878 


S4M10000036H1 1 


STM104223 


S1M10000046D08 


SAU801113 


E1M10000217B08 


ECO204942 


S4M10000036H11 


STM104237 


S1M10000046E08 


SAU801241 


E1M10000217G10 


ECO103219 


S4M10000037A03 


STM100541 


S1M10000046F08 


SAU802711 


E1M10000217B11 


ECO102619 


S4M10000037A08 


STM102401 


S1M10000046A09 


SAU801109 


E1M10000217C11 


ECO103886 


S4M1 000003 7H09 


STM103180 


S1M10000046B09 


SAU801630 


E1M10000217E11 


ECO101763 


S4M10000037E10 


STM100866 


S1M10000046D09 


i SAU801353 


E1M10000217G11 


ECO102744 


S4M10000037F10 


STM102366 


S1M10000046F09 


SAU800456 


E1M10000218D01 


ECO102828 


S4M10000033G05 


STM100137 


S1M10000046G09 


SAU802049 


E1M10000218F01 


ECO103236 


S4M10000033F08 


STM102419 


S1M10000046D10 


SAU802223 
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E1M1Q000218F01 


ECO103237 


S4M10000033F08 


STM102422 


S1M10000046E10 


SAU801241 


E1M1G000218A02 


ECO103624 


S4M10000O33GO9 


STM102419 


S1M10000046F10 


SAU801760 


E1M10000218A02 


ECO103625 


S4M10000033G09 


STM102422 


S1M10000046G10 


SAU800545 


E1M10000218D02 


ECO103953 


S4M10000033B1O 


STM102672 


S1M10000046H10 


SAU800543 


E1M10000218G03 


ECO101686 


S1M10000001D01 


SAU800548 


S1M10000046A11 


SAU800539 


E1M10000218E07 


ECO104092 


S1M10000001F01 


SAU800700 


SiM10000046All. 


SAU8C0540 


E1M10000218E07 


ECO104093 


S1M10000001D02 


SAU801152 


S1M10000046B11 


SAU802557 


E1M10000218B08 


ECO100663 


S1M10000001D02 


SAU801151 


S1M10000046C11 


SAU800219 


E1M10000218H08 


ECO100094 


S1M10000001E02 


SAU802247 


S1M10000046D11 


SAU800287 


E1M10000218H08 


ECO100095 


S1M10000001F02 


SAU800548 


S1M10000046D11 


SAU200106 


E1M10000218B09 


ECO103881 


S1M10000001A04 


SAU800209 


S1M10000046A12 


SAU802218 


E1M10000218B09 


ECO103882 


S1M10000001E04 


SAU802160 


S1M10000046A12 


SAU203799 


E1M10000218C10 


ECO102788 


S1M10000001E04 


SAU603460 


. S1M10000046B12 


SAU801275 


E1M10000218A11 


ECO100095 


S1M10000001F04 


SAU800537 


S1M10000046C12 


SAU802601 


E1M10000218B11 


ECO103319 


S1M10000001A05 


SAU802398 


S1M10000046D12 


SAU800287 


E1M10000218E11 


ECO103221 


S1M10000001A05 


SAU802399 


S1M10000046D12 


SAU200106 


E1M10000218E11 


ECO103222 


S1M10000001D06 


SAU800453 


S1M10000046F12 


SAU801618 


E1M10000218E11 


ECO103223 


S1M10000001D07 


SAU801621 


S1M10000047B01 


fm k T Trt AA AAA 

SAU802090 


E1M10000218B12 


ECO 103262 


S1M10000001A08 


SAU800005 


S1M10000047C01 


SAU801256 


E1M10000218B12 


ECO103878 


S1M10000001F08 


SAU800005 


S1M10000047E01 


SAU800547 


E1M10000218B12 


ECO204942 


S1M10000001A09 


SAU800548 


S1M10000047G01 


SAU800151 


E1M10000218C12 


ECO103265 


S1M10000001E09 


SAU801619 


S1M10000047G01 


SAU800152 


E1M10000218E12 


ECO100180 


S1M10000001F09 


SAU800548 


S1M10000047B02 


SAU802240 


E1M10000218G12 


ECO100886 


S1M10000001AIO 


SAU802247 


S1M10000047C02 


SAU801253 


E1M10000219C01 


ECO103228 


S1M10000001F10 


SAU802247 


S1M10000047D02 


SAU802107 


E1M10000219C01 


ECO103229 


S1M10000001G10 


SAU800537 


S1M10000047E02 


SAU800942 


E1M10000219B04 


ECO 1028 14 


S1M10000001E11 


SAU801481 


S1M10000047F02 


SAU800547 


E1M10000219E05 


ECO 103263 


S1M10000002B01 


SAU802247 


S1M10000047G02 


SAU802244 


E1M10000219F05 


ECO101711 


S1M10000002D01 


SAU800548 


S1M10000047A03 


SAU800546 


E1M10000219H05 


ECO104286 


S1M10000002E01 


SAU800600 


S1M10000047C03 


SAU801186 


E1M10000219B06 


ECO103262 


S1M10000002F01 


SAU800543 


S1M10000047D03 


SAU801263 


E1M10000219B06 


ECO103878 


S1M10000002A02 


SAU802655 


S1M10000047E03 


SAU800018 


E1M10000219B06 


ECO204942 


S1M10000002C02 


SAU802496 


S1M10000047F03 


SAU801719 


E1M10000219C06 


ECO103100 


S1M10000002D02 


SAU800381 


S1M10000047G03 


SAU802090 


E1M10000219G07 


ECO103243 


S1M10000002E02 


SAU802506 


S1M10000047H03 


SAU800006 


E1M10000219H07 


ECO 103884 


S1M10000002F02 


SAU802502 


S1M10000047A04 


SAU300619 


E1M10000219A08 


ECO100886 


S1M10000002B03 


SAU801712 


S1M10000047B04 


SAU800148 


E1M10000219A09 


ECO103161 


S1M10000002D03 


SAU802655 


S1M10000047C04 


SAU801139 


E1M10000219E09 


ECO100193 


S1M10000002G03 


SAU801740 


S1M10000047D04 


SAU800546 


E1M10000219E09 


ECO100194 


S1M10000002B04 


SAU800548 


S1M10000047E04 


SAU800528 


E1M10000219A10 


ECO103883 


S1M10000002B05 


SAU801263 


S1M10000047F04 


SAU300619 


E1M10000219A10 


ECO103884 


S1M10000002D05 


SAU800210 


S1M1O0O0047GO4 


SAU801701 


E1M10000219E10 


ECO104093 


S1M10000002G05 


SAU800548 


S1M10000047H04 


SAU802586 


E1M10000219D11 


ECO101324 


S1M10000002B06 


SAU800546 


S1M10000047H04 


SAU802585 


E1M10000220B01 


ECO103882 


J S1M10000002G06 


SAU800548 


S1M10000047A05 


SAU802226 


E1M10000220C01 


ECO 103882 


S1M10000002B07 


SAU802105 


S1M10000047B05 


SAU801183 


E1M10000220D01 


ECO100886 


S1M10000002B07 


SAU802106 


S1M10000047C05 


SAU800367 


EIM10000220F01 


ECO202902 


S1M10000002D07 


SAU80190G 


S1M10000047D05 


SAU801139 


E1M10000220F02 


ECO 101 196 


S1M10000002D07 


SAU801899 


S1M100OO047E05 


SAU802217 


E1M10000220A03 


ECO104091 


S1M10000002E07 


SAU802496 


S1M10000047F05 


SAU801139 


E1M10C00220AG3 


ECO104092 


S1M10000002F07 


SAU800283 


S1M10000047G05 


SAU801670 


E1M10000220B03 


ECO101324 


S1M10000002D08 


SAU80190C 


S1M10000047G05 


SAU801669 


E1M10000220F04 


ECO102555 


S1M10000OO2GO8 


SAU8C054'/ 


S1M10000047H05 


SAU800018 
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E1M10000220F04 


ECO 102556 


S1M10000002A09 


SAU801113 


S1M10000047A06 


SAU801434 


E1M10000220G04 


ECO101684 


S1M10000002B09 


SAU802496 


S1M10000047B06 


SAU801186 


E1M10000220B05 


ECO103242 


S1M10000002C09 


SAU800542 


S1M10000047C06 


SAU802217 


E1M10000220E05 


ECO101257 


S1M10000002E09 


SAU800547 


S1M10000047E06 


SAU802224 


E1M10000220H05 


ECO100171 


S1M10000002F09 


SAU801481 


S1M10000047F06 


SAU800543 


E1M10000220B06 


ECO101298 


S1M10000002A10 


SAU802496 


S1M10000047G06 


SAU802244 


E1M10000220D06 


ECO103264 


S1M10000002C10 


SAU800385 


S1M10000047A07 


SAU802224 


E1M10000220D06 


ECO103265 


S1M10000002G10 


SAU801113 


S1M10000047C07 


SAU802251 


E1M10000220F06 


ECO 103451 


S1M10000002B11 


SAU801475 


S1M10000047D07 


SAU800367 


E1M10000220A08 


ECO103263 


S1M10000002C11 


SAU800444 


S1M10000047F07 


SAU802247 


E1M10000220C08 


ECO100777 


S1M10000002E11 


SAU802655 


S1M10000047G07 


SAU802233 


E1M10000220A09 


ECO103884 


S1M10000002A12 


SAU802502 


S1M10000047H07 


SAU801186 


E1M10000220D09 


ECO103225 


S1M10000002C12 


SAU800966 


S1M10000047A08 


SAU802247 


E1M10000220D09 


ECO 103226 


S1M10000002D12 


SAU800967 


S1M10000047B08 


SAU802223 


E1M10000220G09 


ECO 104090 


S1M10000002E12 


SAU801264 


S1M10000047C08 


SAU802223 


E1M10000220AU 


ECO102744 


S1M10000002F12 


SAU800548 


S1M10000047E08 


SAU802586 


E1M10000220H11 


ECO103624 


S1M10000002G12 


SAU800548 


S1M10000047E08 


SAU802585 


E1M10000221B01 


ECO101197 


S1M10000003A01 


SAU802496 


S1M10000047F08 


SAU801719 


E1M10000221E01 


ECO103226 


S1M10000003E01 


SAU800700 


S1M10000047G08 


SAU800753 


E1M10000221E01 


ECO 103227 


S1M10000003A02 


SAU800607 


S1M10000047H08 


SAU802233 


E1M10000221B02 


ECO 103228 


S1M10000003F02 


SAU800548 


S1M10000047A09 


SAU801139 


E1M10000221B02 


ECO103229 


S1M10000003A03 


SAU800542 


S1M10000047B09 


SAU800942 


E1M10000221F02 


ECO 102555 


S1M10000003G03 


SAU800548 


S1M10000047C09 


SAU801139 


E1M10000221F02 


ECO102556 


S1M10000003A04 


SAU801621 


S1M10000047D09 


SAU802082 


E1M10000222B02 


ECO101505 


S1M10000003E04 


SAU802247 


S1M10000047E09 


SAU801060 


E1M10000222D02 


ECO104176 


S1M10000003G04 


SAU802496 


S1M10000047E09 


SAU801061 


E1M10000222D02 


ECO104177 


S1M10000003A05 


SAU800700 


S1M10000047F09 


SAU800546 


E1M10000222E05 


ECO101849 


S1M10000003F05 


SAU802309 


S1M10000047G09 


SAU801060 


E1M10000222E05 


ECO101850 


S1M10000003A06 


SAU801904 


S1M10000047G09 


SAU801061 


E1M10000222F05 


ECO101475 


S1M10000003B06 


SAU800519 


S1M10000047H09 


SAU800367 


E1M10000222F05 


ECO101476 


S1M10000003C06 


SAU800014 


S1M10000047A10 


SAU801301 


E1M10000222F05 


ECO201962 


S1M10000003D06 


SAU800528 


S1M10000047B10 


SAU801253 


E1M10000222B09 


ECO102174 


S1M10000003F06 


SAU800547 


S1M10000047D10 


SAU800006 


E1M10000222B10 


ECO101174 


S1M10000003A07 


SAU800548 


S1M10000047E10 


SAU800543 


E1M10000222C12 


ECO 103481 


S1M10000003C07 


SAU801139 


S1M10000047F10 


SAU800006 


E1M10000222E12 


ECO 100652 


S1M10000003E07 


SAU801644 


S1M10000047G10 


SAU800256 


E1M10000223C04 


ECO 103263 


S1M10000003F07 


SAU802506 


S1M10000047H10 


SAU801184 


E1M10000223F04 


ECO 100095 


S1M10000003B08 


SAU800967 


S1M10000047A11 


SAU800942 


E1M10000223H05 


ECO 103231 


S1M10000003D08 


SAU802262 


. S1M10000047B11 


SAU802090 


E1M10000223H11 


ECO 102802 


S1M10000003A09 


SAU800700 


S1M10000047CU 


SAU801434 


E1M10000224E05 


ECO 103076 


S1M10000003B09 


SAU800824 


S1M10000047E11 


SAU801253 


E1M10000225G01 


ECO 103641 


S1M10000003E09 


SAU800548 


S1M10000047F11 


SAU802226 


E1M10000225A02 


ECO 103881 


S1M10000003A10 


SAU800539 


S1M10000047H11 


SAU800753 


E1M10000225A02 


ECO103882 


S1M10000003C10 


SAU800548 


S1M10000047A12 


SAU800537 


E1M10000225C02 


ECO103785 


S1M10000003D10 


SAU800122 


S1M10000047B12 


SAU801263 


E1M10000225E02 


ECO 100008 


S1M10000003E10 


SAU801500 


S1M10000047C12 


SAU801263 


E1M10000225E02 


ECO 100009 


S1M10000003A11 


SAU801113 


S1M10000047D12 


SAU801831 


E1M10000225F03 


ECO100435 


S1M10000003E11 


SAU800548 


S1M10000047E12 


SAU800543 


E1M10000225H03 


ECO101066 


S1M10000003B12 


SAU801434 


S1M10000047F12 


SAU802223 


E1M10000225F04 


ECO101583 


S1M10000003B12 


SAU302892 


S1M10000048C01 


SAU800753 


E1M10000225A06 


ECO 1032 18 


S1M10000003C12 


SAU800548 


S1M10000048D01 


SAU802654 


E1M10000225B06 


ECO101259 


S1M10000003F12 


SAU801621 


S1M10000048G01 


SAU800363 


E1M10000225B07 


ECO 103607 


S1M10000004C01 


SAU802655 


S1M10000048H01 


SAU801740 
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Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


E1M10000225E08 


ECO 102057 


c 1 \ai aaaaaaafiAI '< 




S1M10000048A02 


SAU800006 


E1M10000225E09 


ECO102878 


S1M10000004D01 ! 


3AU801615 
SAU800966 . 


S1M10000048B02 
S1M10000048C02 


SAU801740 
SAU800490 


E1M10Q00225H09 
E1M10000225H09 
B1M1000O225F1O 


ECO101953 
ECO101989 
ECO101684 


S1M10000004F01 
S1M10000004G01 
S1M10000004C02 


SAU802496 
SAU802496 


S1M10000048D02 
S1M10000048D02 


SAU802548 
SAU104011 


E1M10000225D12 
E1M10000225D12 
E1M10000225G12 
E1M10000226E01 
E1M100OO226BO2 
E1M10000226B02 
E1M10000226B02 


ECO 102966 
ECO102967 
ECO 101 128 
ECO100469 
ECO 100683 
ECO103405 
ECO 1035 15 


S1M10000004F02 
S1M10000004B03 
o 1 \a i AAAnftA/jjQ oa 

b I IV1 1 ww wHDU J 

S1M10000004D03 
S1M10000004E03 
S1M10000004G03 
S1M10000004A04 


SAU800546 
SAU800257 
^AU800258 
SAU800187 
SAU800153 
SAU800016 
SAU802655 


S1M10000048E02 
S1M10000048F02 
S1M10000048U02 
S1M10000048U02 
S1M10000048H02 
S1M10000048A03 
S1M10000048B03 


SAU800753| 

SAU802107| 

SAU800019 

SAU800020 

SAU800547 

SAU801630 

SAU801184 


E1M10000226B02 
E1M10000226C02 
E1M10000226F02 
E1M10000226D03 
E1M10000226G03 
E1M10000226F04 


ECO204900 
ECO 103030 
ECO 1 02999 
ECO 103 160 
ECO 103 696 
ECO 102508 


S1M10000004B04 
o i \a 1 aaaaaaafiaa 

b 1 JVL 1 UUwUU*tJJI/'t 

c 1 \ai aaaaaaahaa 
ci A/i 1 aaaaaaapaa 

b 1 JVL 1 U UUU w^CU'r 

c i aa i aaaaaaa^WK 

b I IVL L U wUUUn Uuj 

o i tv ^ 1 aa a aa aa a Afi 


SAU80176O 
^ AT 1802224 
SAU802223 
SAX 1802247 
SAU800548 
^ATJ801644 

L>A W Owl W » » 


S1M10000048C03 
S1M10000048C03 
S1M10000048E03 
S1M10000048E03 
S1M1O000048FO3 
S1M10000048G03 


SAU802586| 

SAU802585 

SAU802586 

SAU802585 

SAU802226 

SAU800543 


E1M10000226H04 


ECO 1007 13 


oi iv>f i aaaaaa/ip'AA 
S 1 M 1 UUUUUU4UU0 




S1M10000048H03 


SAU802217 


E1M10000226H06 


ECO 103 848 


c 1 \A^ aaaaaaaTiA^ 


O/TkVJ O WWW 


S1M1O000048EO4 


SAU801183 


E1M10000226A08 


ECO 1041 32 


c i \a i AAAAAA/TEAfi 


SATJ802240 


S1M10000048G04 


SAU802247 


E1M10000226D08 


v» 1 Ann 

ECO101753 


ci \ai aaaaaaat?A£ 


9ATJ800152 


S1M10000048H04 


SAU802586 


E1M10000226D09 


r»riAl AA/ITA 

ECO 100430 


c i a/t i aa a aaaa a A7 


^ AT 1802503 


S1M10000048H04 


SAU802585 


E1M10000226D09 


ECO 100431 


c i Tv/ri AAAAAnAn07 


SAU802496 


. S1M10000048A05 


SAU801263 


E1M10000226B10 


t-> r^./~\ 1 AO 1 1 O 

ECO102113 


ci n/ti AAAAAftAFfi7 

b 1 JVL 1 UUU IIUUHIIU / 


SAU802177 


S1M10000048B05 


SAU800753 


E1M10000226D10 


ECO 101 623 


ci iwf 1 AnnnnndFft7 

0 1 1V1 1 VAfvUUvH-Xlu / 


SAU802176 


S1M10000048C05 


SAU801891 


E1M10000226E10 


ECO 1027 14 


c i \a 1 nnnn n 04Fn7 


SAU801683 


S1M10000048F05 


SAU801184 


E1M10000226G11 


ECO 103244 


o J JVL L UUUuUVJnvJU / 


^ATJ801644 


S1M10000048G05 


SAU800542 


E1M10000226B12 


ECO10191O 


o L JVL L UUUUUUHSJl/ / 


^ATI801643 


S1M10000048H05 


| SAU800546 


E1M10000226F12 


ECO 100240 


c i \a i rinnnnnARHR 

OlMl UUUUUlrfDUO 




S1M10000048A06 


SAU800546 


E1M10000227E03 


r»riA1 AA AT C 

ECO 1009/ 5 


o 1 IVL i UUUUUUHrJUo 


^ At 1200535 


S1M10000048B06 


SAU80U84 


E1M10000227E03 


ECO201249 


C 1 A/f 1 AfiAAfifli'ir , f)R 
O L IVL 1 UUUUUuH-L/UO 




S1M10000048C06 


SAU801670 


E1M10000227G03 


r?r>Ai Ai ACQ 

ECO101455 


O L IVL 1 UUUUUU^tlJUO 


«?AT 18005 17 


S1M10000048C06 


SAU801669 


E1M10000227G03 


ECO 101459 


o LJVL IUUUUUUhIJUo 


^ AT 1907691 


S1M10000048E06 


SAU801186 


E1M10000227E04 


ECO 1 04 1 48 


o LMlUUUwU'frUo 


QATTR09994 


S 1 Ml 0000048 A07 


SAU801253 


E1M10000227E04 


ECO 104149 


blMlUUUUUU4rUo 


cat TRA9991 


S1M10000048C07 


SAU8O0018I 


E1M10000227H04 


ECO 100844 


C 1 A/T 1 AAAAAA/IH AC 


QATTR091 77 


S1M10000048E07 

\J X IT X X \J V/ ww w « w-i^w * 


SAU801919 


E1M10000227C05 


ECO104164 


C 1 \A 1 AAAAAA/TDAC 
o L JVL 1 UUUUuU^oUy 


^ATTR09176 


S1M10000048F07 


' SAU801831 


E1M10000227C05 


t—/->/-a 1 A/I 1 /C C 

ECO1041DD 


C 1 \A 1 A AAA AAAPAC 
o I Ivl 1 U UUUUUh^U J 


^ AT 1802496 


SI Ml 0000048007 


SAU800520 


E1M10000227C07 


ECO10142J 


C l A/f 1 AAAAAAAT7AC 


^ATT8094Q6 


► S1M10000048GO'/ 


r SAU800519 


E1M10000227G07 


ECOlUioo- 


C 1 A/f 1 AAAAAAAf^AC 
b 1 JVL 1 UUUUU v^fvJUis 


1 9ATT8f)196^ 


[ S1M10000048HO') 


' SAU800546 


E1M10000227B02 


> ECO 10273c 


C 1 A/f 1 A AAAAA/ir* 1 r 


\ ^ATTR0174/ 


» S1M10000048B0^ 


I SAU800018 


E1M10000227BOS 


> ECO102/3/ 


i c 1 A/t1 AAAAAAAfM C 




L S1M10000048CO^ 


I SAU800453 


E1M10000227DOS 


» rAAl A1A1 ' 

5 ECO10391J 


CI \A1 A A A A A A/I r\ 1 ( 


) QATTRAIfiU 


* SlM1000OQ48D0f 


I SAU300619 


E1M10000227B0S 


) ECO 10273c 


C C 1 A/fl AAAAAAA A 1 
) b L IVL 1 U UU wv't A 1 


^ATIR0147' 
oaUOw 1** ' - 


5 • S1M10000048EOJ 

f X i ▼ X X ww \J w w »^VJ J^w * 


} SAU802224| 


E1M10000227BOS 


\ 1"AA1 AIT)' 

? ECO 102/3 


7 C1 A/fl AAAAAAATil 


i C*ATiRO,ilV 
i OnUOUl l l - 


j S1M10000048FOI 


I SAU800546 


E1M10000227DOS 


■» T7A/01 ATA1 

J ECO103yi 


C1 A/f 1 AAAAAAArM 
b 1 JVL 1 UUUUUU'fV^ 1 


1 QATTRnn70l 


) S1M10000048HOI 

J \j X L » A X w w w w w ■ wX XW * 


3 SAU802244J 


E1M10000227E11 


ECOll/3/2. 


X C 1 \A "\ AAA A AAA AV 


) <JATTR0190 


^ S1M10000048AO ( 


} SAU800547 


F1M10000227E1 


t ECO 10372' 


* S1M10000004C1: 


I SAU8005V 


? S1M10000048C0 


5 SAU800548 


E1M10000227C1: 


I ECO10039' 


* S1M10000004D1: 


2 SAU80118 


3 S1M10000048DO 


9 SAU802244 


E1M1C000227C1; 


I ECO 10039. 


5 S1M10000004D1 


2 SAU80118 


% S1M10000048EO 


9 SAU802090 


E1M10000227D1; 


1 ECO10414< 


4 S1M10000004E1 


2 SAU80052 


8 S1M10000048F0 


9 SAU802238 


E1M10000232H0: 


I ECO 10323 


5 SLM10000004F1 


2 SAU80190 


0 S1M1C000048HO 


9 SAU800546 
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Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


Clone Name 


Gene 
LocusID 


E1M10000232H02 


ECO103236 


SIM10000004G12 


SAU801342 


S1M10000048A10 


SAU800006 


E1M10000232A03 


ECO103885 


S1M10000005A01 


SAU802496 


S1M10000048B10 


SAU800547 


E1M10000232B03 


ECO101324 


S1M10000005C01 


SAU802496 


S1M10000048C10 


SAU800367 


E1M10000232H03 


ECO103097 


S1M10000005E01 


SAU800996 


S1M1OO00048D10 


SAU802590 


E1M10000232C07 


ECO100170 


S1M10000005B02 


SAU802243 


S1M10000048E10 


SAU802590 


E1M10000232F07 


ECO103797 


S1M10000005D02 


SAU800519 


S1M10000048G10 


SAU802238 


E1M10000232F07 


ECO103798 


S1M10000005E02 


SAU802655 


S1M10000048H10 


SAU802240 


EIM10000232G07 


ECO104010 


S1M1O000005F02 


SAU801644 


S1M10000048A11 


SAU802224 


E1M10000232A08 


ECO100850 


S1M10000005F02 


SAU801643 


• S1M10000048C11 


SAU802217 


E1M10000232G08 


ECO 100875 


S1M10000005A03 


SAU802310 


S1M10000048D11 


SAU802090 


E1M10000232G12 


ECO102636 


S1M10000005D03 


SAU800548 


S1M10000048F11 


SAU802496 


E1M10000233C01 


ECO103886 


S1M10000005F03 


SAU802262 


S1M10000048G11 


SAU801186 


E1M10000233A03 


ECO100784 


S1M10000005B04 


SAU801183 


S1M10000048H11 


SAU801139 


E1M10000233B03 


ECO100784 


S1M10000005D04 


SAU801183 


S1M10000048A12 


SAU801139 


E1M10000233D03 


ECO100118 


S1M10000005D04 


SAU801184 


S1M10000048B12 


SAU802502 


E1M10000233H03 


ECO103238 


S1M10000005F04 


SAU800363 


S1M10000048D12 


SAU800250 


E1M10000233H03 


ECO103239 


S1M10000005F04 


SAU800362 


S1M10000048D12 


SAU800249 


E1M10000233C04 


ECO 102309 


S1M10000005F04 


SAU800361 


S1M10000048G12 


SAU802251 


E1M10000233G04 


ECO101185 


S1M10000005C05 


SAU801264 






E1M10000233A05 


ECO 1 02553 S1M1 0000005D05 


SAU801644 
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Table IC provides a cross reference between PathoSeq Gene Loci listed in Table IB and the 
SEQ ID NOs. of the corresponding PathoSeq polypeptides and the SEQ ID NOs; of the nucleic 
acids which encode them. The Gene Locus IDs provided in Table IC each comprise a nine digit 
alpha-numeric identifier that can be used to determine the organism from which each Gene Locus 

5 and corresponding SEQ ED NOs. were identified. Specifically, the first letter of the Gene Locus ID 
corresponds to the first letter of the genus name of the organism described herein from which the 
Gene Locus was identified and the second and third letters of the Gene Locus ID correspond to the 
first two letters of the species name of this organism. For example, the identifier EFA205257 
describes a gene locus identified from Enterococcus faecalis. In those instances where the three 

10 letter identifier is the same for different organisms, the exact identity of the organism which 
corresponds to the Gene Locus ID can be determined by referring to the organism designation in the 
sequence listing for the coding nucleic acid or polypeptide SEQ ID NO. that corresponds to the 
particular Gene Locus ID. 
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TABLE IC 



PCT/US02/09107 



DNA 
SeqID 


nu icii a 

SeqID 


vJCllc XjOCUSJLU 


rwT A 
DiNA 

oeqJJJ 


Protein 
oeqiu 


Gene LocusID 


DNA 
SeqID 


Protein 
SeqID 


6214 


42398 


EFA205257 


18276 


54460 


CJU100846 


30337 


66521 


6215 


42399 


EFA205258 


18277 


54461 


CJU100848 


30338 


66522 


6216 


42400 


EFA205225 


18278 


54462 


CJU100855 


30339 


66523 


6217 


42401 


EFA201977 


18279 


54463 


CJU100856 


30340 


66524 


6218 


42402 


EFA203137 


18280 


54464 


CJU100859 


30341 


66525 


6219 


42403 


EFA200840 


18281 


54465 


CJU100860 


30342 


66526 


6220 


42404 


EFA202003 


18282 


54466 


CJU100861 


30343 


66527 


6221 


42405 


EFA200807 


18283 


54467 


CJU100862 


30344 


66528 


6222 


42406 


EFA200811 


18284 


54468 


CJU100863 


30345 


66529 


6223 


42407 


EFA201987 


18285 


54469 


CJU100866 


30346 


66530 


6224 


42408 


EFA201980 


18286 


54470 


CJU100870 


30347 


66531 


6225 


42409 


EFA201981 


18287 


54471 


CJU100871 


30348 


66532 


6226 


42410 


EFA205229 


18288 


54472 


CJU100872 


30349 


66533 


6227 


42411 


EFA201028 


18289 


54473 


CJU100885 


30350 


66534 


6228 


42412 


EFA201993 


18290 


54474 


CJU10O886 


30351 


66535 


6229 


42413 


EFA201974 


18291 


54475 


CJU100888 


30352 


66536 


6230 


42414 


EFA201975 


18292 


54476 


CJU100890 


30353 


66537 


6231 


42415 


EFA202001 


18293 


54477 


CJU100891 


30354 


66538 


6232 


42416 


EFA200839 


18294 


54478 


CJU100896 


30355 


66539 


6233 


42417 


EFA201985 


18295 


54479 


CJU100903 


30356 


66540 


6234 


42418 


EFA201984 


18296 


54480 


CJU100923 


30357 


66541 


6235 


42419 


EFA202953 


18297 


54481 


CJU100925 


30358 


66542 


6236 


42420 


EFA202022 


18298 


54482 


CJU100929 


30359 


66543 


6237 


42421 


EFA202028 


18299 


54483 


CJU100938 


30360 


66544 


6238 


42422 


EFA202536 


18300 


54484 


CJU1 00944 


30361 


66545 


6239 


42423 


EFA200412 


18301 


54485 


CJU100951 


30362 


66546 


6240 


42424 


EFA201999 


18302 


54486 


CJU1 00955 


30363 


66547 


6241 


42425 


EFA201997 


18303 


54487 


CJU100961 


30364 


66548 


6242 


42426 


EFA200624 


18304 


54488 


CJU1 00965 


30365 


66549 


6243 


42427 


EFA201983 


18305 


54489 


CJU100966 


30366 


66550 


6244 


42428 


EFA200812 


18306 


54490 


CJU100967 


30367 


66551 


6245 


42429 


EFA200660 


18307 


54491 


CJU100970 


30368 


66552 


6246 


42430 


EFA200661 


18308 


54492 


CJU1 00980 


30369 


66553 


6247 


42431 


EFA202276 


18309 


54493 


CJU100982 


30370 


66554 


6248 


42432 


EFA201982 


18310 


54494 


CJU100983 


30371 


66555 


6249 


42433 


EFA202214 


18311 


54495 


CJU100987 


30372 


66556 


6250 


42434 


EFA202216 


18312 


54496 


CJU1 00989 


30373 


66557 


6251 


42435 


EFA200360 


18313 


54497 


CJU1 00993 


30374 


66558 


6252 


42436 


EFA200766 


18314 


54498 


CJU100996 


30375 


66559 


6253 


42437 


EFA200805 


18315 


54499 


CJU100997 


30376 


66560 


6254 


42438 


EFA201637 


18316 


54500 


CJU100998 


30377 


66561 


6255 


42439 


EFA201986 


18317 


54501 


CJU100999 


30378 


66562 


6256 


42440 


EFA205255 


18318 


54502 


CJU101006 


30379 


66563 


6257 


42441 


EFA200495 


18319 


54503 


CJU1 01007 


30380 


66564 


6258 


42442 


EFA104836 


18320 


54504 


CJU101011 


30381 


66565 


6259 


42443 


EFA201976 


18321 


54505 


CJU101017 


30382 


66566 


6260 


42444 


EFA201523 


18322 


54506 


CJU101021 


30383 


66567 


6261 


42445 


EFA202012 


18323 


54507 


CJU101022 


30384 


66568 


6262 


42446 


EFA202007 


18324 


54508 


CJU101027 


30385 


66569 


6263 


42447 


EFA200307 


18325 


54509 


CJU101028 


30386 


66570 


6264 


42448 


EFA201888 


18326 


54510 


CJU101029 


30387 


66571 


6265 


42449 


EFA205285 


18327 


54511 


CJU101031 


30388 


66572 



PAE203653 

PAE203654 

PAE203656 

PAE203658 

PAE203668 

PAE203670 

PAE203672 

PAE203677 

PAE203684 

PAE203691 

PAE203698 

PAE203722 

PAE203732 

PAE203735 

PAE203739 

PAE203740 

PAE203741 

PAE203742 

PAE203743 

PAE203744 

PAE203751 

PAE2Q3754 

PAE203755 

PAE203757 

PAE203758 

PAE203760 

PAE203766 

PAE203774 

PAE203796 

PAE203797 

PAE203799 

PAE203800 

PAE203801 

PAE203810 

PAE203812 

PAE203813 

PAE203820 

PAE203821 

PAE203828 

PAE203829 

PAE203831 

PAE203850 

PAE203869 

PAE203871 

PAE203872 

PAE203887 

PAE203888 

PAE203892 

PAE203897 

PAE203898 

PAE203900 

PAE203911 
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DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




6266 


42450 


EFA200842 


6267 


42451 


EFA201204 


6268 


42452 


EFA2016H 


6269 


42453 


EFA201946 


6270 


42454 


EFA201512 


6271 


42455 


iiFA205288 


6272 


42456 


EFA203140 


6273 


42457 


EFA200544 


6274 


42458 


EFA203904 


6275 


42459 


EFA202006 


6276 


42460 


EFA202298 


6277 


42461 


EFA200326 


6278 


42462 


EFA200662 


6279 


42463 


EFA202217 


6280 


42464 


EFA201869 


6281 


42465 


EFA203598 


6282 


42466 


EFA200894 


6283 


42467 


EFA200613 


6284 


42468 


EFA202166 


6285 


42469 


EFA202168 


6286 


42470 


EFA201087 


6287 


42471 


EFA201084 


6288 


42472 


EFA201883 


6289 


42473 
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BCE10O683 


11149 


47333 


BCE100693 


11150 


47334 


BCE100738 


11151 


47335 


BCE100786 


11152 


47336 


BCE100810 


11153 


47337 


BCE100818 


11154 


47338 


BCE100831 


11155 


47339 


BCE100840 


11156 


47340 


BCE100856 


11157 


47341 


BCE100913 


11158 


47342 


BCE1G0919 


11159 


47343 


BCE100924 


11160 


47344 


BCE100929 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




23168 


59352 


KPN300816 


23169 


59353 


KPN300829 


23170 


59354 


KPN300832 


23171 


59355 


KPN300847 


23172 


59356 


KPN300864 


23173 


59357 


KPN300867 


23174 


59358 


KPN300868 


23175 


59359 


KPN300869 


23176 


59360 


KPN300870 


23177 


59361 


KPN300871 


23178 


59362 


KPN300872 


23179 


59363 


KPN300875 


23180 


59364 


KPN3G0876 


23181 


59365 


KPN300879 


23182 


59366 


KPN300882 


23183 


59367 


KPN300883 


23184 


59368 


KPN300884 


23185 


59369 


KPN300885 


23186 


59370 


KPN300897 


23187 


59371 


KPN300900 


23188 


59372 


KPN300906 


23189 


59373 


KPN300907 


23190 


59374 


KPN300918 


23191 


59375 


KPN300926 


23192 


59376 


KPN300929 


23193 


59377 


KPN300934 


23194 


59378 


KPN300959 


23195 


59379 


KPN300966 


23196 


59380 


KPN300967 


23197 


59381 


KPN300972 


23198 


59382 


KPN300973 


23199 


59383 


KPN300984 


23200 


59384 


KPN300994 


23201 


59385 


KPN300997 


23202 


59386 


KPN301017 


23203 


59387 


KPN301023 


23204 


59388 


KPN301024 


23205 


59389 


KPN301038 


23206 


59390 


KPN301039 


23207 


59391 


KPN301041 


23208 


59392 


KPN301044 


23209 


59393 


KPN301045 


23210 


59394 


KPN301047 


23211 


59395 


KPN301048 


23212 


59396 


KPN301049 


23213 


59397 


KPN301056 


23214 


59398 


KPN301057 


23215 


59399 


KPN301059 


23216 


59400 


KPN301065 


23217 


59401 


KPN301066 


23218 




JVTlN Jul Uu / 


23219 


59403 


KPN301069 


23220 


59404 


KPN301083 


23221 


59405 


KPN301084 


23222 


59406 


KPN301086 




383 





PCT/US02/09107 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




35229 


71413 


SHA100562 


35230 


71414 


SHA100568 


35231 


71415 


SHA1 00569 


35232 


71416 


SHA100570 


35233 


71417 


SHA100581 


35234 


71418 


SHA100585 


35235 


71419 


SHA1 00587 


35236 


71420 


SHA100588 


35237 


71421 


SHA100589 


35238 


71422 


SHA100594 


35239 


71423 


SHA100595 


35240 


71424 


SHA100600 


35241 


71425 


SHA100601 


35242 


71426 


SHA100602 


35243 


71427 


SHA1 00608 


35244 


71428 


SHA1 00609 


35245 


71429 


SHA100620 


35246 


71430 


SHA100631 


35247 


71431 


SHA100633 


35248 


71432 


SHA100637 


35249 


71433 


SHA100638 


35250 


71434 


SHA100639 


35251 


71435 


SHA 100640 


35252 


71436 


SHA100641 


35253 


71437 


SHA 100644 


35254 


71438 


SHA100647 


35255 


71439 


SHA100648 


35256 


71440 


SHA100649 


35257 


71441 


SHA100651 


35258 


71442 


SHA100654 


35259 


71443 


SHA100656 


35260 


71444 


SHA 100660 


35261 


71445 


SHA100662 


35262 


71446 


SHA 100663 


35263 


71447 


SHA100667 


35264 


71448 


SHA100679 


35265 


71449 


SHA1 00686 


35266 


71450 


SHA1 00687 


35267 


71451 


SHA100689 


35268 


71452 


SHA100697 


35269 


71453 


SHA100698 


35270 


71454 


SHA1 00699 


35271 


71455 


SHA100701 


35272 


71456 


SHA100711 


35273 


71457 


SHA100712 


35274 


71458 


SHA100713 


35275 


71459 


SHA100714 


35276 


71460 


SHA100715 


35277 


71461 


SHA100716 


35278 


71462 


SHA100718 


35279 


71463 


SHA100726 


35280 


71464 


SHA100738 


35281 


71465 


SHA100744 


35282 


71466 


SHA100745 


35283 


71467 


SHA100752 



WO 02/077183 
DNA Protein Gene LocusID 
SeqID SeqID 



11161 


47345 


T*PP1ftOQ41 


11162 




RPF 10004^ 
xjy^LZ i l/uy*f j 


11163 


47347 


RPF 100067 


11164 


47348 


RPF 100067 


11165 


47349 


RPF1O0Q76 

DvH 1 UU7 / 0 


11166 


47350 


PPF 100085 


11167 


47351 


pppi nno8o 


11168 


47352 


rpfjiaagqa 


11169 


473 S3 




11170 


473 54 




11171 


47355 


BCE101065 


11172 


47356 




11173 


47357 


Tippi ni aoi 


11174 


47358 


UPTJl H1 A8Q 


11175 


47359 


DpRi Ai 11/: 
o^illUl 110 


11176 


47360 


"Rf^R! A1 1 £*"> 
J3V-/H1U1 10Z 


11177 


47361 


Rpri ai i /f/r 
X50riil/i 100 


11178 


47367 


DpplAI 174 


1117ft 

JL A. X t S 






11180 


47364 


pp'ei ai 1*7*7 
Joi^HlUl 1 / / 


11181 


47365 


pppiftl 1 81 

xJL/Jiiui loi 


11182 


47366 


rpHhI ai 1 qo 

DK^lZlVL iyy 


11183 


47367 


. T3P^p?i ai 9A/t 
J30.D11/1ZU4 


11184 


47368 


A1 9AC 
OL/HiyiZUo 


11185 


47369 


RPP1 A191 A 
JJv^HlUlZlU 


11186 


47370 


XSL^JtSll/lZ^Z 


11187 


47371 


T*fT71 A1 910 

x5^iilUlZjo 


11188 

1 1 LOO 


47372 


rJCJtllUlzjO 


111 


47373 


rJUxilUlZjZ 


111 90 

1 1 xyyj 


47374 


DOT? lAIOCl 


1 1 191 
x i xy l 


47375 




11192 
1 1 


47376 


"R/" V R1 A1 O0*7 


1 1 193 
1 1 xyj 


4.7377 


rSi^xilUlzyz 


11 194 
1 1 ±y*T 


47378 




11195 


47379 




11196 


47380 


PpDI AI 1CA 


11197 

All// 


47381 


tir^TJI AI 1*7A 


11 198 

X 1 XZ/O 


47389 
*r / JoZ 


X>OT31 AI "2*70 


11 199 

X 1 xy? 


473 83 


t> ot? 1 ai om 
JbL,lilU13y3 


1 1200 

1 IXw 


47384 


"D OX? 1 A 1 ^ A A 


11201 

1 '1 £t\J X 


47385 


TD /^"C 1 A1 OH/T 


1 1202 

1 x£AJ£* 


4738/; 


T5 /^"D 1 A 1 /1 1 f\ 

±>Uiil01419 


11203 


47387 


J DUlilUl4z3 


1 1704 

1 lAUt 


47388 


DPT31 A1 A C £ 

rJUlll 01466 


11205 


47380 

**/ Joy 


DOTJI AI A CO 


1 1206 


47^GA 


BCJtil01479 


1 1207 


47301 


T> r*T2 1 A 1 A An 

Jt>l_/.blU1499 


11208 


473 09 
t / jyz 


DpTJI ai cor 

rSUJtiiUl jz5 


11209 


47393 


BCE101526 


11210 


47394 


BCE101537 


1121! 


47395 


BCEl 01546 


11212 


47396 


BCE101547 


11213 


47397 


BCE101562 


11214 


47398 


BCE101565 


11215 


47399 


BCE101590 



DNA 




utile JLOCuSlL/ 


SeqID 


SeqID 




23223 


59407 


KPN301087 


23224 


59408 


KPN301088 


23225 


59409 


KPN301095 


23226 


59410 


KPN301099 


23227 


59411 


KPN301102 


23228 


59412 


KPN301109 


23229 


59413 


KPN301110 


23230 


59414 


KPN301111 


23231 


59415 


KPN301113 


23232 


59416 


KPN301116 


23233 


59417 


KPN301117 


23234 


59418 


KPN301120 


23235 


59419 


KPN301121 


23236 


59420 


KPN301122 


23237 


59421 


KPN301123 


23238 


59422 


KPN301135 


23239 


59423 


KPN301139 


23240 


59424 


KPN301141 


23241 


59425 


KPN301143 


23242 


59426 


KPN301146 


23243 


59427 


KPN301147 


23244 


59428 


KPN301149 


23245 


59429 


KPN301152 


23246 


59430 


KPN301162 


23247 


59431 


KPN301170 


23248 


59432 


KPN301174 


23249 


59433 


KPN301176 


23250 


59434 


KPN301178 


23251 


59435 


KPN301179 


23252 


59436 


KPN301180 


23253 


59437 


KPN301181 


23254 


59438 


KPN301199 


23255 


59439 


KPN301207 


23256 


59440 


KPN301209 


23257 


59441 


KPN301222 


23258 


59442 


KPN301224 


23259 


59443 


KPN301247 


23260 


59444 


KPN301254 


23261 


59445 


KPN301257 


23262 


59446 


KPN301258 


23263 


59447 


KPN301260 


23264 


59448 


KPN301264 


23265 


59449 


KPN301265 


23266 


59450 


KPN301267 


23267 


59451 


KPN301269 


23268 


59452 


KPN301276 


23269 


59453 


KPN301278 


23270 


59454 


KPN301280 


23271 


59455 


KPN301295 


23272 


59456 


KPN301296 


ZJZ/^ 


59457 


KPN301297 


23274 


59458 


KPN301299 


23275 


59459 


KPN301301 


23276 


59460 


KPN301302 


23277 


59461 


KPN301304 



PCTAJS02/09107 



FkXTA 

L>JNA 


Protein 


Gene LocusID 




SeqID 




35284 


71468 


SHA100755 


35285 


71469 


SHA100756 


35286 


71470 


SHA100761 


35287 


71471 


SHA100763 


35288 


71472 


SHA100764 


35289 


71473 


SHA100765 


35290 


71474 


SHA100766 


35291 


71475 


SHA100768 


35292 


71476 


SHA100769 


35293 


71477 


SHA100770 


35294 


71478 


SHA100771 


35295 


71479 


SHA100772 


35296 


71480 


SHA100773 


35297 


71481 


SHA100774 


35298 


71482 


SHA100775 


35299 


71483 


SHA100777 


35300 


71484 


SHA100778 


35301 


71485 


SHA100780 


35302 


71486 


SHA100785 


35303 


71487- 


SHA100791 


35304 


71488 


SHA100792 


35305 


71489 


SHA100794 


35306 


71490 


SHA100805 


35307 


71491 


SHA100807 


35308 


71492 


SHA100809 


35309 


71493 


SHA100813 


35310 


71494 


SHA100814 


35311 


71495 


SHA100819 


35312 


71496 


SHA100823 


35313 


71497 


SHA100824 


35314 


71498 


SHA100825 


35315 


71499 


SHA100826 


35316 


71500 


SHA1 00827 


35317 


71501 


SHA1 00833 


35318 


71502 


SHA100834 


35319 


71503 


SHA100843 


35320 


71504 


SHA100844 


35321 


71505 


SHA100845 


35322 


71506 


SHA100846 


35323 


71507 


SHA100848 


35324 


71508 


SHA1 00850 


35325 


71509 


SHA100853 


35326 


71510 


SHA100854 


35327 


71511 


SHA100862 


35328 


71512 


SHA100863 


35329 


71513 


SHA100866 


35330 


71514 


SHA100868 


35331 


71515 


SHA100874 


35332 


71516 


SHA100888 


35333 


71517 


SHA100894 


35334 


71518 


SHA100895 


35335 


71519 


SHA100898 


35336 


71520 


SHA100899 


35337 


71521 


SHA100902 


35338 


71522 


SHA100905 



384 



WO 02/077183 




DNA 


Protein 


Gene Locus ID 


SeqlD 


SeqlD 




11216 


47400 


BCE101609 


11217 


47401 


BCE101620 


11218 


47402 


BCE101645 


11219 


47403 


BCE101676 


11220 


47404 


BCE101681 


11221 


47405 


BCE101717 


11222 


47406 


BCE101730 


11223 


47407 


BCE101745 


11224 


47408 


BCE101760 


11225 


47409 


BCE101777 


11226 


47410 


BCE101785 


11227 


47411 


BCE101787 


11228 


47412 


BCE101792 


11229 


47413 


BCE101800 


11230 


47414 


BCE101816 


11231 


47415 


BCE101833 


11232 


47416 


BCE101872 


11233 


47417 


BCE101880 


11234 


47418 


BCE101906 


11235 


47419 


BCE101925 


11236 


47420 


BCE101969 


11237 


47421 


BCE101979 


11238 


47422 


BCE101996 


11239 


47423 


BCE102004 


11240 


47424 


BCE102008 


11241 


47425 


BCE102018 


11242 


47426 


BCE102027 


li243 


47427 


BCE102043 


11244 


47428 


BCE102065 


11245 


47429 


BCE102082 


11246 


47430 


BCE102110 


11247 


47431 


BCE102114 


11248 


47432 


BCE102136 


11249 


47433 


BCE102153 


11250 


47434 


BCE102163 


11251 


47435 


BCE102182 


11252 


47436 


BCE102211 


11253 


47437 


BCE102263 


11254 


47438 


BCE102274 


11255 


47439 


BCE102281 


11256 


47440 


BCE102283 


11257 


47441 


BCE102342 


11258 


47442 


BCE102350 


11259 


47443 


BCE102364 


11260 


47444 


BCE102392 


11261 


47445 


BCE102411 


11262 


47446 


BCE102413 


11263 


47447 


BCE102421 


11264 


47448 


BCE102426 


11265 


47449 


BCE102445 


11266 


47450 


BCE102461 


11267 


47451 


BCE102508 


11268 


47452 


BCE1025I5 


li269 


47453 


BCE102526 


11270 


47454 


BCE102555 





rTOtcin 










23278 


59462 


KPN301306 


23279 


59463 


KPN301312 


23280 


59464 


KPN301318 


23281 


59465 


KPN301327 


23282 


59466 


KPN301328 


23283 


59467 


KPN301330 


23284 


59468 


KPN301336 


23285 


59469 


KPN301340 


23286 


59470 


KPN301345 


23287 


59471 


KPN301346 


23288 


59472 


KPN301350 


23289 


59473 


KPN301351 


23290 


59474 


KPN301352 


23291 


59475 


KPN301361 


23292 


59476 


KPN301376 


23293 


59477 


KPN301377 


23294 


59478 


KPN301380 


23295 


59479 


KPN301384 


23296 


59480 


KPN301394 


23297 


59481 


KPN301398 


23298 


59482 


KPN301399 


23299 


59483 


KPN301400 


23300 


59484 


KPN301402 


23301 


59485 


KPN301403 


23302 


59486 


KPN301405 


23303 


59487 


KPN301406 


23304 


59488 


KPN301409 


23305 


59489 


KPN301415 


23306 


59490 


KPN301426 


23307 


59491 


KPN301427 


23308 


59492 


KPN301429 


23309 


59493 


KPN301430 


23310 


59494 


KPN301431 


23311 


59495 


KPN301439 


23312 


59496 


KPN301440 


23313 


59497 


KPN301442 


23314 


59498 


KPN301443 


23315 


59499 


KPN301446 


23316 


59500 


KPN301447 


23317 


59501 


KPN301450 


23318 


59502 


KPN301482 


23319 


59503 


KPN301483 


23320 


59504 


KPN301484 


23321 


59505 


KPN301487 


23322 


59506 


KPN301496 


23323 


59507 


KPN301497 


23324 


59508 


KPN301507 


23325 


59509 


KPN301529 


23326 


59510 


KPN301537 


23327 


59511 


KPN301541 


23328 


59512 


KPN301549 


23329 


59513 


KPN301553 


23530 


59514 


KPN301558 


23331 


59515 


KPN301560 


23332 


59516 


KPN301561 




385 





PCT/US02/09107 



DNA 


Pmtpin 


fjpnp T none 1 1 1 


SeqlD 


SeqlD 




35339 


71523 


SHA100908 


35340 


71524 


SHA100909 


35341 


71525 


SHA100910 


35342 


71526 


SHA100911 


35343 


71527 


SHA100914 


35344 


71528 


SHA100915 


35345 


71529 


SHA100922 


35346 


71530 


SHA100923 


35347 


71531 


SHA100927 


35348 


71532 


SHA100928 


35349 


71533 


SHA100929 


35350 


71534 


SHA100939 


35351 


71535 


SHA100944 


35352 


71536 


SHA100951 


35353 


71537 


SHA100952 


35354 


71538 


SHA100953 


35355 


71539 


SHA100955 


35356 


71540 


SHA100958 


35357 


71541 


SHA100965 


35358 


71542 


SHA100967 


35359 


71543 


SHA1 00969 


35360 


71544 


SHA100970 


35361 


71545 


SHA100972 


35362 


71546 


SHA100973 


35363 


71547 


SHA100977 


35364 


71548 


SHA100979 


35365 


71549 


SHA100981 


35366 


71550 


SHA100982 


35367 


71551 


SHA100985 


35368 


71552 


SHA100988 


35369 


71553 


SHA1 00990 


35370 


71554 


SHA100991 


35371 


71555 


SHA100992 


35372 


71556 


SHA101008 


35373 


71557 


SHA101009 


35374 


71558 


SHA101010 


35375 


71559 


SHA101014 


35376 


71560 


SHA101015 


35377 


71561 


SHA101019 


35378 


71562 


SHA101021 


35379 


71563 


SHA101O33 


35380 


71564 


SHA101034 


35381 


71565 


SHA101039 


35382 


71566 


SHA101040 


35383 


71567 


SHA101041 


35384 


71568 


SHA101042 


35385 


71569 


SHA101047 


35386 


71570 


SHA101048 


35387 


71571 


SHA101049 


35388 


71572 


SHA101054 


35389 


71573 


SHA101055 


35390 


71574 


SHA101060 


35391 


71575 


SHA101C61 


35392 


71576 


SHA101064 


35393 


71577 


SHA101069 



WO 02/077183 



DNA 


Protein 


Gene Locus ID 


SeqID 


SeqID 




11271 


47455 


BCE102560 


11272 


47456 


BCE102578 


11273 


47457 


BCE102585 


1 1 IT/I 

11274 


47458 


BCE102619 


11275 


47459 


BCE102638 


11276 


47460 


BCE102642 


11277 


47461 


BCE102651 


11278 


47462 


BCE102658 


11279 


47463 


BCE102679 


11280 


47464 


BCE102700 


11281 


47465 


BCE102714 


11282 


47466 


BCE102715 


11283 


47467 


BCE102722 


1 T7Q/1 

i 1Z54 


47465 


BCE 102728 


11285 


47469 


BCE102742 


11286 


47470 


BCE102752 


11287 


47471 


BCE1 02797 


11288 


47472 


BCE102809 


1 1289 


47473 


BCE 1 0253 7 


11290 


47474 


BCE102840 


11291 


47475 


BCE102844 


11292 


47476 


BCE1 02848 


11293 


47477 


BCE102877 


11294 


47478 


BCE1 02893 


11295 


47479 


BCE102933 


11296 


47480 


BCE1 02972 


11297 


47481 


BCE102975 


11298 


47482 


BCE102976 


11299 


47483 


BCE102990 


11300 


47484 


BCE102997 


11301 


47485 


BCE103008 


11302 


47486 


BCE103017 


11303 


47487 


BCE103020 


11304 


47488 


BCE103036 


11305 


47489 


BCE103057 


11306 


47490 


BCE103071 


11307 


47491 


BCE103090 


11308 


47492 


BCE103115 


11309 


47493 


BCE103118 


11310 


47494 


BCE103131 


11311 


47495 


BCE103148 


11312 


47496 


BCE103151 


11313 


47497 


BCE103181 


11314 


47498 


BCE1 03229 


11315 


47499 


BCE103241 


11316 


47500 


BCE103286 


11317 


4750i 


BCE103292 


11318 


47502 


BCE103299 


11319 


47503 


BCE103310 


11320 


47504 


BCE103321 


1 1 on 


47505 




11322 


47506 


BCE103325 


11323 


47507 


BCE103326 


11324 


47508 


BCE103351 


11325 


47509 


BCE103375 



DNA 


Protein 


Gene LgcvkTD 


SeqID 


SeqID 




23333 


59517 


KPN301564 


23334 


59518 


KPN301574 


23335 


59519 


KPN301575 


23336 


59520 


KPN301576 


23337 


59521 


KPN301578 


23338 


59522 


KPN301584 


23339 


59523 
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29348 


65532 


NGO102695 


41409 


77593 


VCH102929 


17287 


53471 


CDF103463 


29349 


65533 


NGO102702 


41410 


77594 


VCH102941 


17288 


53472 


CDF1 03467 


29350 


65534 


NGO 102756 


41411 


77595 


VCH 102948 


17289 


53473 


CDF103476 


29351 


65535 


NGO102937 


41412 


77596 


VCH 102962 


17290 


53474 


CDF103505 


29352 


65536 


NGO 102970 


41413 


77597 


VCH102965 


17291 


53475 


CDF103506 


29353 


65537 


NGO103053 


41414 


77598 


VCH102977 


17292 


53476 


CDF103514 


29354 


65538 


NGO103107 


41415 


77599 


VCH102978 


17293 


53477 


CDF103521 


29355 


65539 


NGO103118 


41416 


77600 


VCH102979 


17294 


53478 


CDF103530 


29356 


65540 


NGO103134 


41417 


77601 


VCH102980 


17295 


53479 


CDF103531 


29357 


65541 


NGO103266 


41418 


77602 


VCH103001 


17296 


53480 


CDF103540 


29358 


65542 


NGO103389 


41419 


77603 


VCH103010 


17297 


53481 


CDF103547 


29359 


65543 


NGO103576 


41420 


77604 


VCH103013 


17298 


53482 


CDF103551 


29360 


65544 


NGOl 03600 


41421 


77605 


VCH103018 


17299 


53483 


CDF103552 


29361 


65545 


NGOl 03623 


41422 


77606 


VCH103019 


17300 


53484 


CDF103555 


29362 


65546 


NGO103626 


41423 


77607 


VCH103020 


17301 


53485 


CDF103560 


29363 


65547 


NGO103629 


41424 


77608 


VCH103030 


17302 


53486 


CDF103562 


29364 


65548 


NGO103687 


41425 


77609 


VCH103198 


17303 


53487 


CDF103563 


29365 


65549 


NGO103743 


41426 


77610 


VCH103209 


17304 


53488 


CDF103566 


29366 


65550 


NME1 00236 


41427 


77611 


VCH103214 


17305 


53489 


CDF103571 


29367 


65551 


NME 100252 


41428 


77612 


VCH103237 


17306 


53490 


CDF103575 


29368 


65552 


NME100470 


41429 


77613 


VCH103241 


17307 


53491 


CDF1 03578 


29369 


65553 


NME1 00473 


41430 


77614 


VCH 103245 


17308 


53492 


CDF103581 


29370 


65554 


NME100672 


41431 


77615 


VCH103246 


17309 


53493 


CDF103586 


29371 


65555 


NME100865 


41432 


77616 


VCH 103249 


17310 


53494 


CDF1 03594 


29372 


65556 


NME 100881 


41433 


77617 


VCH103253 


17311 


53495 


CDF1 03596 


29373 


65557 


NME101006 


41434 


77618 


VCH 103254 


17312 


53496 


CDF103625 


29374 


65558 


NME101282 


41435 


77619 


VCH 103256 


17313 


53497 


CDF1 03636 


29375 


65559 


NME101639 


41436 


77620 


VCH103263 


17314 


53498 


CDF1 03637 


29376 


65560 


NME101733 


41437 


77621 


VCH103268 


17315 


53499 


CDF103639 


29377 


65561 


NME101919 


41438 


77622 


VCH103270 


1 ni 1 £. 

17316 


53500 




29378 


65562 


NME 102042 


41439 


ilbZ5 




17317 


53501 


CDF103659 


29379 


65563 


NME102130 


41440 


77624 


VCH103296 


17318 


53502 


CDF103661 


29380 


65564 


NME102132 


41441 


77625 


VCH103300 


17319 


53503 


CDF103672 


29381 


65565 


NME102279 


41442 


77626 


VCH103302 


17320 


53504 


CDF103674 


29382 


65566 


NME102614 


41443 


77627 


VCH103315 



495 



WO 02/077183 



DNA 


X lULCIH 


vjene .uocusjld 


SeqID 


SeqID 




17321 


53505 


CDF103678 


17322 


53506 


CDF103680 


17323 


53507 


CDF103684 


17324 


53508 


CDF103688 


17325 


53509 


CDF103692 


17326 


53510 


CDF103715 


17327 


53511 


CDF103720 


17328 


53512 


CDF103732 


17329 


53513 


CDF103744 


17330 


53514 


CDF103746 


17331 


53515 


CDF103752 


17332 


53516 


CDF103755 


17333 


53517 


CDF103760 


17334 


53518 


CDF103765 


17335 


53519 


CDF1 03770 


17336 


53520 


CDF103771 


17337 


53521 


CDF103776 


17338 


53522 


CDF1 03778 


17339 


53523 


CDF103782 


17340 


53524 


CDF103784 


17341 


53525 


CDF103795 


17342 


53526 


CDF103797 


17343 


53527 


CDF103801 


17344 


53528 


CDF103804 


17345 


53529 


CDF103805 


17346 


53530 


CDF103808 


17347 


, 53531 


CDF103810 


17348 


53532 


CDF103820 


17349 


53533 


CDF103821 


17350 


53534 


CDF1 03827 


17351 


53535 


CDF103831 


17352 


53536 


CDF103872 


17353 


53537 


CDF103877 


17354 


53538 


CDF103879 


17355 


53539 


CDF103887 


17356 


53540 


CDF103888 


17357 


53541 


CDF103902 


17358 


53542 


CDF103903 


17359 


53543 


CDF103906 


17360 


53544 


CDF103911 


17361 


53545 


CDF103913 


17362 


53546 


CDF103914 


17363 


53547 


CDF103915 


17364 


53548 


CDF103927 


17365 


53549 


CDF103929 


17366 


53550 


CDF103937 


17367 


53551 


CDF103938 


17368 


53552 


CDF103939 


17369 


53553 


CDF103947 


17370 


53554 


CDF1 03949 


17371 


53555 


CDF103952 


17372 


53556 


CDF103953 


17373 


53557 


CDF103962 


17374 


53558 


CDF103965 


17375 


53559 


CDF103974 



TVkT A 


Protein 


Gene LocusID 




oeqiu 




29383 


65567 


NME102710 


29384 


65568 


NME103001 


29385 


65569 


NME103365 


29386 


65570 


NME103369 


29387 


65571 


NME104849 


29388 


65572 


NME105091 


29389 


65573 


NME200002 


29390 


65574 


NME200004 


29391 


65575 


NME200010 


29392 


65576 


NME200014 


29393 


65577 


NME200015 


29394 


65578 


NME200026 


29395 


65579 


NME200029 


29396 


65580 


NME200041 


29397 


65581 


NME200042 


29398 


65582 


NME200047 


29399 


65583 


NME200053 


29400 


65584 


NME200054 


29401 


65585 


NME200057 


29402 


65586 


NME200061 


29403 


65587 


NME200064 


29404 


65588 


NME200069 


29405 


65589 


NME200070 


29406 


65590 


NME200071 


29407 


65591 


NME200072 


29408 


65592 


NME200075 


29409 


65593 


NME200076 


29410 


65594 


NME200077 


29411 


65595 


NME200082 


29412 


65596 


NME200083 


29413 


65597 


NME200089 


29414 


65598 


NME200096 


29415 


65599 


NME200097 


29416 


65600 


NME200098 


29417 


65601 


NME200099 


29418 


65602 


NME200100 


29419 


65603 


NME200101 


29420 


65604 


NME200102 


29421 


65605 


NME200103 


29422 


65606 


NME200104 


29423 


65607 


NME200105 


29424 


65608 


NME200106 


29425 


65609 


NME200107 


29426 


65610 


NME200108 


29427 


65611 


NME200109 


29428 


65612 


NME200110 


29429 


65613 


NME200111 


29430 


65614 


NME200112 


29431 


65615 


NME200113 


29432 


65616 


NME200114 


29433 


65617 


NME200115 


29434 


65618 


NME200116 


29435 


65619 


NME200117 


29436 


65620 


NME200118 


29437 


65621 


NME200119 
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PCT/US02/09107 

DNA Protein Gene LocusID 
SeqID SeqID 



41444 


77628 


VCH103341 


41445 


77629 


VCH103344 


41446 


77630 


VCH103346 


41447 


77631 


VCH103347 


41448 


77632 


VCH103365 


41449 


77633 


VCH103392 


41450 


77634 


VCH103397 


41451 


77635 


VCH103400 


41452 


77636 


VCH103408 


41453 


77637 


VCH103412 


41454 


77638 


VCH103430 


41455 


77639 


VCH103431 


41456 


77640 


VCH103435 


41457 


77641 


YCH103439 


41458 


77642 


VCH103445 


41459 


77643 


VCH103447 


41460 


77644 


VCH103448 


41461 


77645 


VCH103465 


41462 


77646 


VCH103469 


41463 


77647 


VCH103478 


41464 


77648 


VCH103496 


41465 


77649 


VCH103500 


41466 


77650 


VCH103501 


41467 


77651 


VCH103502 


41468 


77652 


VCH103503 


41469 


77653 


VCH103521 


41470 


77654 


VCH103522 


41471 


77655 


VCH103524 


41472 


11656 


VCH103525 


41473 


77657 


VCH103533 


41474 


77658 


VCH103534 


41475 


77659 


VCH103540 


41476 


77660 


VCH103555 


41477 


77661 


VCH103556 


41478 


11662 


VCH103557 


41479 


11663 


VCH103569 


41480 


77664 


VCH103582 


41481 


11665 


VCH103587 


41482 


11666 


VCH103591 


41483 


11661 


VCH103592 


41484 


77668 


VCH103597 


41485 


77669 


VCH103605 


41486 


77670 


VCH103606 


41487 


77671 


VCH103615 


41488 


77672 


VCH103617 


41489 


77673 


VCH103624 


41490 


77674 


VCH103644 


41491 


11615 


VCH103663 


41492 


11616 


VCH103664 


41493 


11611 


VCH103690 


41494 


1161% 


VCH103693 


41495 


77679 


VCH103702 


41496 


77680 


VCH103704 


41497 


77681 


VCH103717 


41498 


77682 


VCH103722 



WO 02/077183 





rTOlciH 


vjcne locus uj 




OCU.LL/ 




17376 


53560 


CDF103976 


17377 


53561 


CDF103985 


17378 


53562 


CDF103991 


17379 


53563 


CDF103994 


17380 


53564 


CDF103997 


17381 


53565 


CDF103998 


17382 


53566 


CDF104004 


17383 


53567 


CDF104012 


17384 


53568 


CDF104017 


17385 


53569 


CDF1 04028 


17386 


53570 


CDF104041 


17387 


53571 


CDF104046 


17388 


53572 


CDF104047 


17389 


53573 


CDF1 04052 


17390 


53574 


CDF104057 


17391 


53575 


CDF104086 


17392 


53576 


CDF104095 


17393 


53577 


CDF104102 


17394 


53578 


CDF104113 


17395 


53579 


CDF104123 


17396 


53580 


CDF104126 


17397 


53581 


CDF104127 


17398 


53582 


CDF104133 


17399 


53583 


CDF104135 


17400 


53584 


CDF1 04139 


17401 


53585 


CDF104151 


17402 


53586 


CDF104152 


17403 


53587 


CDF104153 


17404 


53588 


CDF104166 


17405 


53589 


CDF104168 


17406 


53590 


CDF1 04179 


17407 


53591 


CDF104187 


17408 


53592 


CDF104196 


17409 


53593 


CDF104197 


17410 


53594 


CDF104202 


17411 


53595 


CDF104210 


17412 


53596 


CDF104218 


17413 


53597 


CDF104232 


17414 


53598 


CDF104256 


17415 


53599 


CDF104259 


17416 


53600 


CDF104265 


17417 


53601 


CDF104280 


17418 


53602 


CDF104286 


17419 


53603 


CDF104289 


17420 


53604 


CDF104297 


17421 


53605 


CDF104306 


17422 


53606 


CDF104307 


17423 


53607 


CDF104311 


17424 


53608 


CDF104317 


17425 


53609 


CDF104319 


17426 


53610 


CDF104322 


17427 


53611 


CDF1 04332 


17428 


53612 


CDF104333 


17429 


53613 


CDF104338 


17430 


53614 


CDF104341 





Protein 










29438 


65622 


NME200120 


29439 


65623 


NME200121 


29440 


65624 


NME200122 


29441 


65625 


NME200123 


29442 


65626 


NME200125 


29443 


65627 


NME200127 


29444 


65628 


NME200128 


29445 


65629 


NME200129 


29446 


65630 


NME200130 


29447 


65631 


NME200131 


29448 


65632 


NME200135 


29449 


65633 


NME200136 


29450 


65634 


NME200137 


29451 


65635 


NME2O0138 


29452 


65636 


NME200139 


29453 


65637 


NME200140 


29454 


65638 


NME200141 


29455 


65639 


NME200142 


29456 


65640 


NME200143 


29457 


65641 


NME200144 


29458 


65642 


NME200149 


29459 


65643 


NME200153 


29460 


65644 


NME200155 


29461 


65645 


NME200158 


29462 


65646 


NME200171 


29463 


65647 


NME200172 


29464 


65648 


NME200185 


29465 


65649 


NME200186 


29466 


65650 


NME200190 


29467 


65651 


NME200203 


29468 


65652 


NME200206 


29469 


65653 


NME200207 


29470 


65654 


NME200209 


29471 


65655 


NME200210 


29472 


65656 


NME200212 


29473 


65657 


NME200216 


29474 


65658 


NME200226 


29475 


65659 


NME200227 


29476 


65660 


NME200229 


29477 


65661 


NME200230 


29478 


65662 


NME200231 


29479 


65663 


NME200232 


29480 


65664 


NME200234 


29481 


65665 


NME200241 


29482 


65666 


NME200242 


29483 


65667 


NME200243 


29484 


65668 


NME200246 


29485 


65669 


NME200247 


29486 


65670 


NME200254 


29487 


65671 


NME200259 


29488 


65672 


NME200260 


29489 


65673 


NME200263 


29490 


65674 


NME200265 


29491 


65675 


NME200267 


29492 


65676 


NME200270 
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DNA 




r^AnA T /v»ncH i 1 
VJCIIC lAJwUoU-S 


SeqID 


SeqID 




41499 


77683 


VCH103726 


41500 


77684 


VCH103730 


41501 


77685 


VCH103735 


41502 


77686 


VCH103743 


41503 


77687 


VCH103746 


41504 


77688 


VCH103754 


41505 


77689 


VCH103755 


41506 


77690 


VCH103757 


41507 


77691 


VCH103759 


41508 


77692 


VCH103762 


41509 


77693 


VCH103763 


41510 


77694 


VCH103764 


41511 


77695 


VCH103799 


41512 


77696 


VCH103807 


41513 


77697 


VCH103812 


41514 


77698 


VCH103825 


41515 


77699 


VCH103826 


41516 


77700 


YPS000004 


41517 


77701 


YPS000005 


41518 


77702 


YPS000008 


41519 


77703 


YPS000011 


41520 


77704 


YPS000017 


41521 


77705 


YPS000024 


41522 


77706 


YPS000029 


41523 


77707 


YPS000030 


41524 


77708 


YPS000041 


41525 


77709 


YPS000049 


41526 


77710 


YPS000050 


41527 


77711 


YPS000052 


41528 


77712 


YPS000053 


41529 


77713 


YPS000055 


41530 


77714 


YPS000060 


41531 


77715 


YPS000064 


41532 


77716 


YPS000069 


41533 


77717 


YPS000070 


41534 


77718 


YPS000071 


41535 


77719 


YPS000074 


41536 


77720 


YPS000084 


41537 


77721 


YPS000085 


41538 


77722 


YPS000089 


41539 


77723 


YPS000093 


41540 


77724 


YPS000097 


41541 


77725 


YPS000098 


41542 


77726 


YPS000099 


41543 


77727 


YPS000102 


41544 


77728 


YPS000110 


41545 


77729 


YPS000124 


41546 


77730 


YPS000126 


41547 


77731 


YPS000129 


41548 


77732 


YPS000130 


41549 


77733 


YPS000131 


41550 


77734 


YPS000132 


41551 


77735 


YPS000135 


41552 


77736 


YPS000139 


41553 


77737 


YPS000146 



WO 02/077183 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




17431 


53615 


CDF104345 


17432 


53616 


CDF104368 


17433 


53617 


CDF104371 


17434 


53618 


CDF104379 


17435 


53619 


CDF104394 


17436 


53620 


CDF104406 


17437 


53621 


CDF104417 


17438 


53622 


CDF104423 


17439 


53623 


CDF104427 


17440 


53624 


CDF104436 


17441 


53625 


CDF104440 


17442 


53626 


CDF104477 


17443 


53627 


CDF104480 


17444 


53628 


CDF104494 


17445 


53629 


CDF104515 


17446 


53630 


CDF104542 


17447 


53631 


CDF104545 


17448 


53632 


CDF104551 


17449 


53633 


CDF104552 


17450 


53634 


CDF104553 


17451 


53635 


CDF104554 


17452 


53636 


CDF104561 


17453 


53637 


CDF1 04563 


17454 


53638 


CDF104582 


17455 


53639 


CDF104583 


17456 


53640 


CDP100001 


17457 


53641 


CDP100002 


17458 


53642 


CDP100003 


17459 


53643 


CDP100007 


17460 


53644 


CDP100008 


17461 


53645 


CDP100014 


17462 


53646 


CDP100016 


17463 


53647 


CDP100018 


17464 


53648 


CDP1 00020 


17465 


53649 


CDP100022 


17466 


53650 


CDP100024 


17467 


53651 


CDP100027 


17468 


53652 


CDP1 00028 


17469 


53653 


CDP1 00030 


17470 


53654 


CDP100031 


17471 


53655 


CDP100042 


17472 


53656 


CDP100045 


17473 


53657 


CDP100046 


17474 


53658 


CDP100047 


17475 


53659 


CDP100048 


17476 


53660 


CDP100049 


17477 


53661 


CDP100053 


17478 


53662 


CDP100056 


17479 


53663 


CDP1 00057 


17480 


53664 


CDP100062 


17481 


53665 


CDP100064 


17482 


53666 


CDP100068 


17483 


53667 


CDP100071 


17484 


53668 


CDP100074 


17485 


53669 


CDP100078 



DNA 


Protein 


Gene LocusID 


SeqID 


SeqID 




29493 


65677 


NME200271 


29494 


65678 


NMB200274 


29495 


65679 


NME200276 


29496 


65680 


NME200304 


29497 


65681 


NME200305 


29498 


65682 


NME200306 


29499 


65683 


NME200308 


29500 


65684 


NME200310 


29501 


65685 


NME200318 


29502 


65686 


NME200322 


29503 


65687 


NME200324 


29504 


65688 


NME200328 


29505 


65689 


NME200331 


29506 


65690 


NME20O335 


29507 


65691 


NME200337 


29508 


65692 


NME200343 


29509 


65693 


NME200347 


29510 


65694 


NME200349 


29511 


65695 


NME200352 


29512 


65696 


NME200353 


29513 


65697 


NME200364 


29514 


65698 


NME200365 


29515 


65699 


NME200366 


29516 


65700 


NME200373 


29517 


65701 


NME200375 


29518 


65702 


NME200377 


29519 


65703 


NME200389 


29520 


65704 


NME200399 


29521 


65705 


NME200412 


29522 


65706 


NME200413 


29523 


65707 


NME200415 


29524 


65708 


NMB200417 


29525 


65709 


NME200420 


29526 


65710 


NME200423 


29527 


65711 


NME200426 


29528 


65712 


NME200427 


29529 


65713 


NME200429 


29530 


65714 


NME200430 


29531 


65715 


NME200440 


29532 


65716 


NME200446 


29533 


65717 


NME200455 


29534 


65718 


NME200457 


29535 
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It will be appreciated that ORFs may also be identified using databases other than 
PathoSeq. For example, the ORFs may be identified using the methods described in U.S. 
Provisional Patent Application Serial Number 60/191,078, filed March 21, 2000. 

EXAMPLE 4 

5 Transfer of Exogenous Nucleic Acid Sequences to other Bacterial Species 

The ability of an antisense molecule identified in a first organism to inhibit the 
proliferation of a second organism (thereby confirming that a gene in the second organism which is 
homologous to the gene from the first organism is required for proliferation of the second 
organism) was validated using antisense nucleic acids which inhibit the growth of E. coli which 

10 were identified using methods similar to those described above. Expression vectors which inhibited 
growth of E. coli upon induction of antisense RNA expression with IPTG were transformed directly 
into Enterobacter cloacae, Klebsiella pneumonia or Salmonella typhimurium. The transformed 
cells were then assayed for growth inhibition according to the method of Example 1. After growth 
in liquid culture, cells were plated at various serial dilutions and a score determined by calculating 

15 the log difference in growth for INDUCED vs. UNINDUCED antisense RNA expression as 
determined by the maximum 10 fold dilution at which a colony was observed. The results of these 
experiments are listed below in Table II. If there was no effect of antisense RNA expression in a 
microorganism, the clone is minus in Table II. In contrast, a positive in Table II means that at least 
10 fold more cells were required to observe a colony on the induced plate than on the non-induced 

20 plate under the conditions used and in that microorganism. ; 

TABLE n 



MoL No. 


S. typhimurium 


R cloacae 


K. pneumoniae 


EcXAOOl 


+ 


+ 




EcXA004 


+ 






EcXAOOS 


+ 


+ 


+ 


EcXA006 








EcXA007 




+ 




EcXA008 






+ 


EcXA009 








EcXAOlO 


+ 


+ 


+ 


EcXAOll 




+ 




EcXA012 




+ 




EcXAOB 


+ 




+ 


EcXAOH 


+ 


+ 




EcXAOlS 




+ 


+ 


EcXA016 


+ 


+ 


+ 


EcXA017 


+ 


+ 


+ 


EcXA018 




+ 


+ 


EcXA019 






+ 


EcXA020 


+ 


+ 


+ 


EcXA021 


+ 


+ 


+ 


EcXA023 




+ 


+ 


EcXA024 


+ 




+ 
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Thus, the ability of an antisense nucleic acid which inhibits the proliferation of Escherichia 
coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas 
aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides 
5 fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, 
Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Corynebacterium 
diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter 
. pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium 

10 avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 
multocida, Proteus mirabilis. Pseudomonas DUtida. Pseudomonas svrinme. Salmonella narntvnhi 
Salmonella typhi, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 

15 urealyticum, Vibrio cholerae or Yersinia pestis to inhibit the growth of other organims may be 
evaluated by transforming the antisense nucleic acid directly into species other than the organism 
from which they were obtained. In particular, the ability of the antisense nucleic acid to. inhibit the 
growth of Acinetobacter baumannii, Anaplasma marginale, Aspergillus fumigatus, Bacillus 
anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 

20 Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Candida albicans, Candida 
glabrata (also called Torulopsis glabrata), Candida tropicalis, Candida parapsilosis, Candida 
guilliermondii, Candida krusei, Candida kefyr (also called Candida pseudotropicalis), Candida 
dubliniensis, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, 
Clostridium botulinum, Clostridium difficile, Clostridium perfringens, Coccidioides immitis, 

25 Corynebacterium diptheriae, Cryptococcus neoformans, Enterobacter cloacae, Enterococcus 
faecalis, Enterococcus faecium, Escherichia coli, Haemophilus influenzae, Helicobacter pylori, 
Histoplasma capsulatum, Klebsiella pneumoniae, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 

30 pneumoniae, Neisseria gonoirhoeae, Neisseria meningitidis, Nocardia asteroides, Pasteurella 
haemolytica, Pasteurella multocida, Pneumocystis carinii, Proteus mirabilis, Proteus vulgaris, 
Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas syringae, Salmonella bongori, 
Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, Salmonella typhi, Salmonella 
typhimurium, Shigella boydii, Shigella dysenteriae, Shigella flexneri, Shigella sonnei, 
. 35 Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
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• ureafyticuw, Vibrio cholerae, Vibrio parahemolyticus, Vibrio 'i^^m § Y^iaa^^S&&^ 
Yersinia pestis or any species falling within the genera of any of the above species may be 
evaluated. In some embodiments of the present invention, the ability of the antisense nucleic acid 
to inhibit the growth of an organism other than £. coli may be evaluated. In such embodiments, 
5 the antisense nucleic acids are inserted into expression vectors functional in the organisms in which 
the antisense nucleic acids are evaluated. 

It will be appreciated that the above methods for evaluating the ability of an antisense 
nucleic acid to inhibit the proliferation of a heterologous organism may be performed using 
antisense nucleic acids complementary to any of the proliferation-required nucleic acids from 
10 Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, 
Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, 
15 Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus 
influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella 
catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium 
tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria 
meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas 
20 syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus epidermidis, Staphylococcus 
haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, Streptococcus pyogenes, 
Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or Yersinia pestis (including 
antisense nucleic acids complementary to SEQ ID NOs.: 6214-42397, such as the antisense nucleic 
acids of SEQ ID NOs.: 1-6213) or portions thereof, antisense nucleic acids complementary to 
25 homologous coding nucleic acids or portions thereof, or homologous antisense nucleic acids. 

Those skilled in the art will appreciate that a negative result in a heterologous cell or 
microorganism does not mean that that cell or microorganism is missing that gene nor does it mean that 
the gene is unessential. However, a positive result means that the heterologous cell or microorganism 
contains a homologous gene which is required for proliferation of that cell or microorganism. The 
30 homologous gene may be obtained using the methods described herein. For example, the homologous 
gene may be isolated by performing a PCR procedure using primers based on the antisense sequence 
which reduced the level or activity of the gene product encoded by the homologous gene or by 
performing a Southern blot. Those cells that are inhibited by antisense may be used in cell-based 
assays as described herein for the identification and characterization of compounds in order to develop 
35 antibiotics effective in these cells or microorganisms. Those skilled in the art will appreciate that 
an antisense molecule which works in the microorganism from which it was obtained will not always 
work in a heterologous ceil or microorganism 
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EXAMPLES 0 Wft * W *~ M * « 

Transfer of Exoge nous Nucleic Acid Sequences to Other Bacterial Species Using the Escherichia coli 

Staphylococcus aureus. Enterococcus faecalis. Klebsiella pneumoniae. Pseudomonas aeruginosa. 

Salmonella typhimurium. Acinetobacter baumannii. Bacillus anthracis. Bacteroides fragilis. 

5 Bordetella pertussis. Borrelia burgdorferi. Burkholderia cepacia. Bu rkholderia funeorum. 

Burkholderia mallei. Campylobacter jejuni Chlamydia pneumoniae. Chlamydia trachomatis. 

Clostridium acetobutvlicum. Clostridium botulinum. Clostridium difficile. Corynebacterium 

diptheriae, Enterobacter cloacae. Enterococcus faecium. Haemophilus influenzae. Helicobacter 

pylori Legionella pneumophila. Listeria monocytogenes. Moraxella catarrhalis. Mycobacterium 

10 gyium. Mycobacterium boyis. Mycobacterium leprae, Mycobacterium tuberculosis. Mycoplasma 

zenitalium< Mycoplasma p neumoniae. Neisseria gonorrhoeae. Neisseria meningitidis. Pasteurella 

multocida. Proteus mirabilis. Pseudomonas putida. Pseudomonas syringae. Salmonella paratyphi. 

Salmonella typhi. Staphylococcus epidermidis. Staphylococcus haemolyticus. Streptococcus 

mutans. St reptococcus pneumoniae. Streptococcus pyog enes. Treponema pallidum, Ureaplasma 

15 urealyticum. Vibrio cholerae or Yersinia pestis Expression Vectors or Expression Vectors Functional 

in Bacterial Species Other Than the Foregoing Bacterial Species 

The antisense nucleic acids that inhibit the growth of Escherichia coli, Staphylococcus 

aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella 

typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, . Bordetella 

20 pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia 

mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium 

acetobutylicum, Clostridium botulinum, Clostridium difficile, Corynebacterium diptheriae, 

Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter pylori, 

Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium ayium, 

25 Mycobacterium boyis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 

genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 

multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 

Salmonella typhi, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 

mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 

30 urealyticum, Vibrio cholerae or Yersinia pestis, or portions thereof, may also be evaluated for their 

ability to inhibit the growth of cells or. microorganisms other than Escherichia coli, Staphylococcus 

aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella 

typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella 

pertussis, Borrelia burgdorferi, Burkholderia cepacia, BurkJiolderia fungorum, Burkholderia 

35 mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium 

acetobutylicum, Clostridium botulinum, Clostridium difficile, Corynebacterium diptheriae, 

Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter pylori, 

Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium ayium, 
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Mycobacterium bovis, Mycobacterium leprae, Mycobacterium ^MefcStdsis^ 'MycdplMma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 
multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
Salmonella typhi, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
5 mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae or Yersinia pestis. For example, the antisense nucleic acids that 
inhibit the growth of Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella 
pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, 
Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia 
10 cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Chlamydia 
pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, 
Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, 
Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, 
15 Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria 
gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas 
putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus 
epidermidis, Staphylococcus haemolyticus,- Streptococcus mutans, Streptococcus pneumoniae, 
Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or 
20 Yersinia pestis may be evaluated for their ability to inhibit the growth of other organisms. In 
particular, the ability of the antisense nucleic acid to inhibit the growth of Acinetobacter baumannii, 
Anaplasma marginale, Aspergillus fumigatus, Bacillus anthracis, Bacteroides fragilis, Bordetella 
pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, Burkholderia 
mallei, Campylobacter jejuni, Candida albicans, Candida glabrata (also called Torulopsis 
25 glabrata), Candida tropicalis, Candida parapsilosis, Candida guilliermondii, Candida krusei, 
Candida kefyr (also called Candida pseudotropicalis), Candida dubliniensis, Chlamydia 
pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, 
Clostridium difficile, Clostridium perfringens, Coccidioides immitis, Corynebacterium diptheriae, 
Cryptococcus neoformans, Enterobacter cloacae, Enterococcus faecalis, Enterococcus faecium, 
30 Escherichia coli, Haemophilus influenzae, Helicobacter pylori, Histoplasma capsulatum, Klebsiella 
pneumoniae, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, 
Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, 
Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, 
Nocardia asteroides, Pasteurella haemolytica, Pasteurella multocida, Pneumocystis carinii, 
35 Proteus mirabilis, Proteus vulgaris, Pseudomonas aeruginosa, Pseudomonas putida, Pseudomonas 
syringae, Salmonella bongori, Salmonella cholerasuis, Salmonella enterica, Salmonella paratyphi, 
Salmonella typhi, Salmonella typhimurium, Shigella boydii, Shigella dyserJeriae, Shigella flexneri, 
Shigella sonnei, Staphylococcus aureus, Staphylococcus epidermidis, Staphylococcus haemolyticus, 
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streptococcus pneumoniae, Streptococcus mutans, Streptococcus pyogenes, Treponema pallidum, 
Ureaplasma urealyticum, Vibrio cholerae, Vibrio parahaemolyticus, Vibrio vulnificans, Yersinia 
enterocolitica, Yersinia pestis or any species falling within the genera of any of the above species 
may be evaluated. In some embodiments of the present invention, the ability of the antisense 
5 nucleic acid to inhibit the growth of an organism other than E. coli may be evaluated. 

In such methods, expression vectors in which the expression of an antisense nucleic acid 
that inhibits the growth of Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, 
Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter 
baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, 
10 Burkholderia cepacia, Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, 
Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella, pneumophila, Listeria 
monocytogenes, Moraxella catarrhal™. Mvcohacterium avium MvrnhnMoriu-m fcnWc 
15 Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
20 choleraei or Yersinia pestisis under the control of an inducible promoter are introduced into the 
cells or microorganisms in which they are to be evaluated. In some embodiments, the antisense 
nucleic acids may be evaluated in cells or microorganisms which are closely related to Escherichia 
coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas 
aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides 
25 fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia fungorum, 
Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, 
Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Corynebacterium 
diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter 
pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium 
30 avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 
genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella 
multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
Salmonella typhi, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
35 urealyticum, Vibrio cholerae or Yersinia pestis. The ability of these antisense nucleic acids to 
inhibit the growth of the related cells or microorganisms in the presence of the inducer is then 
measured. 

EXAMPLE 6 
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Identification of Nucleic Acids Homologous to Nucleic XcicE I?equii^o^ 
Sta phylococcus aureus in other Bacterial Species 
Nucleic acids homologous to proliferation-required nucleic acids from Staphylococcus aureus 
were identified as follows. For example, thirty-nine antisense nucleic acids which inhibited the 
5 growth of Staphylococcus aureus were identified using methods such as those described herein and 
were inserted into an expression vector such that their expression was under the control of a xylose- 
inducible Xyl-T5 promoter. A vector with a reporter gene under control of the Xyl-T5 promoter 
was used to show that expression from the Xyl-T5 promoter in Staphylococcus epidermidis was 
comparable to that in Staphylococcus aureus. 
10 The vectors were introduced into Staphylococcus epidermidis by electroporation as follows: 

Staphylococcus epidermidis was grown in liquid culture to mid-log phase and then harvested by 
centrifugation. The cell pellet was resuspended in 1/3 culture volume of ice-cold EP buffer (0.625 
M sucrose, 1 mM MgCl 2 , pH=4.0), and then harvested again by centrifugation. The cell pellet was 
then resuspended with 1/40 volume EP buffer and allowed to incubate on ice for 1 hour. The cells 
15 were then frozen for storage at -80°C. For electroporation, 50 \x\ of thawed electrocompetent cells 
were combined with 0.5 |xg plasmid DNA and then subjected to an electrical pulse of 10 kV/cm, 25 
uFarads, 200 ohm using a biorad gene pulser electroporation device. The cells were immediately 
resuspended with 200 outgrowth medium and incubated for 2 hours prior to plating on solid 
growth medium with drug selection to maintain the plasmid vector. Colonies resulting from 
20 overnight growth of these platings were selected, cultured in liquid medium with drug selection, 
and then subjected to dilution plating analysis as described for Staphylococcus aureus in Example 1 
above to test growth sensitivity in the presence of the inducer xylose. 

The results are shown in Table EI below. The first column indicates the Molecule Number 
of the Staphylococcus aureus antisense nucleic acid which was introduced into Staphylococcus 
25 epidermidis. The second column indicates whether the antisense nucleic acid inhibited the growth 
of Staphylococcus epidermidis, with a indicating that growth was inhibited. Of the 39 
Staphylococcus aureus antisense nucleic acids evaluated, 20 inhibited the growth of Staphylococcus 
epidermidis. 

TABLE HI 

30 Sensitivity of Other Microorganisms to Antisense Nucleic Acids That Inhibit Proliferation of 



Mol. No. 


S. epidermidis 


SaXA005 


+ 


SaXA007 


+ 


SaXA008 


+ 


SaXA009 


+ 


SaXAOlO 


+ 


SaXAOll 
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SaXA012 




SaXA013 




SaXA015 


+ 


SaXA017 




SaXA022 


+ 


SaXA023 




SaXA024 




SaXA025 


+ 


SaXA026 


+ 


SaXA027 




SaXA027b 




SaXA02c 




SaXA028 




SaXA029 


+ 


SaXA030 


+ 


SaXA032 


+ 


SaXA033 


+ 


SaXA034 




SaXA035 


+ 


SaXA037 


+ 


SaXA039 




SaXA042 




SaXA043 




SaXA044 




SaXA045 


+ 


SaXA051 




SaXA053 




SaXA056b 




SaXA059a 


+ 


SaXA060 




SaXA061 


+ 


SaXA062 


+ 


SaXA063 




SaXA065 
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Although the results shown above were obtained" using Y suTTsef of ^olifStfoii^Med 
nucleic acids from Staphylococcus aureus, it will be appreciated that similar analyses may be 
performed using the nucleic acids of the present invention to determine whether they inhibit the 
proliferation of cells or microorganisms other than Escherichia coli, Staphylococcus aureus, 
5 Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, 
Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 
burgdorferi, Burkholderia cepacia, BurkJiolderia fungorum, Burkholderia mallei, Campylobacter 
jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botidinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
10 faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
pneumoniae, Neisseria gonorrhoeae, Neisseria mmingitidis, Pasteurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
15 Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae or Yersinia pestis. 

Thus, it will be appreciated that the above methods for evaluating the ability of an antisense 
nucleic acid to inhibit the proliferation of a heterologous organism may be performed uspg 
20 antisense nucleic acids complementary to any of the proliferation-required nucleic acids from 
Escherichia coli, Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, 
Pseudomonas aeruginosa, Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, 
Bacteroides fragilis, Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, 
Burkholderia fungorum, Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, 
25 Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, 
Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus 
influenzae, Helicobacter pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella 
catarrhalis, Mycobacterium avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium 
tuberculosis, Mycoplasma genitalium, Mycoplasma pneumoniae, Neisseria gonorrhoeae, Neisseria 
30 meningitidis, Pasteurella multocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas 
syringae, Salmonella paratyphi, Salmonella typhi, Staphylococcus epidermidis, Staphylococcus 
haemolyticus, Streptococcus mutans, Streptococcus pneumoniae, Streptococcus pyogenes, 
Treponema pallidum, Ureaplasma urealyticum, Vibrio cholerae or Yersinia pestis, (including 
antisense nucleic acids complementary to SEQ ID NOs.: 6214-42397, such as the antisense nucleic 
35 acids of SEQ ID NOs.: 1-6213) or portions thereof, antisense nucleic acids complementary to 
homologous coding nucleic acids or portions thereof, or homologous antisense nucleic acids. 
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EXAMPLE 7 " ^ "* 
Identification of Homologous Nucleic Acids bv Functional Complementation 
Homologous coding nucleic acids, homologous antisense nucleic acids or nucleic acids 
encoding homologous polypeptides may be identified as follows. Gene products whose activities 
5 may be complemented by a proliferation-required gene product from Escherichia coli, 
Staphylococcus aureus, Enterococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, 
Salmonella typhimurium, Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, 
Bordetella pertussis, Borrelia burgdorferi, Burkholderia cepacia, Burkholderia jungorum, 
Burkholderia mallei, Campylobacter jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, 
10 Clostridium acetobutylicum, Clostridium botulinum, Clostridium difficile, Corynebacterium 
diptheriae, Enterobacter cloacae, Enterococcus faecium, Haemophilus influenzae, Helicobacter 
pylori, Legionella pneumophila, Listeria monocytogenes, Moraxella catarrhalis, Mycobacterium 
avium, Mycobacterium bovis, Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma 

crpmtnliiim Mvrnnlnvmn nnoitmnriinp Npiwerin unnnrrhnpnp Neisseria mrmntritidix. Past&nr&Ua 

o - i - v - -jt r — - • • * •• ' ' — o • • ' *-» * 

15 ynultocida, Proteus mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, 
Salmonella typhi, Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus 
mutans, Streptococcus pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma 
urealyticum, Vibrio cholerae, Yersinia pestis or homologous polypeptides are identified using 
merodiploids, created by introducing a plasmid or Bacterial Artificial Chromosome into an 

20 organism having a mutation in the essential gene which reduces or eliminates the activity of the 
gene product. In some embodiments, the mutation may be a conditional mutation, such as a 
temperature sensitive mutation, such that the organism proliferates under permissive conditions but 
is unable to proliferate under non-permissive conditions in the absence of complementation by the 
gene on the plasmid or Bacterial Artificial Chromosome. Alternatively, duplications may be 

25 constructed as described in Roth et al. (1987) Biosynthesis of Aromatic Amino Acids in 
Escherichia coli and Salmonella typhimurium, F. C. Neidhardt, ed., American Society for 
Microbiology, publisher, pp. 2269-2270. Such methods are familiar to those skilled in the art. 
Alternatively, homologous coding nucleic acids, homologous antisense nucleic acids or nucleic 
acids encoding homologous polypeptides may be identified by placing a gene required for 

30 proliferation or a nucleic acid complementary to at least a portion of a gene required for 
proliferation under the control of a regulatable promoter as described above, introducing a plasmid 
or Bacterial Artificial Chromosome into the cell, and identifying cells which are able to proliferate 
. under conditions which would prevent or reduce proliferation in the absence of the plasmid or 
Bacterial Artificial Chromosome. 

35 Homologous coding nucleic acids, homologous antisense nucleic acids or nucleic acids 

encoding homologous polypeptides may be identified using databases as follows. 
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EXAMPLE 8 

Identification of Homologous Nucleic Acids bv Database Analysis 
As a demonstration of the methodology required to find homologues to an essential gene, 
fifty-one prokaryotic organisms were analyzed and compared in detail. First, the most reliable 
5 source of gene sequences for each organism was assessed by conducting a survey of the public and 
private data sources. The fifty-one organisms studied are Escherichia coli, Staphylococcus aureus, 
Enter ococcus faecalis, Klebsiella pneumoniae, Pseudomonas aeruginosa, Salmonella typhimurium, 
Acinetobacter baumannii, Bacillus anthracis, Bacteroides fragilis, Bordetella pertussis, Borrelia 
burgdorferi, Burkholderia cepacia, Burklxolderia Jungorum, Burkliolderia mallei, Campylobacter 
10 . jejuni, Chlamydia pneumoniae, Chlamydia trachomatis, Clostridium acetobutylicum, Clostridium 
botulinum, Clostridium difficile, Corynebacterium diptheriae, Enterobacter cloacae, Enterococcus 
faecium, Haemophilus influenzae, Helicobacter pylori, Legionella pneumophila, Listeria 
monocytogenes, Moraxella catarrhalis, Mycobacterium avium, Mycobacterium bovis, 
Mycobacterium leprae, Mycobacterium tuberculosis, Mycoplasma genitalium, Mycoplasma 
15 pneumoniae, Neisseria gonorrhoeae, Neisseria meningitidis, Pasteurella multocida, Proteus 
mirabilis, Pseudomonas putida, Pseudomonas syringae, Salmonella paratyphi, Salmonella typhi, 
Staphylococcus epidermidis, Staphylococcus haemolyticus, Streptococcus mutans, Streptococcus 
pneumoniae, Streptococcus pyogenes, Treponema pallidum, Ureaplasma urealyticum, Vibrio 
cholerae and Yersinia pestis. Full-length gene protein and nucleotide sequences for these 
20 organisms were assembled from various sources. For Escherichia coli, Haemophilus influenzae 
and Helicobacter pylori, gene sequences were adopted from the public sequencing projects, and 
derived from the GenPept 115 database (available from NCBI). For Pseudomonas aeruginosa, 
gene sequences were adopted from the Pseudomonas genome sequencing project (downloaded from 
http://www.pseudomonas.com). For Klebsiella pneumoniae, Staphylococcus aureus, Streptococcus 
25 pneumoniae and Salmonella typhi, genomic sequences from PathoSeq v 4.1 (Mar 200Q release) 
were reanalyzed for ORFs using the gene finding software GeneMark v 2.4a, which was purchased 
from GenePro Inc. 451 Bishop St., N.W., Suite B, Atlanta, GA, 30318, USA. Similar analyses 
were conducted for the other organisms using publically available and proprietary databases. 

Homologous coding nucleic acids and the homologous polypeptides which they encode 
30 may be identified using a "reciprocal" best-hit analysis. To facilitate the identification of 
homologous coding nucleic acids and homologous polypeptides, paralogous genes within each of 
51 organisms were identified and clustered prior to comparison to other organisms. Briefly, the 
polypeptide sequence of each polypeptide encoded by each open reading frame (ORF) in a given 
organism was compared to the polypeptide sequence encoded by every other ORF for that organism 
35 for each of the 51 pathogenic organisms (PathoSeq Sept 2001 release) using BLASTP 2.09 
algorithm without filtering. Simultaneously, the polypeptide sequence encoded by each ORF of an 
organism was compared to the polypeptide sequences encoded by each of the ORFs in the 
remaining 51 organisms. Those polypeptides within a single organism that shared a higher degree 
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of sequence identity to one another than to polypeptide sequences ^btainei 5onf any"ofiier 
organisms were clustered as "paralog" sequences for "reciprocal" best-hit analysis. 

For each reference organism, the 50 homologous coding nucleic acids (and the 50 
homologous polypeptides which they encode) was determined by identifying the OKFs in each of 
the 50 comparison organisms which encode a polypeptide sharing the highest degree of amino acid 
sequence identity to the polypeptide encoded by the ORF from the reference organism. The 
accuracy of the identification of the predicted homologous coding nucleic acids (and the 
homologous polypeptides which they encode) was confirmed by a "reciprocal" BLAST analysis in 
which the polypeptide sequence of the predicted homologous polypeptide was compared against the 
polypeptides encoded by each of the ORPS in the reference organism using BLASTP 2.09 
algorithm without filtering. Only those polypeptides that share the highest degree of amino acid 
sequence identity in each portion of the two-way comparison are retained for further analysis. 

The best homolog for each of the fifty-one organisms, defined as the most significantly 
scoring match which also fulfilled the above criteria, was reported in Table TV 

Table IV lists the best ORF identified as described above (column labeled Homolog 
LocusID) that matches the query sequence (column labeled Query LocusID), % identity between 
the query sequence and the homolog, and the amount of each sequence that aligns together well 
(columns labeled Query Coverage and Homolog Coverage) for the gene identified in each of the 
fifty-one organisms evaluated as described above. As described in connection which Table IC, the 
Locus IDs (ie. both Query Locus ID and Homolog Locus ID) provided in Table IV each comprise a 
nine.digit alpha-numeric identifier that can be used to determine the organism from which the query 
and homolog sequences were obtained. Specifically, the first letter of the Locus ID corresponds to 
the first letter of the genus name of the organism described herein from which the Locus was 
identified and the second and third letters of the Locus ID correspond to the first two letters of the 
species name of this organism. For example, the identifier EFA205257 describes a gene locus 
identified from Enterococcus faecalis. hi those instances where the three letter identifier is the 
same for different organisms, the exact identity of the organism which corresponds to the Locus ID 
can be determined by referring to the organism designation in the sequence listing for the coding 
nucleic acid or polypeptide SEQ ID NO. that corresponds to the particular Locus ID. 
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85.3% 


ECO100161 


BBU100104 


34% 


93.9% 


AO 1 A/ 

92.1% 


ECO100161 


BCE109327 


36% 


95.6% 


92.1% 


ECO100161 


BMA1 03894 


36% 


94.7% 


91.5% 


ECO100161 


CJU101153 


. 38% 


95.1% 


a a no/ 

94.7% 


ECO100161 


CTR200205 


40% 


77.6% 


*1 C CO/ 

75.5% 


ECO100161 


CBO 100298 


43% 


57.6% 


67.1% 


ECO 100161 


EBC102486 


91% 


1 AAA/ 

100% 


1 nno/ 

100% 


ECO100161 


EFA202055 


34% 


no on/ 

92.2% 


to no/ 

78.0% 


ECO100161 


EFM201658 


36% 


. a <> a/ 

48.3% 


f\C 00/ 

95.8% 


ECO100161 


ECO100161 


100% 


100% 


100% 


ECO100161 


HPY101002 


42% 


79.1% 


OO AO/ 

88.9% 


ECO 1001 61 


KPN304180 


90% 


100% 


i nno/ 

100% 


ECO100161 


LPN103539 


41% 


93.5% 


95.2% 


ECO100161 


LMO101189 


36% 


60.3% 


cr\ oo/ 

60.8% 


ECO100161 


MAV103189 


34% 


56.1% 


CO AO/ 

53.4% 


ECO100161 


MBV1 00882 


36% 


e £ i A/ 

56.1% 


CI oo/ 

51.3% 


ECO100161 


MLP 100663 


35% 


57.2% 


51.4% 


ECO100161 


MTU201206 


35% 


56.1% 


A A AO/ 

49.0% 


ECO100161 


PAE200765 


38% 


77.8% 


nn tza/ 

99.6% 


ECO 1001 61 


PSY102326 


38% 


73.4% 


A £ OO/ 

96.8% 


ECO100161 


SPA1 02656 


90% 


t AAA / 

100% 


c\C CO/ 

96.5% 


ECO100161 


STY103840 


92% 


100% 


1 nno/ 

100% 


ECO100161 


STM103213 


92% 


1 AAA/ 

100% 


1 nno/ 

100% 


ECO100161 


SAU801728 


40% 


57.6% 


d?C oo/ 

65.8% 


ECO100161 


SEP202073 


41% 


61.8% 


73.1% 


ECO100161 


SHA100568 


40% 


59.1% 


£.n oo/ 

67.3% 


ECO100161 


SMU101421 


38% 


57.6% 


72.6% 


ECO100161 


SPY201695 


33% 


69.8% 


o^7 OO/ 

87.2% 


ECO100161 


TPA100832 


34% 


89.2% 


88.7% 


ECO100161 


VCH100556 


58% 


100% 


99.8% 


ECO100161 


YPS000135 


75% 


1 A AO/ 

lUUYo 


1 nno/ 
lUUTo 


ECO100167 


ABA1 04028 


40% 


94.6% 


95.9% 


ECO100167 


BPT101104 


38% 


88.9% 


91.7% 


ECO100167 


BCE102413 


35% 


83.9% 


99.6% 


ECO100167 | BFU101941 


36% 


68.2% 


99.7% 
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Identity 
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Homolog Coverage 


ECO 100167 


BMA1 10028 


36% 


A A in/ 

92.7% 


95.5% 


ECO 1001 67 


CDP101162 


26% 


AH 1 0/ 

47.1% 


if A OO/ 

60.8% 


ECO100167 


EBC103102 


90% 


C A 00/ 

64.9% 


AA CO/ 

99.5% 


ECO100167 


ECO100167 


1 AAO/ 

100% 


1 AAO/ 
1U0% 


1 AAO/ 

100% 


ECOl 00167 


TTTVT1 A-l A 

HIN101684 


46% 


AA 00/ 

92.8% 


AC /CO/ 

95.6% j 


T"? /""'/""N 1 AA1 £1 

ECO100167 


VT»\T" A/'O -1 1 

KPN306317 


88% 


AT 00/ 

97.2% 


AA 00/ 

99.8% 


ECO100167 


T TVV T 1 A 4 A A O 

LPN101443 


37% 


t\A AO/ 

94.9% 


AO 1 0/ 

98.1% 


ECO100167 


MCA101007 


33% 


AC 1 O/ 

95.1% 


a^ on/ 

96.2% 


ECO100167 


MAV103401 


- 24% 


A O in/ 

48.3% 


AA OO/ 

90.3% 


ECQ100167 


MBV102319 


25% 


AO OA/ 

93.8% 


97.3% 


ECO 100167 


MTU202880 


25% 


AO 00/ 

93.8% 


AH AA/ 

97.3% 


ECO 1 00 1 67 


T/^ ^\ 4 AA«UA< 

NGO 100301 


33% 


AO 1 tl/ 

92.1% 


95.7% 


ECO100167 


XTX A"T?OA1 «/i 

NME201261 


33% 


AO 00/ 

92.2% 


AC OO/ 

95.8% 


ECO100167 


t%x at aa /i ^" a 

PMU100460 


46% 


96.7%> ! 


AA OO/ 

99.3% 


ECOl 00 1 67 


PRTl 04542 


66% 


A"7 0 0/ 

77.3% ! 


AH OO/ 

97.3% 


ECO 1 00 1 67 


PAE203656 


42% 


A /* Aft/ 

96.2% 


A/- 4 A/ 

96.1% 


ECO 100 167 


PPU105172 


41% 


AO O'O/ 

93.7% 


AA 1 0/ 

94.1% 


ECQ100167 


PSY104380 


42% 


a a no/ 

94.7% 


94.8% 


ECO 1001 67 


1 « AAAA A 

SPA100030 


76% 


41.9% 


97.4% 


ECOl 00167 


STY103845 


92% 


100% 


100% 


ECO 100 167 


VCH 102228 


53% 


/- An/ 

96.9% 


AO AO/ 

98.0% 


ECO 1 00 1 67 


YPS001121 


76% 


98.8% 


A*f CO/ 

96.5% 


ECO 100 169 


At* A lA^AAA 

ABA 104000 


TAG/ 

72% 


AO 10/ 

92.1% 


OO OO/ 

88.8% 


i?r»Ai aai ^ a 

ECO 1001 69 


BAN 100446 


f ah/ 

53% 


(-r /* OO/ 

76.8% 


AC 1A/ 

95.7% 


T?^/"\ -1 a a 1 iT\ 

ECO 100169 


BAN1 10084 


53% 


A ^7 AO/ 

97.9% 


AO TO/ 

98.7% 


ECO100169 


BFR104950 


47% 


97.1% 


84.2% 


ECO100169 


■nTVfl A1 1 AO 

BPT10H08 


59% 


97.9% 


97.2% 


ECO 100 169 


BBU100122 


47% 


92.5% 


85.8% 


ECO100169 


BCE10H66 


55% 


97.9% 


98.0% 


ECO100169 


Y% | »¥ T 4 /\ 4 A»^ A 

BFU101939 


59% 


92.5% 


89.2% 


ECO100169 


TTl"fc f 1 1 A1 ^*A jt 

BMA101604 


56% 


97.1% 


98.8% 


ECO 1 00 1 69 


ATT T1 A1 1 A»^ 

CJU101107 


52% 


98.8% 


89.7% 


T?^t/7n aai ^"a 

ECO 100 169 


/^tTYK TA AAA A O 

CPN200048 


43% 


92.1% 


79.8% 


T3/"t*T\1 AA1 ^ A 

ECQ100169 


/'Vl'n AAA AC 1 

CTR200051 


a en/ 

45% 


OO OO/ 

88.8% 


«f 00/ 

75.8% 


/~i/~\ 1 aai y a 

ECO 1 00 1 69 


CAC101756 


52% 


93.4% 


97.0% 


T7/-^>~\ i a A 1 ^a 

ECO 1 00 1 69 


nnAi A^> 1 

CBO103187 


53% 


93.4% 


97,0% 


ECO100169 


CDF101764 


54% 


97.5% 


99.2% 


ECO 1 00 1 69 


AT\T» 4 A 4 1 A A 

CDPI0H20 


50% 


93.4% 


85.0% 


ECO100169 


EBC103098 


97% 


100% 


100% 


ECO100169 


EFA200418 


51% 


99.2% 


91.2% 


ECO100169 


ECOl 00 1 69 


100% 


100% 


100% 


ECO100169 


TTTVT1 A AO A A 

HINl 00892 


82% 


* AAO/ 

100% 


95.6% 


ECO 100 169 


HPY101531 


47% 


98.8% 


90.9% 


po>Si A A 1 ✓■a 

ECO 100169 


T/"n\T1 A-l O A O 

KPN301398 


98% 


AC AO/ 

95.0% 


100% 


t— i 1 aai ^a 

ECO100169 


LPN 100646 


57% 


99.2% 


94.9% 


ECO100169 


LMO100442 


53% 


99.2% 


96.0% 


T^y~tV>'* AA ■! ^A 

ECO 100 169 


MCA101251 


67% 


92.1% 


81.9% 


T> •« AA1 ^*A 

ECO 100 169 


MAV 106404 


52% 


92.9% 


81.2% 


ECO 100 169 


MBV1 02282 


52% 


92.9% 


78.0% 






coo/ 
52% 


AO An/ 

92.9% 


OA AO/ 

80.9% 


ECO100169 


MTU202852 


52% 


92.9% 


78.0% 


ECO100169 


MGEl 00072 


36% 


92.1% 


78.5% 


ECO100169 


MPN100623 


39% 


92.5% 


76.2% 


ECO100169 


NGO100893 


53% 


99.2% 


100% 
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ECO100169 


NME200306 


52% 


992% 


100% 


ECO100169 


PMU101984 


84% 


100% 


95.2% 


ECO100169 


PRT105507 


90% 


100% 


100% 


ECG100169 


PAE203654 


73% 


99.6% 


97.2% 


ECO100169 


PPU107884 


70% 


93.8% 


922% 


ECO100169 


PSY108183 j 72% 


93.8% 


84.6% 


ECO 1 00 169 


o.r>VAUi iiO 


y 1 /o 


100% 


100% 


ECO 1001 69 


oil il/^o*fO 


07% 


100% 


100% 


ECO100169 


o liVlll/jjOl 


07% 

y l /o 


100% 


100% 


ECO 100 169 


QATI8ni9^£ 


jl/o 


93.4% 


88.2% 


ECO 100169 


oEJrZUi o'ty 


jZ/0 


93.4% 


85.9% 


ECO100169 


QH A 1 1 *X 


DU/o 


70.1% 


81.2% 


ECO100169 


OLvlU lUUOZo 


40% 


99.6% 


92.0% 


ECO100169 


OTN4A7 ftl 7 


AR% 


100% 


93.1% 


ECO100169 


or i jzaj i oyy 


^o% 


100% 


94.5% 


ECO 100169 


TPA 1 no^oo 


4R% 
•to /o 


94.2% 


78.0% 


ECO100169 




JO/0 


91.3% 


63.3% 


ECO 1001 69 


VP14in999£ 


89% 


100% 


100% 


ECO100169 


i r uUU 1 1 Z / 


0^% 


100% 


100% 


ECO 100 170 


Ada ihaizli 


J*t /o 


98.2% 


97.9% 


ECO100170 


"O ATVM 1 A1 1 A 
rJAIVl 1U1 1U 


J / /o 


94.3% 


97.2% 


ECO 100170 


T> AXI1 A^AA7 


4/ /o 


98.9% 


99.0% 


ECO100170 


RET? 1 mco 


**9% 


90.5% 


97.9% | 


ECO100170 


RPT1 A1 ino 
Drl 1U1 iv/V 


40% 
°ty /o 


98.2% 


97.9% 


ECO100170 


X3JDU lwi^l 


JJ /o 


87.6% 


92.8% 


ECO100170 




HO /0 


98.2% 


96.9% 


ECO 100 170 


Dr U 1UUZ5U 


4Q% 


98.2% 


96.9% 


ECO 100 170 


"DAyf A 107490 


4Q% 
*\y /o 


98.2% 


96.9% 


ECO100170 


pTfTim 106 
t^JU 1U1 lUO 


^5% 


98.2% 


99.4% 


ECO 100 170 


vJrJNZUUUH / 


Jj/O 


92.6% 


99.6% 


ECO 100170 


r^vQ 9000^0 


^% 
J-> /o 


86.9% 


91.8% 


ECO 1001 70 


p Apini B1 9 

WVA^lUlolZ 


A4% 


98.9% 


99.3% 


ECO 100170 


ponini ^oi 


49% 
*tZ /o 


98.6% 


99.0% 


ECO100170 


ptyfioi 7/^? 
y^Dr iui /Dz 


4^% 


99.3% 


100% 


ECO100170 


PTYPIOI 1 1 ^ 

V-vUX 1U1 113 


4^% 


92.9% 


99.6% 


ECO100170 


nooivjouyo 


:0 /o 


100% 


100% 


ECO 1001 70 


j?T7 a 900491 

JCr /YZi/U*tZ 1 


*f 1 /o 


99.3% 


99.7% 


ECO100170 


T5pninni70 

CV>W1UU1 /U 


inn% 


100% 


100% 


ECO 100 170 


1TTVT1 AAOOa 
JtlliN lUUoiO 


71 % 
/l/o 


98.9% 


98.6% 


ECO100170 


TTpV1 01 5"*9 


JO/o 


99.3% 


100% 


ECO100170 






100% 


100% 


ECO 1001 70 


T P7J1 0071 £ 
.LrlNlUU/ 10 




98.2% 


98.6% 


ECO100170 


LMO102014 


45% 


99.6% 


100% 


ECO100170 


MCA101252 


52% 


98.2% 


97.6% 


ECO100170 


MAV106405 


40% 


92.9% 


99.6% 


ECO100170 


MBV102285 


39% 


92.9% 


99.6% 


ECO100170 


MLP100972 


37% 


92.9% 


99.6% 


ECO100170 


MTU202851 


39% 


92.9% 


99.6% 


ECO100170 


MGE100443 


39% 


97.2% 


98.0% 


ECO100170 


MPN1 00211 


40% 


97.2% 


98.0% 


ECO100170 


NGO100890 


50% 


99.3% 


99.6% 


ECO100170 


NME200305 


50% 


99.3% 


99.6% 


ECO100170 


PMU1019.85 


74% 


99.3% 


99.6% 


ECO100170 


PRT104501 


74% 


99.3% 


100% 
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ECO 100 170 


PAE203653 


57% 


AO AO/ 


A^f ^a/ 

97.6% 


T?/"V~\1 AA1 7A 

ECO 100 170 


T>TYT T 1 ATO 

FPU 107887 


£ OO/ 

58% 


AO AO/ 

98.2% 


AT £fi/ 

97.6% 


"C/"V\1 AA1 in 

ECO 100 170 


TJOVI A A O T1 

PSY104373 


58% 


AO Aft/ 

98.2% 


AT £OS 

97.6% 


T?/"^/~\ 1 AA1 TA 

ECO 1 00 170 


OT> A 1 A1 1 AO 
OPA101193 


ACO/ 

96% 


1 AA0/ 
100% 


1 A AO/ 

100% 


TJpA 1 A A 1 TA 

ECO 100 170 


STY 103 870 


A^O/ 

96% 


1 A AO/ 
100% 


1 A AO/ 

100% 


1 AA 1 T A 

ECO 100 170 


OT*X K 1 AO f O 

STM103563 


AZTO/ 

96% 


1 A AO/ 

100% 


1 AAA/ 

100% 


T7/^l/^V 1 AA1 TA 

ECO 100 170 


CAT TO A 1 O .TA 

SAU801257 


43% 


A A OO/ 

99.3% 


1 AAA/ 

100% 


t?/^/^ 1 A A 1 T A 

ECO 100 170 


SEP201550 


a 0 ft/ 

43% 


AO OO/ 

98.2% 


99.3% 


nri/Ni AA1 TA 

ECO 100 170 


OTT a 1 A AH >l 
OHA100714 


43% 


AO OO/ 

98.2% 


AA OO/ 

99.3% 


"C/~i/"\ 1 AA1 TA 

ECO100170 


OX JTT T1 AAZTAT 

bMU 100627 


100/ 
38% 


AO OO/ 

98.2% 


AT TO/ 

97.7% 


C/WM AA1 TA 

ECO 100 170 


CDXT/1AOA1 iC 

oPN40201o 


O AO/ 

39% 


AO OO/ 

98.2% 


AT TO/ 

97.7% 


T7/~i/~\ 1 AA 1 TA 

ECO100170 


OTVLTTAI /CAA 

oPYzOloOO 


o 00/ 
38% 


AO OO/ 

98.2% 


AT TO/ 

97.7% 


"C/^rS 1 A A 1 TA 

ECO 100 170 


TD A 1 AACAO 

1PA1 00598 


O AO/ 

30% 


AA OO/ 

90.8% 


AC f\ft/ 

95.9% 


T?/'* , /"M AA1 TA 

ECO 100 170 


TTT TT> 1 AACOA 
UUK100520 


oao/ 
39% 


A*7 AO/ 

97.9% 


AA AO/ 

99.0% 


ECO100170 


VCH 102225 


70% 


AO OO/ 

98.2% 


AO AO/ 

98.9% 


TJAA1 AA1 HA 

ECO100170 


VnoAAl 1 OO 

YPS001128 


77% 


1 A AO/ 

100% 


100% 


T?pA1 AA1 71 

ECO100171 


AO A lAHIO 

ABA101328 


60% 


AA AO/ 

99.2% 


1 AAn/ 

100% 


ECO100171 


TO * XT 1 A") /II 1 

BAN 107431 


43% 


AT to/ 

97.5% 


98.3% 


UpAi AA1 T1 

ECO 100 171 

"COrS 1 A A I T 1 

ECU10UI /l 


T"> A XT 1 AO AAA 

BAN 103009 


A OO/ 

48% 


A*7 CO/ 

97.5% 


AO OO/ 

98.3% 


T3T7T> 1 f\A 1 £A 

BrKlU41o9 


coo/ 
53% 


AA AO/ 
90.0% 


AO CO/ 

98.6% 


Tp/^/^i 1 AA1 T1 

ECO100171 


nryri A1 1 1 A 

bptiohio 


ceo/ 

55% 


AC AO/ 

95.9% 


AT 1 ft/ 

97.1% 


npAi AA1 T1 

ECO100171 


n/rni aaaa/- 

BCE109906 


coo/ 

58% 


AC AO/ 

95.9% 


AT Ctl/ 

97.5% 


'D/'V^Vl AA1 T1 

ECO100171 


T">T7T T1 AAOTA 

BrU 100279 


57% 


f\C AO/ 

95,9% 


AT tO/ 

97.5% 


CO/A 1 A A 111 

ECO100171 


BMA 109323 


57% 


AC AO/ 

95.9% 


97.5% 


ECO100171 


ATT T1 A1 1 AA 

CJU101199 


vl AO/ 

49% 


AA AO/ 

92.9% 


94.1% 


T3AA1 AA1 11 

ECO100171 


CPN200046 


0 on/ 

38% 


A/f OO/ 

96.3% 


94.0% 


ECOlOOl/l 


A' l TI A AAA A A 

CTR200049 


38% 


88.4% 


88.2% 


f>/"»/"X 1 AA1 *7 1 

ECO100171 


CAC103602 


49% 


96.7% 


97.9% 


ECO 100171 


f\T*i/~\ 1 AO AAA 

CBO103420 


47% 


97.5% 


97.9% 


ECO100171 


CDF101760 


47% 


97.1% 


98.7% 


ECO100171 


/"^TNTi 1 A 1 1 1 A 

CDP101H4 


44% 


97.9% 


96.7% 


■E?/"V7* 1 A A 111 

ECO100171 


T7f-» /~y -1 AO AA /I 

EBC103094 


97% 


100% 


100% 


T?/~*f\ 1 AA1 T1 " 

ECO 100 171 


1 ' T? A A A A A A A 

EFA200424 


/* 00/ 
48% 


97.1% 


97.9% 


T"?/""1/"V1 AA1 T1 

ECO100171 


T7AA1 AA 1 f 1 

ECO100171 


100% 


100% 


100% 


T~> j^T/tv -I AA1 T1 

ECO100171 


T TTX T 1 AT A A A 

HIN101042 


77% 


97.5% 


99.2% 


ECO 1001 71 


TTT*Tf 1 AA^J^"A 

HPYl 00764 


51% 


93.8% 


94.6% 


T?/~^f~\ 1 AA1 T1 

ECO100171 


T/T>\T1A1 j* A A 

KPN301400 


98% 


100% 


100% 


T'O/TVI AA1 T1 

ECO100171 


T n\i 1A1 r r\f 

LPN101596 


61% 


95.9% 


93.9% 


TJ 1 AA 1T1 

ECO100171 


T * Jf/~\ 1 AA AO A 

LMO 102234 


47% 


96.7% 


97.1% 


T?nA1 AA 1 T1 

ECQ100171 


A A 1 AATIO 

MCA 100778 


/"AO/ 

60% 


98.3% 


98.8% 


"CO/TV 1 AA1 T1 

ECO 100171 


X A A 1 7 1 ACO AA 

MAV 106392 


46% 


A^ OO/ 

96.3% 


on AO/ 

87.2% 


Tj/^i/T\ 1 AA1 T1 

ECO100171 


A>TD\71 AOTAA 

MB V 102299 


A CO/ 

45% 


A/C 00/ 

96.3% 


OO CO/ 

88.5% 


ECO 100171 


X if T Tl 1 AAATA 

MLP 100970 


>l /TO/ 

46% 


A/ Oft/ 

96.3% 


82.8% 


ECO100171 


MTU202845 


45% 


96.3% 


88.5% 


t?f~vT\1 AA1 T1 

ECOlOOl/l 


X f/**T* 1 A A AAA 

MGE100444 


35% 


90.9% 


90.5% 


T?OA1 AA1 T1 

ECO100171 


X ATVX T 1 AAA 1 A 

MPN100210 


34% 


95.0% 


97.9% 


T7AA1 A A 1 n 

ECO100171 


NGOIOO888 


53% 


95.9% 


96.7% 


rnAi aai ni 

ECOlOOlvl 


NME200304 


53% 


95.9% 


96.7% 


ECQ100171 


TiH ATT T 1 A 1 A O £ 

PMU101986 


79% 


98.3% 


97.9% 




i Jxl lt/*rOO / 


/o 


00 AO/ 

yy.0/0 


00 no/ 
yy.2.70 


ECO100171 


PAE203652 


69% 


97.9% 


96.3% 


ECO100171 


PPU102433 


69% 


97.9% 


95.5% 


ECO100171 


PSY104372 


69% 


96.7% 


94.3% 


ECO100171 


SPA101722 


94% 
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28% 


52.4% 


62.2% 


FPPjI 01 1 R1 

JJA-A^/lUl 1 OD 


PTTPOAAAII 
L>1KZOOOJ3 


29% 


53.8% 


65.2% 


EPO101 1R3 

1 U 1 1 OO 


PAP1 OAQOO 


OAO/ 

29% 


81.6% 


81.3% 


FPO101 1R1 

1 U 1 1 0 J> 


P'HTTI OAOO'? 

uuriuu/y / 


23% 


46.9% j 


30.1% 


FPO101 1 R1 

J-vV^V/lUl lOJ 


\sUr 100//0 


OOft/ 

28% 


99.8% 


92.1% 


FPO101 1 R1 
J-»V/V^1U1 100 


x!Jcj*U10134z 


94% 


100% 


100% 


FPO101 1 R1 
JCA^v/ 1 U 1 1 oD 


ppAl A1 1 Ol 
HUL/101 lo3 


1 AAO/ 

100% 


100% 


100% 


FPO101 1 R1 


Mr i 100Z35 


27% 


96.4% 


90.4% 


FPO101 1 R1 

l_<v^V/ 1U1 10«> 


VPXT 1 A 1 A H S 


92% 


100% 


100% 


FPO101 181 

UvUlul lOJ 


JLriN 1004 J 4 


>l to/ 

41% 


98.6% 


88.7% 


FPO101 1 R1 


LML/lOzJjy 


0 /in/ 

34% 


85.4% 


81.8% 


FPPiIOI 1 R1 

X-A-'V/lUl 1 OJ) 


MCA 1000^4 


/tin/ 

41% 


99.3% 


98.2% 


ECO101183 


MB VI 02365 


32% 


100% 


01 9% 

/i»«/0 


ECO101183 


MLP101439 


31% 


100% 


91.4% 


ECO101183 


MTU200507 


32% 


100% 


91.2% 


ECO101183 


NGO101400 


44% 


96.2% 


96.1% 


ECO.101183 


NME200701 


44% 


96.2% 


96.1% 
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v^uery locus uj 


Homolog LocusID 


Identity 


V^Uwijr vuVvlAgC 


TJ/MTinlnfT (^r\\if*m erf* 
AAUlUUlUg V^UVCIagC 


bCOlOl 153 


PMU 100684 


CA0/ 


yy»o /o 


08 fio/ 

yo.0/0 


cpAi ai 1 oi 
ECO101183 


'DT> r P1 A1 *iCC 

PRT101365 


/4to 1 


00 R% 
yy.o /o 


00 ^0/ 
yy.3 /o 


ECO101183 


PAE204663 


f Aft/ 

50% 


1 AAOZ 
1UU/0 


QO ffiA 

y 5.0/0 


ECO10H83 


PPU 109698 


CIO/ 

51% 


77.0 /0 


07 AO/ 

y /.o/o 


ECO101183 


novi ao /lot 

PS Y 102425 


CA0/ 

50% 


QO/ 

o2*y /o 


QA 00/ 
yo.o /o 


ECO101183 


CD A 1 AAA1 1 

oPAlOOOll 


74% 


OD.O/0 


1UU/0 


tj/irvi ai i oi 
bCO1011o3 


CTV1 AI AA/J 

ol Y 101664 


O/i0/ 

y4yo 


iUU /o 


IUU/0 i 


ECO 101 153 


QATTQA1A # 71 ! 

oAUoOlO/2 


110/ 

33yo 


lUU/O 


yj.o /o 


ECO101183 


OI7D1A1 A /I A 

bbr201646 


110/ 

32% 


1UU/0 


0^ RO/ 
yj.o /o 


ECO101183 


CXJ A 1 AA1 0 1 

MiAlOUiol 


110/ 

33% 


luu/o 


Q^ R°/ 
yj.o /o 


ECO 101 183 


-\ rOTLT 1 A1 1 /n 

VCH102147 


£A0/ 

60% 


1UU/0 


00 0.0/ 

yy.3 /o i 


ECO101183 


YPS003254 


79% 


1 AAO/ ^ 

1UU% 


QO ^0/ 

yy.D /o 


ECO10H84 


A T> A 1 AC C7A 

ABA105579 


61% 


OO *70/ 

yy» /yo 


QO 70/ 
yy .z /o 


ECO101184 


n * XT1 t 1 f\£0 

BAN1 13068 


47% 


O/l 00/ 

94.2% 


OO /fO/ 

yy .4 /o 


T">/-s/-\ 1 A 1 1 O/l 

ECO101184 


t-> AXT1AAA1A 

BAN 100929 


C 1 0/ 

51% 


AiT *70/ 

yo. / yo 


OO AO/. 

ys.o/o 


bCO101184 


DTKlllM 


4/% 


07 ^o/ 
y /.Z/o 


07 10/ 

y / .j /o 


~cr*r\ 1 ai i qa 
bCOlOl 184 


T>T>T , 1 A1 *7CA 

r>rl 101 /50 




AO QO/ 

y5.iV /O 


OR Q% 

ys.y /o 


DPAI A1 1 QA 


tJT3T T1 AA1 AC 

ddu luuiyj 


4y /o 


OR 1% 
yo.l /o 


00 ao/v 
yy.t /o 


CPA 1 A1 1 QA 

bCO101154 


r>UxllvJ5 / jl 


01 /o 


1 AAO/ 
lUU/O 


1 AAO/ 
1UU/0 


cpr\1 A1 1 QA 

bCOlOl 164 


TJT7T T1 A71K 

Br U 10/325 


£1 0/ 

olyo 


1 fifiO/. 


lUU/o 


A1 1 QA 
bUUlUi 154 


TilV/f A 1 AK/1A 


OU/o 


1 AAOZ 

1UU /o 


1 AAO/ 

lUU/o 


C/^VM All QA 

bCOlOl 184 


OTTT1 A1 C:t 0 

CJU101518 


<10/ 

53% 


OO ^0/ 

95.0% 


QO 70/ 

yy.z /o 


rjnrv i A1 1 OH 

ECO 101 184 


pTJXTn AA/C/I O 

CrN 200648 


cio/ 
52% 


a a 10/ 
94.2% 


OC QO/ 


TJfTM A1 1 0/1 

bCvJlU1154 


L/1KZIAJZ5/ 


j4/o 


QA zlOZ 
?4.4 /o 


O c ^0/ 

yj.j /o 


DAA1 AI 1 QA 

bCOlOl 184 


O A AI A1C. 

UAdl/lOZj 


<A0/ 

j0% 


QA QO/ 

yo.y /o 


07 00/ 

y /.o/o 


TJfVM A1 1 QA 

ECO101 184 


O13O10U481 


CA0/ 
5U% 


9/. 5/0 


QQ QO/ 

y5.y/o 


r:/TM AI 1 O/l 
bOL/lUl 154 


f TYC 1 AI 1A7 
L/L/f 1U134/ 


^1 oz 
jl /o 


07 QO/ 
y /.o/o 


1 AAO/ 
ll/U/0 


"D/TM A1 1 0/1 


rTVDI AAA71 


43 /o 


07 fto/ 

y /.o /o 


00 A% 

yy .4 /o 


T?/~*r\ i a 1 1 0/1 
ECU 101 154 


DDP 1 AAQ1 A 


O<o/ 
9j/o 


/CO QO/ 

oo.y /o 


1UU/0 


bLAJll/1 154 


T3T7A7A1 A** 
brAZUlODD 


c 1 0/ 

D 1 /o 


OA 10/ 

yo. i /o 


07 ^0/ 

y / .j /o 


T?pr\1 A1 1 QA 

bCO101184 


T7T?X/f1AA1*7< 

brM2003 /5 


<A0/ 

50/0 


OA QO/. 

yo.y /o 


QQ 10/ 

y5.3/o 


ECO101184 


T2/~yr\ 1 A1 1 O/l 

ECO101 184 


1 AA0/ 
100% 


1 AAO/ 
100% 


1 AAO/ 

100% 


ECO101184 


TTTXT1 A1 CO A 

H1N101530 


73% 


AA 'TO/ 

99.7% 


A A /10/ 

99.4% 


ECQ101184 


T TT\\7 -t AAATC 

HPY1 00075 


C10/ 

53% 


r\£ 1 0/ 

96.1% 


AO 10/ 

98.3% 


T" , 0/"\ 1 A1 1 Oil 

ECO 101 184 


T/"n\iiAi aho 

KPN 30347 8 


A10/ 

92% 


1 AAO/ 
100% 


1 AAO/ 

lOUyo 


ECO101184 


r n\T1 A1 CT1 

LrN1015/2 


/C1 0/ 

61yo 


1 AAO/ 
100% 


1 AAO/ 

100% 


r?/^/^\i A1 1 QA 
ECO101184 


T A1 /11Q 

LMO 101439 


«A0/ 


Q7 CO/ 

y /.->/o 


QQ AO/ 

y5.o/o 


CPAIfll 1 Q/1 

ECO101 184 


a 1 aai on 


A1 o/ 
01 /o 


QO 70/. 

yy. / /o 


1 AAO/ 

lUU/o 


TJ/^fM A1 1 0/1 
HCU1U1154 


iVLA Y IUOjU / 


40/0 


OA 70/ 

yo. / /o 


OR 0°/. 

yo.u /o 


bUVJIUl 154 


Mo V IUjjUO 


4D /o 


OA 00/ 

y4.z /o 


Q^ ^0/ 

yD.j /o 


ECU101184 


TV/TT T) 1 AATAA 

MLr 100/00 


/lio/ 
43 /o 


Q/1 70/ 

y4.z /o 


qc /:o/ 


ECO 101 184 


X/fTPT T1A1 OQO 

Ml U201282 


/1C0/ 

45yo 


Q/1 10/ 

y4.2yo 


Q< ^0/ 

yD.Dyo 


T?/-i/~\ -1 A1 1 O/l 

bCO101184 


> Ar^Tj i AAO/C1 

MLjEI 00263 


/110/ 

42% 


QO 10/ 

sy.zyo 


QO 10/ 

oy. / /o 


ECO 101 184 


X /TD\T 1 A A/I *7 C 

MrISI1004/j 


A 1 0/ 

41yo 


QO 10/ 

sy.zyo 


QQ *70/ 

sy. / /0 


T?PA 1 A1 1 O/l 

ECO101184 


AAC/1 A 

NUO10054U 


<10/ 

OZyo 


OO AOA 

yy.4yo 


1 AAO/ 
lUU/o 


tr/^T^vi ai 1 0/i 
ECUIUI 184 


XTK/TD1A1 HQA 

JNlVLb/Ul /y4 


^10/ 

03/0 


QQ AOA 

y y .4 /o 


1 AHOZ 
lUU/o 


J7Cr\1 A1 1 0/1 
bvA-JlUl 154 


JtIYLUIUUDDj 


/4/0 


00 7©A 

yy. / /o 


00 7% 

yy. / /o 


A1 1 0/1 

bCCJlUl 184 


PPT1 A1A<^ 


£00/ 


1 AAO/ 


1 AAOZ 


TJPAl A1 1 0/1 

b^UlUl 154 


r/\_CZU400Z 


03 /o 


QO A% 

yy .4 /0 


1UU/0 


FP01H1 1 RA 


PPT Jl 09700 


66% 


99 4% 


100% 


ECO101184 


PSY102423 


66% 


99.4% 


100% 


ECO101184 


SPA100352 


87% 


100% 


100% 


ECO101184 


STY101661 


1 96% 


100% 


100% 


ECO101184 


SAU802118 


! 50% 


98.1% 


98.9% 
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Query Locus ID 


Homolog Locus ID 


Identity 


Query Coverage 


Homolog Coverage 


"Rf"YM At 1 QA 


CcnoiM AAA 

&EP201909 


j\)/o 


AO 1 O/ 

98.1% 


98.9% 


HdJlUl 154 


oHA 100601 


CAO/ 

50% 


AO 1 O/ 

98.1% 


98.9% 


TJpni A1 1 QA 

£CUlUllo4 


Oil iTT T1 AfYO 1 O 

oMU100318 


A AO/ 

49% 


AO CO/ 

98.6% 


99.7% 


"C/^V^I A1 1 Qvl 


CDXT/I AAAO A 

oPN400924 


vl AO/ 

49% 


AO CO/ 

98.6% 


99.7% 


J&lAslUl 154 


or YzOOooo 


/I CO/ 

45% 


AO OO/ 

98.3% 


AA An/ 

99.4% 


T3f"YM A1 1 Q/l 

cl^UIUIlo4 


Til A 1 AAACA 

1PA100050 


/I AO/ 

49% 


A>l AO/ 

94.4% 


97.4% 


.cL.U1U11o4 


T TT 7T> 1 A AAAO 

UUK1U0003 


43% 


AC OO/ 

95.8% 


97.8% 


E-LAJ1U1 154 


T/r^TTl AO 1 /l£ 

VWa 102140 


000/ 

72% 


AA OO/ 

99.7% 


AA OO/ 

99.7% 


T3/T\1 A1 1 Q/l 

JtiC\JlUllo4 


YP6003258 


OCA/ 

85% 


1 AAO/ 

100% 


100% 


13 O/^k 1 A 1 1 0 C 


An A 1 A>1 ACC\ 

ABA 104460 


vl ^A/ 

46% 


91.0% 


92.3% 


buUlUlloj 


"D A TVT1 AC AOO 

BAN1 05078 


OOA/ 

28% 


87.0% 


87.9% 




T\ A \l i AO COO 

BAN103528 


30% 


95.3% 


95.8% 


bCUlUl Ioj 


T>T7T> 1 AO 111 

Br Kl 021 13 


O AA/ 

29% 


97.1% 


97.5% 


A1 1 QC 

j}L,U1011oj 


T>TJT*1 A1 OCO 

BPT101752 


42% 


91.7% 


94.4% 


CPAIHI 1 QC 
Hv^V_/iUll5j 


A/^lT7 1 If 1 1 Q 

BCbl I5II5 


a cay 

45% 


AA OO/ 

94.2% 


95.7% 


cpAi ai i or 
Jtiv-AJlUI 15j 


"DTTT T1 AOOOO 

Br U 107327 


A CO/ 

45% 


A/1 OO/ 

94.2% 


93.7% 


A1 1 OC 

bv^UiUl I5j 


BMA10 7o49 


44% 


AC OA/ 

95.7% 


95.4% 


tJfAl AI 1 Of 

llv^UlUl 150 


/~iTT ti AA/COO 

tJU100o/2 


OOA/ 

28% 


OA CO/ 

89.5% 


87.5% 


ur^rM ai 1 oc 

JCA^UIUI 15j 


AAPI AA/1 AA 

CAC 100499 


lift/ 

31% 


90.3% 


89.5% 


VnCiA A1 1 QC 
15j 


pT)A1 AA1 1/C 

OBU10013O 


0 AO/ 

30% 


A1 on/ 

91.7% 


88.7% 


T7rvn ai i qc 


/~iT\T?-i AAOCA 

CDr 1 00 / jU 


*5 CO/ 

35% 


AO OO/ 

92.8% 


92.9% 


T?fY"M AI 1 OC 

ea^UIUI I5j 


/^»T»T31 AAA'? /I 


OAA/ 

29% 


94.2% 


93.8% 


T7/"VS1 AI 1 QC 
HvAJiUl 150 


rnpi AAA1 A 

bBO 100919 


CAO/ 

69% 


99.3% 


100% 


ThPT^I AI 1 QC 
IlLAylUl 15j 


"DT7 A OA1 /CCO 

brAzOlOj/ 


"> A O/ 

34% 


86.6% 


87.0% 


Dpni ni 1 qc 


brMZ01o04 


O iCO/ 

36% 


AA OO/ 

90.3% 


86.2% 


rpAi ai -I or 
E-vAJlUl 15j 


A1 1 oc 

cCUlulloj 


1 AAO/ 

100% 


100% 


100% 


ULAylUl Ioj 


TJTXTl AI COQ 

rliNIUI j2o 


coo/ 
j/% 


AO CO/ 

98.6% 


98.6% 


T?ff~\1 A1 1 oc 
HOVJ1UI Ioj 


HP Y 100377 


1 AO/ 

30% 


90.6% 


89.1% 


T*r % r\*\ ai 1 qc 
J&v^U 1 U 1 1 o j 


VDXTO. A AO O £. 

KPN3002ZO 


OAO/ 

89% 


23.8% 


100% 


uc^f^i ai i qc 
bLAJlUlloj 


VTIXTO AA C A A 

KPN 3 00540 


71% 


51.3% 


80.7% 


"C 1 A1 1 OC 

JbCUlUlloj 


KPN303481 


75% 


98.9% 


97.2% 


TJ/'^/'M A 1 1 OC 

bCOlUlloj 


T T»XT1 A1 CAO 

LPN101502 


43% 


96.8% 


94.1% 


A1 1 OC 

bCO101185 


LMO101395 


32% 


81.9% 


81.3% 


TJAA1 AI 1 OC 

bCO101l85 


MCA1 00943 


41% 


97.1% 


93.2% 


TJp/\i A1 i OC 

bCO101185 


MAV 106509 


31% 


96.8% 


90.1% 


T70/^1 AI 1 OC 

bCO101185 


MBV105507 


32% 


79.8% 


68.6% 


A1 1 OC 

bCO101185 


MLP 1007Q1 


34% 


82.7% 


80.9% 


DpA 1 AI 1 OC 

bCOlUl Ioj 


X /TTT TO rtllOl 

MTU201283 


32% 


79.8% 


68.6% 


rjpAi A1 1 OC 

xiL/UIvJI Ioj 


TvT/^ /~\ 1 A 1 AO A 

NGO101039 


43% 


94.6% 


91.0% 


rpn 1 AI 1 QC 

bv_/UlUl 1oj 


WJVI±l200343 


43% 


94.6% 


96.0% 


r?/->/-\ i A1 1 QC 
ri^UlUl Ioj 


T>X jTT T1 AAf f /T 

PMU 100556 


r 1 n/ 

51% 


98.6% 


99.0% 


TJfVM A1 1 QC 

J2VAJIU1 loj 


A'D r P1 AC/IAA 

PK1 105490 


ccn/ 

65% 


99.3% 


97.5% 


X?0/^1 Ai 1 OC 

bLU 101185 


PAE204661 


53% 


95.3% 


95.7% 


r;/~i/^\ i a 1 1 oc 

bCU101185 


TVT»T T 1 Aft^AA 

PPU 109702 


49% 


94.9% 


95.3% 


~C(~*r\ i ai 1 oc 
CL.U1U1 Ioj 


TnC*"VT1 AO>10 1 

PSY 102421 


48% 


94.6% 


94.9% 


T7Y r "Y"l 1 AI 1 OC 

bvAJlOl Ioj 


CO A 1 ArtOf 1 

SPA 100351 


74% 


59.9% 


100% 


T2r**r\ 1 ai i oc 
bLAylUI loj 


CTV1 A1 /TfO 

STY 101658 


76% 


99.3% 


99.3% 


170/^1 Ai 1 QC 

IlvA-JlUl Ioj 


CAT TO AO in 

bAU 802117 


000/ 

32% 


97.5% 


97.8% 


CPA1 A1 1 QC I 

xiUv^lUl Ioj 


OTJTiOAl AAO 

ShP201908 


O 1 o/ 

31% 


94.6% 


94.2% 


ECO101185 


SHA100602 


27% 

Ar / /0 


y /.j /o 


AO 00/ 

y /.5 /o 


"100101185 


SMU100315 


33% 


90.3% 


89.9% 


ECO10U85 


SPN400925 


36% 


76.9% 


76.0% 


ECO101185 


SPY200869 


33% 


89.2% 


88.2% 


ECO101185 


TPA100051 


28% 


93.9% 


86.5% 
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Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO101185 


VCH102145 


53% 


97.1% 


95.1% 


ECO101185 


YPS003269 


62% 


99.3% 


99.3% 


ECO101186 


BCE103057 


28% 


93.8% 


29.6% 


ECO101186 


BMA105726 


26% 


74.6% 


18.9% 


ECO101186 


EBC100918 


63% 


95.4% 


99.2% 


ECO101186 


ECO101186 


100% 


100% 


100% 


ECO101186 


HIN10i225 


27% 


85.4% 


87.4% 


ECO101186 


KPN303484 


58% 


100% 


100% 


ECO101186 


NGO101989 


28% 


89.2% 


90.3% 


ECO101186 


NME200882 


29% 


89.2% 


90.3% 


ECO101186 


PMU100842 


25% 


91.5% 


96.7% 


ECO101186 


PAE1 10961 


31% 


91.5% 


94.1% 


ECO101186 


SPA103126 


72% 


98.5% 


99.2% 


ECO 101 186 


STY101655 


73% 


98.5% 


99.2% 


ECO101186 


VCH102144 


38% 


96.9% 


97.6% 


ECO101186 


YPS003272 


50% 


92.3% 


89.5% 


ECO101188 


ABA105640 


66% 


98.6% 


97.5% 


ECO101188 


BAN100484 


28% 


68.0% 


52.1% 


ECO101188 


BAN 110262 


28% 


72.5% 


54.5% 


ECO101188 


BFR11555 


46% 


90.1% 


95.1% 


ECO101188 


BPT101704 


45% 


94.4% 


96.5% 


ECO101188 


BCE1 13835 


43% 


93.7% 


95.1% 


ECO101188 


BFU102357 


43% 


95.1% 


96.5% 


ECO101188 


BMA104317 


42% 


95.1% 


96.5% 


ECO101188 


CJU100352 


45% 


90.1% 


97.4% 


ECO101188 


CPN200024 


42% 


91.2% 


95.6% 


ECO101188 


CTR200025 


41% 


92.6% 


96.3% 


ECO101188 


CAC100242 


30% 


74.3% 


59.3% 


ECO101188 


CBO 100238 


23% 


94.7% 


94.4% 


ECO101188 


CDF1 02295 


28% 


74.6% 


59.6% 


ECO101188 


EBC100731 


. 93% 


99.6% 


100% 


ECO101188 


EFA201864 


28% 


77.1% 


60.1% 


ECO101188 


EFM101476 


27% 


77.1% 


62.5% 


ECO101188 


ECO101188 


100% 


100% 


100% 


ECO101188 


HIN101526 


81% 


99.6% 


99.6% 


ECO101188 


HPY100003 


42% 


89.4% 


95.7% 


ECO101188 


KPN303462 


95% 


100% 


100% 


ECO101188 


LPN101508 


44% 


66.9% 


91.7% 


ECO101188 


LMO100466 


27% 


91.2% 


66.8% 


ECO101188 


MCA101098 


64% 


98.6% 


96.9% 


ECO101188 


NGO101001 


71% 


95.1% 


96.4% 


ECO 101 188 


NME201359 


71% 


95.1% 


96.4% 


ECO101188 


PMU100558 


80% 


99.6% 


99.6% 


ECO101188 


PRT101058 


89% 


100% 


100% 


ECO101188 


PAE203634 


68% 


99.6% 


100% 


ECO101188 


PPU107961 


73% 


95.1% 


96.4% 


ECO101188 


PSY104331 


66% 


99.6% 


100% 


ECO 101 188 


SPA103128 


93% 


99.3% 


100% 


ECO101188 


STY101650 


93% 


99.3% 


99.3% 


ECO101188 


h AT TOA1 Tin 

SAU801737 


26% 


74.3% 
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ECO 101 782 


> Mrrrr ta aaa /^a 

MTU200069 


50% 


99.1% 


98.0% 


ECO101782 


PMU100036 


68% 


99.8% 


99.8% 


ECO101782 


T^'OT^I A /"AHA 

PRT1 06079 


80% 


100% 


100% 








QO 1 OA 

yy. 1 /o 


QO QO/ 1 

yo.y/o 


ECO 101782 


PPU104035 


53% 


99.1% 


98.9% 


ECO101782 


SPA101021 


87% 


100% 


100% 


ECO101782 


STY101754 


94% 


100% 


100% 


ECO101782 


STM101885 


94% 


100% 


100% 
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ECO 101782 


VCH10128! 


75% 


99.8% 


100% 


ECO 10 1782 


YPS001275 


84% 


99.8% 


99.8% 


ECO101785 


BPT101965 


29% 


31.6% 


81.1% 


ECO101785 


BCE100539 


29% 


40.2% 


79.5% 


ECO101785 


BFU102714 


31% 


41.8% 


71.0% 


ECO101785 


BMA103652 


30% 


40.2% 


79.6% 


ECO101785 


CAC100528 


27% 


43.7% 


86.6% 


ECO101785 


CDF101085 


32% 


97.8% 


100% 


ECO 1 01 785 


CDFl 02264 


28% 


99.1% 


100% 


ECO101785 


EBC 100373 


97% 


21.4% 


98.6% 


ECO101785 


EFA200641 


43% 


98.5% 


97.3% 


ECO101785 


EFM201694 


23% 


34.1% 


80.1% 


ECO 101 785 


EFM202558 


42% 


98.5% 


97.3% 


ECO101785 


ECO101785 


100% 


100% 


100% 


ECO101785 


KPN304856 


94% 


100% 


100% 


EC01 01785 


LMO102369 


42% 


98.5% 


97.2% 


ECO101785 


NGO101815 


28% 


40.6% 


91.0% 


ECO101785 


NME200364 


30% 


40.6% 


91.0% 


ECO 101 785 


PMU100834 


64% 


99.1% 


9R.R% 


TJ/T\1 A1 HOC 

iiCU1017o5 


SPA100142 


93% 


97.8% 


100% 


T3fir\ 1 A1 HOC 


STY101758 


95% 


100% 


100% 


Tj/^/M A1 ^70 C 

bCU1017o5 


firm f 4 ai 

STM101897 


95% 


100% 


100% 




OA JTT T 1 A 1 AO/' 

SMU101286 


39% 


99.1% 


98.8% 


ECO101785 


SPN400261 


39% 


99.1% 


97.9% 


ECO101785 


SPY201337 


39% 


99.1% 


98.8% 


ECO101785 


YPS000675 


81% 


100% 


100% 


ECO101796 


BFR104413 


55% 


90.9% 


95.9% 


ECO101796 


BPT102042 


44% 


89.7% 


95.0% 


ECO 101796 


BCE1 12542 


59% 


90.5% 


97.8% 


ECO101796 


BFU104304 


59% 


90.9% 


94.3% 


ECO101796 


BMA105070 


57% j 


90.5% 


97.4% 


ECO101796 


CAC101675 


32% 


82.6% 


84.0% 


TJAA1 A 1 * fin.*" 

ECO101796 


CBO102946 


31% 


81.0% 


83.9% 


ECO101796 


CDF100814 


32% 


82.8% 


32.4% 


ECO101796 


CDP100150 


29% 


90.3% 


96.8% 


ECO101796 


EBC101616 


86% 


35.8% 


100% 


ECO101796 


EFA202385 


32% 


84.2% 


87.2% 


ECO101796 


ECO101796 


100% 


100% 


100% 


ECO101796 


KPN301541 


79% 


92.1% 


99.8% 


ECO 101796 


MBV105656 


28% 


81.6% 


77.6% 


ECO101796 


MTU202299 


28% 


81.6% 


75.6% 


ECO101796 


PAE200245 


29% 


83.0% 


82.8% 


ECO101796 


SPA100492 


89% 


91.5% 


100% 


ECO101796 


STM101923 


90% 


92.5% 


100% 


ECO101796 


SMU103098 


25% 


34.0% 


93.0% 


ECO101796 


VCH101573 


28% 


82.0% 


84.9% 


ECO101796 


YPS000541 


70% 


90.5% 


98.2% 


ECO101812 


ABA105060 


28% 


95.9% 


96.9% 


ECO101812 


BFR12043 


23% 


94.1% 


91.4% 


ECO101812 




Zyyo 


jTQ 1 0/ 

oy.i% 


192% 


ECO101812 


CPN200090 


25% 


97.7% 


88.8% 


ECO101812 


CTR200812 


27% 


87.7% 


80.8% 


ECO101812 


CAC103515 


35% 


66.4% 


50.7% 


ECO101812 


EBC1020£l 


88% 


98.6% 


98.6% 
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ECO101812 


ECO101812 


1 AAO/ 

100% 


1 flAO/ 


1 AAO/ 


ECO101812 


KPN301983 


87% 


AO £$/ 


OO 10/ 


ECO101812 


MAV1 03787 


32% 


£Ck 10/ 


nc oo/ 


ECO 101 8 12 


SPA101082 


90% 


flQ CO/ 


1 AAO/ 


ECO101812 


STY102242 


90% 


99.5% 


A/1 >10/ 

94.4% 


ECO101812 


STM101972 


90% 


no co/ 
99.5% 


f\A AQ/ 

94.4% 


ECO 101 822 


BPT102404 


59% 


Aft f\Q/ 

99.2% 


nq ^*>/ 

97.7% 


ECO101822 


BCE107531 


52% 


AO 00/ 

98.8% 


OC AO/ 

85.4% 


ECO101822 


BFU103511 


51% 


aa no/ 

99.6% 


nr AO/ 

75.9% 


ECO 101 822 


BMA100592 


52% 


AO 00/ 

98.8% 


AO ^70/ 

98.7% 


ECO101822 


EBC101988 


96% 


AA 00/ 

99.8% 


1 AAO/ 

100% 


ECO101822 


ECO101822 


100% 


1 AAO/ 

100% 


1 AAO/ 
100% 


ECO101822 


HIN101541 


77% 


1 AAO/ 

100% 


1 AAO/ 

100% 


ECO101822 


KPN301976 


95% 


1 AAO/ 

100% 


1 AAO/ 
100% 


ECO101822 


LPNl 00837 


44% 


A vi Ad/ 

94.4% 


AA OO/ 

99.8% 


ECO101822 


NGO101773 


49% 


1 AAO/ 

100% 


AO ^O/ 

98.6% 


ECO101822 


NME200171 


49% 


1 AAO/ 

100% 


AO ^O/ 

98.6% 


ECO101822 


PMU100653 


78% 


i Ann/ 

100% 


1 AAO/ 

100% 


ECO101822 


PRT102540 


orn/ 

85% 


1 AAO/ 

100% 


1 AAO/ 
100% 


ECO101822 


PAE204327 


cm/ 

57% 


AA AO/ 

99.0% 


AO iCO/ 

98.6% 


ECO101822 


PPU103342 


f HA/ 

57% 


AA AO/ 

99.0% 


AO OO/ 

98.3% 


ECO101822 


novt ACA'iO 

PSYI05033 


ceo/ 
55% 




AO <0/ 


ECO 101 822 


SPA101027 


96% 


An 10/ 

38.1% 


1 AA0/ 
100% 


ECO101822 


STY102252 


98% 


1 AAO/ 

100% 


i AAO/ 

100% 


ECO 101 822 


firm Jf 1 f\-% AO .1 

STM101984 


98% 


1 AAO/ 

100% 


1 AAO/ 

100% 


ECO101822 


VCH101978 


68% 


99.8% 


AA 00/ 

99.8% 


ECO101822 


YPS003477 


89% 


100% 


100% 


ECO101830 


BCE101208 


46% 


73.0% 


70.2% 


ECO101830 


ECO101830 


100% 


100% 


100% 


ECO101830 


SPA102453 


80% 


82.4% 


C\£. CO/ 

96.5% 


ECO101830 


STY 102261 


80% 


OA /I 0/ 

82.4% 


A£ CO/ 

96.5% 


ECO101830 


STM102393 


80% 


82.4% 


r\ s CO/ 

96.5% 


ECO101834 


ABA101157 


59% 


98.8% 


AO CO/ 

98.5% 


ECO 101 834 


1™* | \ T< AAA 4 A 

BAN109213 


38% 


98.6% 


rv/-\ co/ 

99.5% 


ECO101834 


BAN103380 


52% 


99.5% 


99.3% 


ECO101834 


BFR10266 


48% 


78.3% 


99.1% 


ECO101834 


BPT101790 


57% 


98.8% 


99.0% 


ECO 101 834 


BBU 100445 


41% 


85.1% 


99.0% 


ECO101834 


BCE104313 


44% 


14.9% 


*7A AO/ 

70.2% 


ECO101834 


BCE1 11669 


56% 


AO 00/ 

98.8% 


AO *50/ 

98.3% 


ECO101834 


BFU111015 


58% 


AO OO/ 

98.8% 


AO CO/ 

98.5% 


ECO101834 


BMA100432 


con/ 

58% 


AO OO/ 

98.8% 


AO 10/ 

98.3% 


ECO101834 


CJU100601 


51% 


AO OO/ 

98.8% 


AO 1 0/ 

99.1% 


ECO101834 


CPN200083 


44% 


AO £b/ 

98.6% 


AA 1 O/ 

99.1% 


ECO101834 


/wm AAA 1 rv 

CTR200818 


45% 


AO iTO/ 

98.6% 


A A CO/ 

99.5% 


ECO101834 


CAC102618 


48% 


AA CO/ 

99.5% 


ao m/ 

98.3% 


ECO101834 


CBO 100008 


47% 


AA C f\S 

99.5% 


r\o co/ 

98.5% j 


ECO101834 


CDF100502 


52% 


98.6% 


97.6% 


ECO101834 


CDP100396 


47% 


A£ AO/ 

96.4% 


AC TO/ 

95.7% 






000/. 


inn% 

lUU /o 


lUy /0 


ECO101834 


EFA202213 


53% 


98.6% 


98.6% 


ECO101834 


EFM202626 


53% 


99.5% 


99.5% 


ECO101834 


ECO101834 


100% 


100% 


100% 


ECO101834 


HIN100302 


76% 


99.2% 


99.5% 
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FPOlfilfilA 


HFY100610 


49% 


99.2% 


100% 


pen ini ma 


KPN301306 


93% 


51.5% 


96.8% 


fpoi ni ftiii 

Ev»V-'lU10.>4 


LPN101576 


55% 


98.8% 


98.8% 


npni fil Bi/i 


LMO101015 


52% 


99.7% 


99.5% 


fpoi m Qi/i 


MCA100604 


56% 


99.3% 


99.3% 


fpoi ni C3^i 

5j4 


MAV103031 


47% 


87.3% 


99.8% 




MBV101554 


46% 


96.4% 


93.5% 


Fpoifil ma 

HvL/ 1 U J 0.54 


X KX T) 1 A AO A/?* 

MLr 100306 


45% 


96.4% 


96.4% 


FPOI 01 MA 


Ml U2U2535 


46% 


96.4% 


95.8% 


FPOI fil MA 


X JfS>T? 1 AAA1 /T 

MtjJi 100036 


33% 


95.3% 


95.3% 


fpoi rn r^zi 


MrlNlOOlOo 


35% 


95.6% 


94.4% 


fpoip«i 

JC<L>\J1U10j4 


NGO101633 


55% 


98.8% 


99.5% 


ppni m ci/f 

JDVAJl Vlo.54 


NME201865 


56% 


99.5% 


99.0% 


FPOI fil 


PMU100983 


77% 


99.2% 


99.5% 


FPOifii r^a 


JrKI 1UU115 


78% 


98.6% 


100% 


jc-^a^iuioJ4 


JrAxi200962 


64% 


98.8% 


98.6% 


FPOifii r^a 

XJKsKJ X\J X OjH 


T>T>T T1 1 A 1 A^ 

Jrl , Ull2195 


62% 


98.8% 


98.6% 


FPOlfilR^il 


T>CV1 C\£LQ£L£ 


63% 


90.7% 


98.5% 


FPOIfil JHd 


k>rA!U2449 


91% 


66.6% 


00 70/, 


FPOI fil Jttd. 


oil 1U220D 


94% 


100% 


100% 


FPOIfil MA 


CAT TOA1 /TO A 

oAUo01o30 


54% 


98.6% 


99.1% 


FPOI fil MA 


oJbr201575 


53% 


98.6% 


99.1% 


FPOIfil MA 

SZrKsW X U 1 0«>4 


bHA 100663 


53% 


98.6% 


99.1% 


FPO! D1 R^A 


oMU101272 


50% 


99.8% 


99.0% 


FPDIfil R3A 


CT5XT/I A 1 AA 1 

OFIN401921 


50% 


98.6% 


98.1% 


FPOIfil R^/i 


orY201648 


49% 


98.6% 


99.0% 


FPOI fi1 R1A 


lrAlOOy/5 


42% 


98.6% 


96.7% 


FPOI fil MA 


T TT T"D 1 AAA OO 

UUK1 00288 


39% 


98.1% 


99.0% 


FPOIfil MA 


VC11101147 


75% 


98.8% 


98.6% 


FPO! fil 
JCA^lJlUlO.34 


\TDCAA1 A 1 A 


82% 


99.3% 


98.0% 4 


FPH1 fil ftA/l 
J3\_AJ 1 U 1 044 


A T3 A 1 AAO ^*A 

ABA1 02360 


23% 


99.7% 


99.3% 


C»l^UlUl044 


Tl A\T1 A^11 

BAN106237 


31% 


74.2% 


92.4% 


T70O1 fil 0/1/1 
HLAJ1U1044 


BAN 106908 


33% 


93.2% 


93.7% 


crfiiAi o/m 
ill^UlUlo44 


BFR10875 


26% 


95.0% 


94.7% 


FPOI fil QAA 


BPT101508 


24% 


99.1% 


99.8% 


FPOI fil 
UvU 1 U 1 044 


DDT T1 AACA1 

BBU100593 


22% 


95.3% 


93.2% 


FPOI fil R/M 
JC^VJlt/1044 


BCE 100461 


27% 


99.7% 


98.7% 


FPOI fil RAA 
Cw 1 U 1 044 


"DT7T T 1 AO AT~r 

BFU 103077 


25% 


99.7% 


98.7% 


FPOIfil RzLl 

JDV>U 1U1044 


BMA1 00457 


26% 


99.7% 


98.7% n 


FPOI fil RAA 
EsKsKJ 1U1 044 


Z^ 1 TT T 1 A 1 1 A A 

CJU101100 


22% 


92.2% 


92.8% 


FPOIfil RzlA 
EA-'Vy 1 U 1 044 


CFN200176 


39% 


96.2% 


95.7% 


FPOI fil RAA 


CTR200729 


39% 


99.7% 


98.8% 


FPOI fi! 8zM 


CAC 101790 


33% 


94.5% 


94.7% 


FPOIfil R4/1 
Ilv^W 1 U 1 044 


OBO 100741 


32% 


94.5% f 


94.7% 


FPOI fil RzLl 
r^AJlUlo44 


Cur 104545 


33% 


93.8% 


93.6% 


FPOI fil R4il 
XiV-'V x\J L 044 


AT^T) 1 AAAC7 

CDrl00057 


25% 


95.3% 


94% 


FPOI fil AAA 
Hvy W 1 U i 044 


CDPi A AO A 1 

X1BC100321 


88% 


52.9% 


100% 


FPOIfil R^Ll 


T3TJ A O AAA AA 

.brA200290 


31% 


100% 


100% 


FPO! fil %AA 


T7T7X JTA A1 A1 1 

JarM20l0ll 


30% 


100% 


100% 


ECO 101 844 


ECO101844 


100% 


ion 0 /* 




ECO101844 


HIN101550 


71% 


100% 


100% 


ECO101844 


HPY100315 


22% 


93.2% 


93.7% 


ECO 101 844 


KPN301304 


92% 


100% 


100% 


ECO101844 


LPN10H61 


23% 


99.7% 


100% 
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ECO 101 844 


LMO101656 


27% 


99,5% 


98.7% 


ECO 101 844 


MCA100331 


67% 


100% 


100% 


ECO 101 844 


MAV106525 


26% 


99.3% 


97.3% 


ECO101844 


MBV105559 


25% 


99.8% 


99.3% 


ECO101844 


MLP100693 


24% 


99.8% 


99.3% 


ECO101844 


MTU201275 


25% 


99.8% 


99.3% 


ECO101844 


MGE100389 


27% 


27.9% 


30.2% 


ECO101844 


MPN100286 


22% 


90.5% 


89.9% 


ECO101844 


NGO100228 j 


56% 


100% 


100% 


ECO101844 


NME201566 


57% 


100% 


100% 


ECO101844 


PMU100551 


71% 


97.6% 


100% 


ECO101844 


PRT100545 


77% 


100% 


100% 


ECO101844 


PAE205046 


53% 


99.7% 


98.6% 


ECO101844 


PPU109126 


55% 


99.7% 


99.3% 


ECO101844 


PSY103569 


56% 


99.7% 


98.6% 


ECO101844 


SPA103053 


90% 


100% 


100% 


ECO101844 


STY 102666 


95% 


100% 


100% 


ECO101844 


STM 102429 


95% 


100% 


100% 


ECO101844 


SAU800607 


25% 


99.7% 


98.9% 


ECO101844 


SEP200171 


25% 


99.5% 


98.6% 


ECO101844 


SHA101545 


26% 


99.7% 


98.9% 


ECO101844 


SMU101264 


33% 


100% 


100% 


ECO101844 


SPN401887 


33% 


92.2% 


92.4% 


ECO101844 


SPY201643 


34% 


92.2% 


92.4% 


ECO101844 


TPA100822 


26% 


91.9% 


91.2% 


ECO101844 


UUR100280 


21% 


99.0% 


98.9% 


ECO101844 


VCH102042 


71% 


100% 


96.3% 


ECO101844 


YPS003380 


83% 


100% 


100% 


ECO101848 


BAN109475 


29% 


89.3% 


99.1% 


ECO101848 


BAN107115 


30% 


89.8% 


56.3% 


ECO101848 


BPT101039 


54% 


97.6% 


97.4% 


ECO101848 


BBU100271 


26% 


91.6% 


94.4% 


ECO101848 


BCE101394 


43% 


83.8% 


99.4% 


ECO101848 


BFU107593 


49% 


97.6% 


92.1% 


ECO101848 


BMA106909 


47% 


97.6% 


79.6% 


ECO101848 


CJU100304 


37% 


93.2% 


98.3% 


ECO101848 


CPN200429 


28% 


94.2% 


99.4% 


ECO101848 


CTR200360 


27% 


89.8% 


95% 


ECO101848 


CAC101540 


34% 


90.3% 


56.6% 


ECO101848 


CBO103112 


37% 


90.8% 


56.8% 


ECO101848 


CDF101537 


35% . 


90.6% 


57.3% 


ECO101848 


CDP1 00831 


24% 


50% 


24.0% 


ECO101848 


EBC101868 


82% 


75.4% 


99.7% 


ECO101848 


ECO101848 


100% 


100% 


100% 


ECO101848 


HPY100757 


34% 


91.1% 


96.6% 


ECO101848 


LPN102387 


37% 


96.9% 


96.6% 


ECO101848 


LMO101348 


32% 


88.5% 


96.0% 


ECO101848 


PRT101697 


56% 


99.7% 


99.7% 


ECO101848 


PAE201448 


41% 


97.1% 


98.1% 


r*/~ir\ 1 A1 O AO 

ECO101848 


PPU100957 


42% 


97.1% 


98.2% 


ECO101848 


PSY104645 


39% 


97.1% 


98.1% 


ECO101848 


.SPA103608 


30% 


89.8% 


96.9% 


ECO101848 


STY102681 


90% 


99.5% 


99.5% 


ECO101848 


STM104011 


30% 


89.8% 


96.9% 
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T7tf"YM A1 0/10 


TPA1 00707 


31% 


88.0% 


89.4% 


T?/T\1 A1 Q/IO 

JtJCUlUlo4o 


VCH102087 


42% 


95.8% 


97.6% 


"RfYM At 0/10 


YPS001340 


65% 


99.5% 


98.7% 


PfYM r\i 0/io 


BPT100969 


66% 


93.0% 


93.8% 


PPri1A1 O/IO 


BCE 102972 


54% 


95.3% 


90.5% 


RpAi H1 8 AQ 


BFU101753 


52% 


94.9% 


94.5% 


PfY^t A1 O/IO 


BMA 100242 


54% 


92.5% 


88.4% 


"Rfvn ai 0/io 


EEC 102526 


86% 


100% 


100% 


T7/TU A1 0/10 


ECO101849 


100% 


100% 


100% 


t?pym ai q^q 


PRT101698 


68% 


97.7% 


97.7% ! 


TJPA1A1 O/IO 


PAE201456 


36% 


90.7% 


79.8% 1 


TJPVM A1 O/IO 


PPU107239 


34% 


90.7% 


80.2% 


T7/^T\1 A1 O/f o 


t\ftTr< f\ a s**\r\ 

PSY104628 


36% 


90.7% 


80.5% 


PPA1A1 O/IO 


STY 102684 


92% 


100% 


100% 


TTPVll A1 Q/IO 


VCH 102032 


34% 


95.3% 


87.4% 


T*r*r\i ai 0/io 


xrnnAA a a a a 

YPS000444 


79% 


95.8% 


95.8% ] 


RfAIAI oca 


BPT100968 


78% 


98.4% 


98.4% 


"EfYM AI OCA 


BBU 100569 


37% 


91.5% 


97.6% 


rfpni A1 OCA 


BC1S1 14763 


76% 


96.9% 


95.4% 


Vif^n m~i oca 


BFU101848 


77% 


94.6% 


96.1% 


"FPFll A1 OCA 


BMA102452 


77% 


96.9% 


95.4% 


■ppy^i ai oca 


CJU101044 


48% 


91.5% 


91.5% 


npni A1 OCA 


EBC 102527 


92% 


100% 


100% i 


PPH1H1 OCA 


ECO101850 


100% 


100% 


100% 


UPA1 A1 OCA 


T_TTVtX1 AI A^A 

HPY1 01050 


49% 


91.5% 


96.0% 


A1 OCA 


PRT101699 


83% 


100% 


100% 


T7PPI1 A1 QCA 


11 A AFC 

PAE201455 


60% 


94.6% 


98.4% 


T?rY^1 A1 OCA 


PPU107240 


58% 


86.0% 


98.2% 


A1 OCA 


PSY108633 


62% 


96.9% 


97.7% 1 


CPA 1 Ai OCA 


STY102690 


97% 


100% 


100% 


T^rr^i AI OCA 


VCH102033 


66% 


96.9% 


96.2% 


T*/~*f\1 A1 OCA 


YPS000441 


90% 


100% 


100% 




ABA100537 


23% 


61.7% 


57.9% 




BAN103169 


26% 


85.0% 


47% 


JbCO101855 


BAN1 11824 


26% 


85.0% 


47.6% 


TJOfM A1 OCC 

JtilAJlul555 


BPT100964 


74% 


91.6% 


85.6% 


pp*rSi A1 occ 


BBU1 00564 


33% 


86.8% 


87.8% 


Tjpm ni occ 


BCE 102043 


71% 


89.2% 


87.1% 


ppni ai occ 


BFU104019 


70% 


89.8% 


84.3% 


TJPA1A1 OCC 


BMA106471 


71% 


89.2% 


85.1% 


ppni ni occ 


/""ITT T1 AA*%£" yl 

CJUl 00254 


32% 


79.6% 


79.8% 




CAC101201 


34% 


83.2% 


82.1% 


IhPV'I 1 A 1 q c c 


CBO101893 


31% 


86.8% 


98.0% 


tjpni A1 OCC 


CDF100179 


31% 


86.8% 


84.3% A 


TJfYM A1 OCC 


EBC101567 


93% 


100% 


100% 


T?mi A 7 occ 


ECO 101 855 


100% 


100% 


100% 


ppni ai occ 


HPY100387 


30% 


82.0% 


82.4% 


T7PYS1 A1 QCC 


LMO100168 


28% 


85.0% 


46.4% 


Ai QCC 


TVT4TM A 1 T/\ ii 

PRT101704 


82% 


92.2% 


92.8% 


ECO101855 


PAE200177 


65% 




(\£ AO/ 


ECO101855 


PPU100206 


31% 


89.8% 


94.3% 


ECO101855 


PSY104621 


31% 


94.6% 


99.4% 


ECO101855 


SPA102291 


92% 


100% 


100% 


ECO101855 


STY102699 


91% 


100% 


100% 
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ECO101855 


STM100698 


23% 


80.2% 


42.3% 


ECO101855 


TPA100435 


31% 


85.0% 


85.9% 


ECO 101 855 


VCH103807 


38% 


88.6% 


97.4% 


ECO101855 


YPS000402 


84% 


97.6% 


98.8% 


ECO 101862 


EBC104539 


95% 


1 Ann/ 

100% 


1 AAft/ 

100% 


ECO 10 1862 


EB CI 03941 


96% 


100% 


100% 


ECO 101862 


EBC100826 


96% 


1C0% 


100% 


ECO 101 862 


EBC103716 


96% 


100% 


100% 


ECO101862 


EBC103336 


100% 


100% 


100% 


ECO101862 


EFM200791 


25% 


84.6% 


24.9% 


ECO 101 862 


EFM200545 


27% 


63.7% 


21.3% 


ECO101862 


EFM201822 


26% 


86.8% 


24.6% 


ECO101862 


EFM202619 


26% 


86.8% 


24.6% 


ECO 101 862 


T"» I' IV f AAAAA1 

EFM200291 


26% 


86.8% 


24.6% 


ECO101862 


EFM201961 


26% 


O /" OA/ 

86.8% 


24.6% 


ECO101862 


EFM200014 


26% 


86.8% 


24.6% 


ECO101862 


EFM202174 


28% 


Of Oft/ 

86.8% 


27.1% 


ECO101862 


ECO101862 


100% 


100% 


100% 


ECO 101 862 


ECO103367 


100% 


100% 


100% 


ECO101862 


ECO 100022 


100% 


100% 


100% 


ECO101868 


BCE102392 


53% 


98.8% 


96.7% 


ECO 101 868 


BCE1 13790 


55% 


98.6% 


99.0% 


ECO101868 


BFU 102747 


53% 


42.3% 


81.2% 


ECO101868 


BMA100031 


54% 


98.6% 


97.6% 


ECO 101 868 


EBC102563 


88% 


100% 


100% 


ECO101868 


ECO101868 


100% 


100% 


100% 


T^/**/""v ■* A* A /"A 

ECO101868 


KPN301529 


87% 


100% 


98.6% 


ECO 101 868 


PPU103879 


39% 


46.6% 


95.0% 


ECO 10 1868 


PSY105277 


60% 


97.4% 


96.8% 


ECO 101 868 


YPS001717 


79% 


47.0% 


96.3% 


ECO101870 


EBC102565 


63% 


100% 


100% 


ECO101870 


ECO 101 870 


100% 


100% 


100% 


ECO101870 


KPN301537 


50% 


97.0% 


95.9% 


ECO101870 


SPA102034 


76% 


100% 


100% 


ECO101870 


/I'm r 4 aahm m 

STY102732 


76% 


100% 


100% 


ECO101870 


STM102496 


76% 


100% 


100% 


ECO101871 


ECO101871 


100% 


100% 


100% 


ECO101871 


KPN308700 


50% 


T^ft/ 

75% 


76.4% 


ECO 101 872 


EBC102561 


48% 


78.5% 


100% 


ECO 101 872 


ECO101872 


100% 


100% 


100% 


ECO 10 1872 


KPN207037 


25% 


51.4% 


93.2% 


ECO101872 


SPA102033 


57% 


91.6% 


100% 


ECO 101 872 


STY 1 02735 


60% 


97.2% 


93.7% 


ECO101872 


STM102500 


61% 


97.2% 


93.7% 


ECO 101 882 


BCE 114633 


55% 


98% 


AC AO/ 

95.2% 


ECO 101 882 


BFU102808 


59% 


96.4% 


94.8% 


T , /"i/* , V1 A1 OO^ 

ECO 101 882 


CAC 100722 


52% 


r\r\ An/ 

99.2% 


1 AAO/ 

100% 


ECO 101 882 


CAC 102757 


56% 


99.2% 


1 AAft/ 

100% 


ECO 101 882 


CBO102646 


54% 


97.2% 


98.0% 


Jc-LAJ JLUlooz 




GOO/ 

92% 


1 f\(\o/ 




ECO101882 


EFA200396 


58% 


98% 


99.6% 


ECO101882 


ECO101882 


100% 


100% 


100% 


ECO101882 


HIN101054 


57% 


97.6% 


94.9% 


ECO101882 


KPN300045 


89% 


40.8% 


85% 
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ECO 101 882 


T/"TY\.TO AAOO C 

KPN300885 


OAO/ 

89% 


«0/ 

ooyo 


ST 00/ 

0 /.oyo 


ECO 101 882 


T X A~C\ 1 AA 1 AT 

LMO 100107 


coo/ ' 

58% j 


GB0/ 

yoyo 


00 ">0/. 

yy.zyo 


ECO 101882 


T>T>T T-i AAA^A 

PPU 109960 


Troy 

77% 


AA 00/ 


at <;o/ 


ECO 101 882 


DOV1 A1,£TA 

PSY 103670 


HAO/ 

74% 


07 00/ 


Aft >I0/ 

y 0.4/0 


ECO 101882 


OT» A 1 AOTAiC 

SPA1 02746 


A AO/ 

90% 


1 AAOZ 


1 AAO/ 


ECO101882 


nfmri AOT^C 

STY 102765 


AOO/ 

92% 


1 AAO/ 


1 AAO/ 

lUOyo 


ECO 101 882 


O ATTOA1 OCT 

SAU801857 


coo/ 

53% 


A A 00/ 


1 AAO/ 

lUUyo 


T?/""t/"\ -f A 1 ooo 

ECO 101 882 


O T"?T» A A A A T 1 

SEP200471 


53% 


AO 00/ 

99.2% 


1 AAO/ 

1U0% 


ECO 101 882 


YPS001591 


77% 


AA 00/ 

99.2% 


AO AO/ 

yo.Oyo 


ECO 101 897 


T"> A VT1 AI /* 1 A 

BAN101612 


omy 

26% 


TO *C0/ 

73.6% 


A1 AO/ 

yi.y% 


ECO101897 


T>T"T T 1 A 1 OQ 

BFU101528 


26% 


00 00/ 
88.7% 


TO AO/ 

78.0% 


ECO 101897 


TOA / A 1 AOCCA 

BMAl 02559 


OAO/ 

29% 


c/i no/ 
54. /yo 


OA 00/ 


T?0/"\1 A1 OAT 

ECO101897 


/*i a /~ti AO A 1 A 

CAC103410 


ooo/ 

23% 


/fo co/ 

o3.j% 


TA CO/ 
/O.J 70 


ECO 101 897 


T3/^»/^l1 A1 OA'7 

ECO101897 


1 AAO/ 

100% 


1 AAO/ 


1 AAO/ 


ECO 101 89/ 


t^DXTO AO A 1 £ 

KPN302916 


OAO/ 

2y% 


AC AO/ 


0/ AO/ 
y4.4yo 


Ecoioiyio 


EBC104124 


000/ 

22% 


OC CO/ 


CO /to/ 
oy.4yo 


ECO101916 


C/*V*M AI Air 

ECO101916 


1 AAO/ 
100% 


1 AA0/ 
1U0% 


1 AA0/ 

100yo 


rjnrvi a 1 ai /T 

ECO101916 


KPN300872 


£1 0/ 

61% 


^CA AO/ 

60.y% 


A/r 00/ 

yo.y% 


T?/^/^k1 A1 A1 ^ 

ECO101916 


T TV 1 AI ZfZT 1 

LMO101661 


010/ 
31% 


00 00/ 

23.2% 


OA OO/ 

20.3% 


ECO101916 


PRT 103362 


21% 


93.7% 


A/. VO/ 

yo.5% 


ECO101916 


OTO A 1 AO OCA 

SPA 102250 


000/ 
88% 


1 AAO/ 
100% 


1 AAO/ 
100% 


ECO101916 


OTV1 AOOO C 

STY 102835 


87% 


1 AAO/ 

100% 


1 AAO/ 

100% 


XiC*r\ 1 AI AI zf 

ECO101916 


S lM1025oy 


0*70/ 

o/yo 


1 AAO/ 

100% 


1 AAO/ 


TJAA1 AI Q1 < 

Ecoiuiyio 


VT5CAA1 11/1 

YPS0031 14 




CO AO/ 
07 A /Q 


0*5 10/ 
yj.lyo 


T}r^r\ 1 ai aoo 
ECO10iy32 


T?/"V"\1 A1 QOO 

ECO 101932 


1 AAO/ 
1UU% 


1 AAO/ 

lOOyo 


1 AAO/ 


ECO101932 


TttTVM A1 1 AC 

HFY101345 


0*70/ 

2/% 


AI AO/ 

43.4% 


AC 00/ 


TJ/^/-\ i A 1 AOO 

ECO101932 


' T%AT?OA>I001 

PAE204881 


000/ 

32% 


AC /lO/ 

95.4% 


AC AO/ 

95.0% 


ECO101932 


nox T 1 AO a AO 

PSY102848 


34% 


A A CO/ 

94.5% 


A A AO/ 

94.4% 


Tn/>/-v -f A -t Aft A 

ECO101932 


fl* - * A 1 ft ft /\ ft, O 

SPA103998 


54% 


99.3% 


AO Aft/ 

98.9% 


ECO101932 


STY103627 


54% 


99.3% 


98.9% 


ECO101939 


BPT100783 


32% 


86.3% 


94.2% 


ECO101939 


BCE106818 


33% 


82.0% , 


OT AO/ 

87.0% ! 


i An ao a 

ECO101939 


"P* 1 If T 1 ft ft -I ■« A 

BFU100112 


34% 


OO AO/ 

82.0% 


OC £.0/ 

86.6% 


T?/*"»/A\ 1 AI AI A 

ECO101939 


BMA106390 


0 on/ 

33% 


OO AO/ 

82.0% 


oc OO/ 

85.8% 


T7r""t/*\1 a 1 aoa 

ECO101939 


EBC101415 


81% 


AC OO/ 

95.3% 


1 AAO/ 
100% 


■t->/-^/ft V i a 1 aoa 

ECO101939 


Tp>/^/^\ 1 Ai AOA 

ECO101939 


1 AAO/ 

100% 


1 AAO/ 

100% 


1 AAO/ 
100% 


T"»^~i./'"v -• A* AAA 

ECO101939 


KPN301295 


78% 


74.8% 


AA CO/ 

99.5% 


ECO101939 


PAE204027 


39% 


83.5% 


O A OO/ 

84.8% 


v^y , i,/"\ i A* AAA 

ECO101939 


PPU108189 


39% 


84.9% 


OT OO/ 

87.8% 


T— 1 S~~\S~\ "t A"» AAA 

ECO 101939 


PSY102145 


0 on/ 

38% 


0^ AO/ 

86.0% 


OA <CO/ 

89.6% 


ECQ101939 


OTl A 1 AAA 1 *7 

SPA100917 


0 An/ 

80% 


AA OO/ 

99.3% 


1 AAO/ 
100% 


T l /^/^V 1 A1 AO A 

ECO 101939 


CtT^n AA O C A 

STY102854 


0 a n/ 

84% 


OA AO/ 


A A 00/ 

y4.3% 


T?^~t/^\ 1 A1 AO A 

ECO101939 


OTX A 1 AOA1 

STM103015 


85% 


OA AO/ 

89.9% 


A/l OO/ 

y4.3yo 


t? i a 1 ao A 

ECO101939 


X 7"T» O A A A /T 1 O 

YPS000612 


66% 


OA 00/ 

89,9% 


OO AO/ 

yz.o% 


T?/"*«/*M A 1 AA A 

ECO 101940 


A TO A 1 A^rtf*? 

ABA 106057 


24% 


1 c 00/ 

15.3% 


OO CO/ 


T2fif\ 1 A 1 A A A 

ECO 1 01 940 


A TO A 1 A 1 /£*7*7 

ABA101677 


O"30/ 

23% 


OA I 0/ 


QC >J0/ 
8 J. 4% 


'C/"i/'"\1 A1 A/IA 

ECO 101 940 


A tO A 1 AC^O 

ABA105636 


000/ 
22% 


OO AO/ 

28.0% 


AC AO/ 

y5.o% 


T>/^i/^\ 1 A1 A A A 

ECO 101940 


ABA102772 


oon/ 

23% 


OO AO/ 

22.0% 


OA AO/ 

89.0% 


■f— >/— 1 A1 AAA 

ECO101940 


ABA 100270 


24% 


47.8% 


51.6% 


i2LAjiuiy4U 


AD A 1 AC/1'7/: 


010/ 


OO 00/ 
J.D.L /0 


ftn Co/ 

oU. D /o 


ECO101940 


ABA100269 


23% 


58.7% 


46.7% 


ECO101940 


ABA103692 


22% 


45.7% 


93.5% 


ECO101940 


BAN103564 


18% 


40.9% 


91.9% 


ECO101940 


BAN1 10387 


20% 


49.7% 


98.9% 
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ECO101940 


BAN100594 


22% 


45.3% 


74.1% 


ECO101940 


BAN 103966 


20% 


29.1% 


86.4% 


ECQ101940 


BAN106993 


21% 


29.7% 


86.0% 


ECO101940 


BAN1 12238 


21% 


70.8% 


35.0% 


ECO101940 


BPT101815 


27% 


79.9% 


71.4% 


ECO101940 


BCE1 12364 


20% 


29.0% 


39.2% 


ECO101940 


BCEI02526 


22% 


75.8% 


5.6% 


ECO 101940 


CAC100010 


21% 


30.3% 


72.2% 


ECO101940 


CBO100633 


24% 


7.4% 


32.6% 


ECO 101 940 


CDF1 00798 


20% 


7.3% 


35.6% 


ECO101940 


CDF104552 


19% 


72.1% 


39.7% 


ECO101940 


EFA203172 


20% 


7.8% 


64.8% 


ECO101940 


EFA200715 


22% 


63.6% 


81.9% 


ECO101940 


EFM201066 


22% 


44.1% 


27.4% 


ECO 101 940 


ECO101940 


100% 


100% 


100% 


ECO 101940 


LPNl 00835 


22% 


12.5% 


89.5% 


ECO 101940 


LPN102554 


21% 


28.5% 


89.5% 


ECO101940 


LPN101177 


20% 


74.3% 


71.6% 


ECO 101940 


LMO 102668 


20% 


61.8% 


43.8% 


ECO 101 940 


LMO101179 


20% 


7.8% 


15.1% 


ECO101940 


LMO101791 


20% 


4.4% 


41.4% 


ECO101940 


PRT1014H 


26% 


81.2% i 


83.6% 


ECO101940 


PAE201873 


A1 A/ 

21% 


28.9% 


78.2% 


ECO101940 


PPU104136 


20% 


69.1% 


30.2% 


ECO101940 


SPA102738 


40% 


13.9% 


93.9% 


ECO101940 


rinni f 1 aaa 

STM102843 


19% 


8.2% 


54.6% 


ECO101940 


SPN401402 


22% 


56.7% 


15.3% 


ECO101940 


YPS002407 


28% 


90.0% 


76.3% 


ECO101943 


ABA102320 


38% 


94.7% 


83.6% 


ECO101943 


BPT100469 


37% 


93.8% 


88.7% 


ECO 10 1943 


BCE104326 


72% 


96.8% 


88.7% 


ECOl 01943 


BFU103848 


74% 


98.9% 


98.6% 


ECO101943 


BMA105236 


40% 


95.2% 


94.3% 


ECO 101943 


EBC102095 


90% 


99.3% 


99.3% 


ECO101943 


ECO101943 


100% 


100% 


100% 


ECO101943 


KPN308062 


85% 


98.9% 


100% 


ECO101943 


MAV105065 


39% 


95.0% 


87.8% 


ECO 101 943 


SPA102653 


39% 


93.4% 


94.5% 


ECO101943 


STM103556 


41% 


94.7% 


96.5% 


ECO101944 


BFR10768 


28% 


57.4% 


90.3% 


ECO101944 


BPT102655 


48% 


97.5% 


94.8% 


ECO 101 944 


BCE1 11329 


47% 


98.1% 


67.2% 


ECO 101944 


BFU1 11886 


47% 


97.7% 


94.9% 


ECO 101 944 


BMA 107275 


48% 


98.1% 


95.3% 


ECQ101944 


CPN200955 


27% 


60.1% 


86.7% 


ECO 101944 


CTR200127 


26% 


57.6% 


81.7% 


ECO101944 


EBC 102094 


90% 


97.3% 


100% 


ECO101944 


ECO101944 


100% 


100% 


100% 


ECOl 01944 


KPN301247 


88% 


100% 


100% 




FRT 103047 


quo/ 

86% 


>JO 00/ 
4Z.O70 


lUUyo 


ECO101944 


PAE203967 


. 54% 


98.3% 


95.8% 


ECO 101944 


PPU107622 


56% 


98.3% 


98.2% 


ECO101944 


PSY105099 


53% 


98.3% 


98.2% 


ECO101944 


SPA100713 


90% 


93.6% 


100% 
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ECO101944 


STY102855 


90% 


100% 


100% 


ECO 101 944 


YPS001830 


72% 


96.9% 


87.7% 


ECO101945 


BAN112031 


60% 


68.9% 


100% 


ECO101945 


BAN104148 


56% 


98.7% 


98.3% 


ECO101945 


BAN104405 


58% 


98.7% 


98.3% 


ECO101945 


EFA200256 


62% 


98.7% 


98.3% 


ECO101945 


EFM201788 


64% 


99.2% 


98.7% 


ECO101945 


ECO101945 


100% 


100% 


100% 


ECO101945 


LMOl 01499 


62% 


98.7% 


98.3% 


ECO101945 


SPA102952 


96% 


100% 


100% 


ECQ101945 


STY104391 


95% 


100% 


98.8% 


ECO101945 


SAU800669 


48% 


60.1% 


97.9% 


ECO101945 


SEP200711 


56% 


98.7% 


98.7% 


ECO101945 


SHA1 02248 


56% 


98.7% 


98.7% 


ECO101945 


SMU101096 


77% 


100% 


100% . . 


ECO101945 


SPN401736 


74% 


98.7% 


98.7% 


ECO101945 


SPY200231 


78% 


99.6% 


99.6% 


ECO101945 


VCH102742 


42% 


98.3% 


98.3% 


ECO101953 
ECO101953 


ABA105612 


27% 


29.0% 


31.2% 


BFU100696 


50% 


91.4% 


95.6% 


ECO101953 


EBC 104763 


92% 


18.6% 


100% 


ECO101953 


EBC 107253 


93% 


18.6% 


100% 


ECO101953 


EBC101291 


100% 


16.9% 


100% j 


ECO101953 


EBC102182 


96% 


29.6% 


99.0% j 


ECO101953 


EBC101203 


93% 


32.2% 


100% 


ECO101953 


EBC104566 


98% 


39.3% 


100% 


ECO101953 


EBC100510 


87% 


46.7% 


100% 


ECO101953 


EBC103428 


98% 


41.7% 


100% 


ECO101953 


EBC104220 


96% 


45.0% 


100% 


ECO101953 


EBC101223 


99% 


55.6% 


96.4% 


ECO101953 


EBC104973 


92% 


100% 


100% 


ECO101953 


ECO102150 


99% 


100% 


100% 


ECO101953 


ECO 100251 


99% 


100% 


100% 


ECO101953 


ECO100542 


99% 


100% 


100% 


ECO101953 


ECO102916 


. 99% 


100% 


100% 


ECO101953 


ECO101302 


99% 


100% 


100% 


ECO101953 


ECO101989 


99% 


100% 


100% 


ECO101953 


ECO103428 


99% 


100% 


100% 


ECO101953 


ECO100646 


99% 


100% | 


100% 


ECO101953 


ECO103148 


99% 


100% 


100% 


ECO101953 


ECO101953 


100% 


100% 


100% 


ECO101953 


KPN206674 


93% 


26.9% 


98.9% 


ECO 101 953 


KPN201650 


96% 


96.2% 


99.7% 


ECO101953 


LPN101936 


20% 


68.3% 


89.6% 


ECO101953 


MBV101126 


23% 


36.7% 


47.1% 


ECO 101953 


MTU203341 


23% 


36.7% 


52.1% 


ECO101953 


NGO101896 


26% 


25.1% 


58.4% 


ECO101953 


NGO100681 


26% 


25.1% 


58.4% 


ECO 101953 


1SIGO100569 


26% 


25.1% 


58.4% 




N 00100201 


26% 


25.1% 


58.4% 


ECO 101953 


NGO101807 


26% 


25.1% 


58.4% 


ECO101953 


NGO100715 


26% 


25.1% 


58.4% 


ECO101953 


NME200429 


23% 


24.0% 


79.0% 


ECO101953 


NME201600 


26% 


24.0% 


79.0% 
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ECOl 01953 


NME201634 


26% 


25.4% 


78.6% 


ECO101953 


NME201479 


26% 1 


o c An/ 

25.4% 


OO 1 0/ 

72.1% 


ECO101953 


NME201478 


27% 


59.8% 


f\<5 on/ 

93.8% 


ECO101953 


NME201635 


28% 


59.8% 


95.1% j 


ECO101953 


NME201501 


27% 


62.7% 


94.5% 


ECO101953 


NME201597 


28% 


60.7% 


79.2% 


ECO101953 


NME200676 


27% 


68.9% 


/9./70 


ECO101953 


NME201125 


30% 


60.7% 


/" AAV 

76.2% 


ECO101953 


NME200427 


26% 


86.1% 


91.6% 


ECO101953 


NME201028 


27% 


86.1% 


OA OO/ 

90.7% 


ECO101953 


NME201153 


27% 


86.1% 


r\r\ in/ 

90.7% 


ECO101953 


NME201109 


27% 


86.1% 


AA 00/ 

90.7% 


ECO101953 


NME200210 


28% 


86.1% 


90.7% 


ECO101953 


PPU1 11071 


58% 


92.3% 


95.7% 


ECO101953 


PSY108820 


28% 


32.5% 


87.5% 


ECO101953 


PSY100971 


37% 


28.1% 


79.8% 


ECO101953 


PSY107786 


56% 


17.2% 


84.1% 


ECO101953 


PSY108012 


58% 


14.8% 


52.1% 


ECO 101953 


PSY100713 


50% 


15.4% 


Z"A OD/ 

69.3% 


ECO101953 


PSY105545 


51% 


29.3% 


A AO/ 
0.9% 


ECO101953 


PSY102628 


55% 


46.2% 


AC 1 0/ 

95.1% 


ECO101953 


PSY105342 


66% 


42.3% 


no tzo/ 


ECO101953 


PSY102624 


54% 


47.0% 


AO 00/ 

98.8% 


ECO101953 


PSY108079 


54% 


56.8% 


AO ^0/ 

93.6% 


ECO101953 


PSY100132 


58% 


61.8% 


93.7% 


ECO101953 


PSY105328 


57% 


65.7% 


94.5% 


ECO101953 


PSY108150 


53% 


77.5% 


96.3% 


ECO101953 


PSY108972 


53% 


77.5% 


98.9% 


ECO101953 


PSY101764 


57% 


79.9% 


92.8% 


ECO101953 


PSY100142 


58% 


77.5% 


92.9% 


ECO101953 


PSY100923 


55% 


88.8% 


97.1% 


ECO101953 


PSY100425 


56% 


89.1% 


94.9% 


ECO101953 


PSY100530 


56% 


91.7% 


AC 10/ 

95.1% 


ECO101953 


PSY106503 


57% 


91.7% 


95.1% 


ECO101953 


PSY106678 


57% 


91.4% 


95.7% 


ECO101953 


PSY107045 


57% 


91.7% 


95.1% 


ECO101953 


PSY103445 


57% 


91.7% 


95.1% 


ECO101953 


PSY100366 


57% 


91.7% 


95.1% 


ECO101953 


PSY106085 


57% 


91.7% 


rvc t o/ 

95.1% 


ECO101953 


PSY105970 


57% 


91.7% 


AC 1 O/ 

95.1% 


ECO101953 


PSY103492 


57% 


91.7% 


oc 10/ 

95.1% 


ECO101953 


PSY106670 


57% 


a 1 oo/ 

91.7% 


AC 1 0/ 


ECO101953 


PSY108825 


57% 


91.7% 


AC 1 0/ 

95.1% 


ECO101953 


PSY106530 


57% 


91.7% 


r\c m/ 

95.1% 


ECO101953 


PSY106607 


57% 


91.7% 


AC 1 0/ 

95.1% 


ECO101953 


PSY100555 


57% 


91.7% 


95.1% 


ECO101953 


PSY100919 


57% 


91.7% 


95.1% 


ECO101953 


PSY108757 


57% 


91.7% 


95.1% 


ECO101953 


PSY101541 


57% 


91.7% 


A1 AO/ 

91.4% 


ECO101953 


DCV1 AOA1 1 


J I /O 


Q1 TO/ 

yl./vo 


yj.i /o 


ECO101953 


PSY108510 


57% 


91.7% 


95.1% 


ECO101953 


PSY108390 


57% 


91.7% 


95.1% 


ECO101953 


PSY106920 


57% 


91.7% 


95.1% 


ECO101953 


PSY100368 


57% 


91.7% 


95.1% 
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ecuioi953 


T5CV1 AA/CO/C 

PSY 100686 


CTO/ 

.57% 


01 70/ 

91. //o 


AC 1 0/ 

95.1% 


ECU101953 


TJCV1 AAAO iC 

PSY 100026 


CTO/ 

57% 


91. //o 


Qf 1 0/ 

95.170 


rjpA i f\-t aco 

ECU 101953 


T4CVT1 ATI O /I 

PSY107134 


f TO/ 

57% : 


A1 *70/ 

91. /To 


AC 1 0/ 

95.1% 


ECU 101953 


"ncwn ATAOA 

PSY 107080 


57% 


A1 TO/ 

91.7% 


AC 10/ 

95.1% 


ECU1 01953 


TJCVTI AAO AA 

PSY 100200 


CTO/ 

57% 


A1 TO/ 
91./% 


AC 1 0/ 

95.1% 


ECU101953 


■novri a 1 a^o 

PSY 101 963 


CTO/ 

51% 


A1 TO/ 

91.7% 


AC 1 0/ 

95.1% 


TJ/^/^V 1 A1 aco 

ECO101953 


TkOVTT AOAAO 

PSY 108098 


57% 


AI TO/ 

91.7% 


AC 1 0/ 

95.1% 


ECO101953 


PSY 106521 


57% 


A1 TO/ 

91.7% 


/"\ c 1 0/ 

95.1% 


T7/^/^\ i A 1 ACQ 

ECU101953 


T5CV1 AT1 CO 

PSY 107158 


CTO/ 

57% 


A1 TO/ 

91./% 


AC 1 0/ 

95.1% 


ECU 101953 


PSY108313 


CTO/ 

57% 


A1 TO/ ' 

91.7% 


AC 1 0/ 

95.1% 


ECU101953 


TIOVTI A CO 1 /I 

PSY 1068 14 


57% 


A1 TO/ 

91.7% 


AC 1 0/ 

95.1% 


ECU 101 953 


DOV1 ATA/CC 

PSY 107065 


CTO/ 

57% 


A1 *70/ 

91.7% 


AC 1 0/ 

95.1% 


ECU101953 


TiO'Vri AO /TAO 

PSY 102 698 


CTO/ 

57% 


A1 TO/ 

91.7% 


AC 1 0/ 

95.1% 


T?/~»/*\1 A1 ACO 

ECU101953 


TiCi"\/1 AOA1 A 

PSY 1080 19 


CTft/ 

57% 


A 1 TO/ 

91.7% 


AC 10/ 

95.1% 


T?/-i/"\ 1 A1 ACO 

ECU101953 


PSY107438 


CTO/ 

57% 


A1 TO/ 

91.7% 


f\C 1 0/ 

95.1% 


T7<^/*^1 A1 ACO 

ECU101953 


PSY106301 


CTO/ 

57% 


A 1 TO/ 

91.7% 


AC 1 O/ 

95.1% 


t?/~*/"\i rvi no 

ECU101953 


TJOT^I AOOA/4 

PSY 108294 


CTO/ 

57% 


A1 TO/ 

91.7% 


AC 1 0/ 

95.1% 


tjnAi ai no 
ECU101953 


O ATTOAOAAO 

SAU 302002 


AAO/ 

99% 


1 AAO/ 

100% 


1 AAO/ 

100% 


ECU 101953 


X 7 - /" v LT 1 AO 1 AO 

VCH103198 


ooo/ 

82% 


A/C 00/ 

96.2% 


AA TO/ 

99.7% 


ECU! 01 953 


\7Y~itti AO A1 0 

VCH103013 


82% 


A/C 00/ 

96.2% 


AA TO/ 

99.7% 


TJAAl AI A/T1 

Ecuiuiyoi 


rjT7T T 1 AOIQC 

Br U 102395 


/I /CO/ 

46% 


AC 00/ 

95.3% 


/CC 00/ 

65.3% 


rnAi ai Q/r i 
ECU101901 


■nnn i A0.OOT 

EEC 10322/ 


81% 


/C 1 CO/ 

61.5% 


AA 1 0/ 

90.1% 


Ttr^r^i ai q/ci 
ii^iJIUiyol 


ECU 102590 


TTO/ 

77% 


r\A /CO/ 

94.6% 


OT CO/ 


ECU101901 


ECU 100239 


010/ 

81% 


1 AAO/ 
100% 


AO TO/ 

93.7% 


rpAi A1 A/Cl 

ECU101901 


■orvv 1 A 1 A/C 1 

ECU101961 


1 AAO/ 

100% 


1 AAO/ 

100% 


1 AAO/ 

100% 


TJAAI A1 O/C 1 

ECU 10.1 961 


T TYVT 1 AO 1 ^O 

LPN103162 


a zro/ 

46% 


OA AO/ 

70.9% 


AC CO/ 

95.5% 


T?/"V"\1 A1 A/C1 

ECU101961 


AT7TJO AA^TO 

SEP200678 


43% 


40.5% 


57.1% 


T30/^1 A1 A /CO 

ECU 101 962 


T?T1 Z""' 1 ATO A A 

EBC107300 


65% 


TC OO/ 

75.3% 


AO Ofl/ 

98.2% 


T3/"V"\ 1 AI A /CO 

ECU 101962 


1 A1 A ^O 

ECU 101 962 


100% 


100% 


1 AAO/ 

100% 


T7/^/^v 1 AI ATT 

ECU101977 


T-»/ r ^/^v i A 1 ATT 

ECU 10 1977 


1 AAO/ 

100% 


1 AAO/ 

100% 


1 rvAo/ 

100% 


ECU1019/7 


OTVI A/1 AAO 

STY 104903 


100% 


ZTO 00/ 

68.8% 


84,6% 


TJOfM A1 ATO 
ECU1019/8 


A "O A 1 AAA^T 

ABA 100967 


000/ 

32% 


TO AO/ 

72.9% 


AA AO/ 

99.0% 


T?/~^/~\ 1 A 1 ATO 

ECU 101978 


BAN 11 0750 


27% 


67.9% 


96.1% 


T2/~i/~\ 1 A1 ATO 

ECU101978 


t*» A XT 1 A A £. 1 £ 

BAN104616 


29% 


72.9% 


98.6% 


T70/*\1 A 1 ATO 

ECU 101978 


T"» pi « -f AOT/1 

BFR 10274 


46% 


AT TO/ 

97.7% 


99.3% 


T~> /^/^v 1 Ai ATO 

ECU 101978 


BPT102118 


35% 


63.5% 


84.3% 


t?AA1 A1 ATO 

ECU101978 


BCE1 11202 


31% 


67,9% 


91.2% 


T?/"^/"\1 AI ATO 

ECU101978 


TOT7TT1 AOA1 O 

BFU102918 


31% 


67.9% 


85.3% 


CAA 1 A1 ATO 

ECU1019/8 


r>X/f A 1AA/1TO 

BMA 100478 


31% 


67.9% 


90.8% 


"C/~ , /^1 A1 ATO 

ECU1019/O 


ATTT1 A1 CAO 

CJU101503 


66% 


1 AAO/ 

100% 


1 AAO/ 

100% 


"CffM A1 ATO 

ECU1019/8 


f~\ A /""M AA/C1 O 

CAC100618 


O AO/ 

30% 


TC /CO/ 

75.6% 


1 AAO/ 

100% l 


ECU1019/5 


r^Tii^M AOOO/1 

CBU 103224 


010/ 
31% 


TO 00/ 

72.2% 


A/C TO/ 

96.7% | 


"C/^fM A1 QTO 

ECU1019/O 


/rrVCI A 1 /I A A 

CDF1 01429 


000/ 
32% 


CT An/ 

67.9% 


AO OO/ i 

92.8% 


ECU1019/8 


CDP101163 


010/ 
31% 


AZ" OO/ 

96.3% 


rkT AO/ 

97.9% 


T?/~*f\ 1 A1 ATO 

ECU101978 


T?nm A1 A AT 

EBC 101407 


95% 


100% 


100% 


IJPA1 A1 QTO 

ECU 101978 


T7/ F ^/X t AI ATO 

ECU101978 


100% 


100% 


1 AAO/ 

100% 


T?/~^r\ 1 A1 ATO 

ECU 101978 


TTTXT1 A A A A O 

HIN 100448 


71% 


100% 


100% 


npAl A1 ATO 

ECU! 01978 


YT"TYKTO /\^^» £» <"» 

KPN3 07753 


93% 


100% 


100% 


T~2f~^/~\ 1 A1 ATO 

ECU101978 


T TVX.T 1 A 1 1 O A 

LPN101189 


53% 


98.3% 


99.0% 


ECO10197R 




JJ /o 


/o 


00. 00/ 


ECO101978 


MCA100763 


34% 


65.6% 


85.3% 


ECO101978 


MAV101032 


32% 


96.3% 


97.9% 


ECO101978 


MBV101983 


31% 


96.3% 


97.9% 


ECO101978 


MLP100814 


29% 


96.3% 


97.2% 
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ECO101978 


MTU202088 


31% 


96.3% 


97.9% 


ECO101978 


NGO101357 


32% 


74.9% 


98.2% 


ECO101978 


NME201627 


32% 


74.9% 


100% 


ECO101978 


PMU101195 


74% 


99.7% 


99.7% 


ECO101978 


PRT1 02221 


87% 


100% 


100% 


ECO101978 


PAE204447 


33% 


72.9% 


98.1% 


ECO101978 


PPU1 11032 


34% 


70.9% 


97.2% 


ECO101978 


PSY104792 


34% 


70.9% 


972% 


ECD101978 


SPA101158 


88% 


100% 


100% 


ECO101978 


STY103477 


95% 


100% 


100% 


ECO101978 


STM103244 


95% 


100% 


100% 


ECO101978 


SAU802679 


32% 


70.9% 


96.6% 


ECO101978 


SEP202153 


31% 


70.6% 


96.1% 


ECO101978 


SMU100230 


33% 


73.6% 


96.7% 


ECO101978 


VCH101113 


68% 


98.3% 


96.7% 


ECO101978 


YPS002977 


87% 


100% 


100% 


ECO101987 j 


ABA103119 


23% 


64.2% 


68.1% 


ECO101987 


BAN110772 


28% 


64.7% 


58.3% 


ECO101987 


BAN1 11921 


29% 


86.9% 


75.5% 


ECO101987 


BFR101373 


56% 


100% 


98.6% ! 


ECO101987 


BPT1 02039 


29% . 


87.1% 


81.4% 


ECO101987 


BCE109316 


29% 


97.2% 


83.9% 


ECO101987 


BFU100399 


29% 


67.5% 


97.2% 


ECO101987 


BFU1 12557 


27% 


94.3% 


86.4% 


ECO101987 


BFU102079 


29% 


87.1% 


78.4% 


ECO101987 


BMA106683 


28% 


88.4% 


79.6% 


ECO101987 


CJU101360 


51% 


100% 


99.7% 


ECO101987 


CDF103450 


30% 


87.1% 


77.4% 


ECO101987 


CDP101551 


30% 


76.3% 


81.8% 


ECO101987 


EBC102062 


88% 


46.6% 


100% 


ECO101987 


EFM202675 


43% 


23.5% 


84.2% 


ECO101987 


EFM201814 


59% 


100% 


98.6% 


ECO101987 


ECO101987 


100% 


100% 


100% | 


ECO101987 


KPN300804 


81% 


100% 


100% 


ECO 101 987 


MCA101063 


21% 


46.4% 


43.1% 


ECO101987 


MAV101246 


29% 


86.9% 


81.4% 


ECO101987 


MBV102120 


27% 


81.2% 


79.1% 


ECO101987 


MTU200321 


28% 


86.9% 


81.0% 


ECO101987 


PMU100776 


59% 


99.7% 


99.2% 


ECO101987 


PRT105811 


75% 


99.7% 


99.5% 


ECO101987 


PAE203557 


28% 


88.4% 


78.2% 


ECO101987 


PPU1 10693 


28% 


92.8% 


85.7% 


ECO101987 


PSY108023 


28% 


86.9% 


76.8% 


ECO101987 


SPA109961 


87% 


100% 


100% [ 


ECO101987 


STY103507 


88% 


100% 


100% 


ECO101987 


SPN400318 


59% 


100% 


100% 


ECO101987 


SPY201684 


54% 


100% 


100% 


ECO101987 


VCH103500 


69% 


100% 


100% 


ECO101987 


YPS000760 


29% 


88.4% 


81.5% 


ECO 101989 


ABA 1056 12 


27% 


29.0% 


31.2% 


ECO101989 


BFU 100696 


49% 


91.4% 


95.6% 


ECO101989 


EBC104763 


92% 


18.6% 


100% 


ECO101989 


EBC107253 


93% 


18.6% 1 100% 


ECO101989 


EBC101291 


100% 


16.9% 1 100% 
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ECO101989 


EBC102182 


96% 


29.6% 


99.0% 


ECO101989 


EBC101203 


93% 


32.2% 


100% 


ECO101989 


EBC104566 


98% 


39.3% 


100% 


ECO101989 


EBC100510 


87% 


46.7% 


100% 


ECQ101989 


EBC103428 


98% 


41.7% 


100% 


ECO101989 


EBC104220 


96% 


45.0% 


100% 


ECO101989 


EBC101223 


99% 


55.6% 


96.4% 


ECO101989 


EBC104973 


92% 


100% 


100% 


ECO101989 


ECO103148 


100% 


100% 


100% 


ECOl 01989 


ECO100251 


100% 


100% 


100% 


ECO101989 


ECO 100542 


100% 


100% 


100% 


ECO101989 


ECO100646 


100% 


100% 


100% 


ECO101989 


ECO101302 


100% 


100% 


100% 


ECO101989 


ECO 103428 


100% 


100% 


100% 


ECO101989 


ECO102150 


100% 


100% 


100% 


ECO 101 989 


ECO102916 


100% 


100% 


100% 


ECO101989 


ECO101989 


100% 


100% 


100% 


ECO101989 


KPN206674 


94% 


26.9% 


98.9% 


JsCO101989 


KPN201650 


96% 


96.2% 


99.7% 


ECO 10 1989 


LPN101936 


20% 


68.3% 


89.6% 


ECO101989 


MBV101126 


23% 


36.7% 


47.1% 


ECO101989 


MTU203341 


23% 


36.7% 


52.1% 


ECO101989 


NGO101896 


26% 


25.1% 


58.4% 


ECO101989 


NGO100681 


26% 


25.1% 


58.4% 


ECO101989 


NGO100569 


26% 


25.1% 


58.4% 


ECO101989 . 


NGO100201 


26% 


25.1% 


58.4% 


ECO101989 


NGO101807 


26% 


25.1% 


58.4% 


ECO101989 


NGO100715 


26% 


25.1% 


58,4% 


ECO101989 


NME200429 


23% 


24.0% 


79.0% 


ECO101989 


NME201600 


26% 


24.0% 


79.0% 


ECO101989 


NME201634 


26% 


25.4% 


78.6% 


ECO101989 


NME201479 


26% 


25.4% 


72.1% 


ECO101989 


NME201478 


27% 


59.8% 


93.8% . 


ECO101989 


NME201635 


28% 


59.8% 


95.1% 


ECO101989 


NME201501 


27% 


62.7% 


94.5% 


ECO101989 


NME201597 


28% 


60.7% 


79.2% 


ECO101989 


NME200676 


27% 


68.9% 


79.7% 


ECO101989 


NME201125 


30% 


60.7% 


76.2% 


ECO101989 


NME200427 


26% 


86.1% 


91.6% 


ECO101989 


NME201028 


27% 


86.1% 


90.7% 


ECO101989 


NME201153 


27% 


86.1% 


90.7% 


ECO101989 


NME201109 


27% 


86.1% 


90.7% 


ECO101989 


NME200210 


28% 


86.1% 


90.7% 


ECO101989 


PPU1 11071 


58% 


92.3% 


95.7% 


ECO101989 


PSY108820 


27% 


32.5% 


87.5% 


ECO 101989 


PSY100971 


36% 


28.1% 


79.8% 


ECO101989 


PSY107786 


55% 


17.2% 


84.1% 


ECOl 01 989 


PSY108012 


56% 


14.8% 


52.1% 


ECO 10 1989 


PSY100713 


50% 


15.4% 


69.3% 
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PSY102628 


55% 
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95.1% 


ECO101989 


PSY105342 


66% 


42.3% 


98.6% 


ECO101989 


PSY102624 


54% 


47.0% 


98.8% 


ECO101989 


PSY108079 


54% 


56.8% 


93.6% 
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ECO101989 


PSY100132 


58% 


61.8% 


Ol TO/ 

93. /To 


ECO101989 


PSY105328 


57% 


65.7% 


a>i CO/ 

94.5% 


ECOl 01989 


PSY108150 


53% 


77.5% 


f\£Z ^0/ 

96.3% 


ECO101989 


PSY108972 


53% 


*7*7 CO/ 

71.5% 


no oo/ 
9o.9% 


ECO101989 


PSY101764 


56% 


79.9% 


at 00/ 


ECO101989 


PSY100142 


58% 


77.5% 


at AO/ 

92.9% 


ECO101989 


PSY 100923 


55% 


88.8% 


97.1% 


ECO101989 


PSY100425 


56% 


89.1% 


nyi no/ 

94.9% ' 


ECO101989 


PSY100530 


56% 


91.7% 


AC 1 o/ 

95.1% 


ECO101989 


PSY106503 


56% 


91.7% 


Of t 0/ 

95.1% 


ECO101989 


PSY1 06678 


57% 


91.4% 


ne to/ 
95.77b 


ECO101989 


PSY107045 


57% 


91.7% 


ac 1 0/ 

95.1% 


ECO101989 


PSY1 03445 


57% 


r\ -| *7 A/ 

91.7% 


gc. 10/ 

95.1% 


ECO101989 


PSY100366 


57% 


91.7% 


ftf 1 0/ 

95.1% 


ECO101989 


PSY106085 


57% 


91.7% 


ac 1 o/ 

95.1% 


ECO101989 


PSY105970 


57% 


91.7% 


Qf 1 o/ 

95.1% 


ECO101989 


PS Yl 03492 


57% 


91.7% 


AC 10/ 

95.1% 


ECOl 01989 


PSY106670 


57% 


91.7% 


OX 1 0/ 


ECO101989 


PSYl 08825 


57% 


f\1 *70/ 

91.7% 


oc. 1 o/ 
95.1% 


ECO101989 


PSY106530 


57% 


a i ^70/ 
91.7% 


OC, 1 0/ 


ECO101989 


PSYl 06607 


57% 


A1 *70/ 

91.7% 


OC 1 0/ 

95.170 


ECO101989 


PSY101541 


57% 


91.7% 


01 AO/ 

91.470 


ECO101989 


PSY100919 


57% 


a i to/ 

91.7% 


OC. 1 0/ 

95.1% 


ECO101989 


PSY108757 


57% 


91.7% 


AC t0/ 

95.170 


ECO101989 


PSY100555 


57% 


a i to/ 

91.7% 


r\c 10/ 

95.1% 


ECO101989 


PSY1070H 


57% 


nn to/ 

91.7% 


AC 1 0/ 

95.17b 


ECO101989 


PSY108510 


57% 


rv 1 to/ 

91.7% 


Af 10/ 

95.1% 


ECO101989 


PSY108390 


57% 


r\ 1 *70/ 

91.7% 


AC 1 A/ 

95.1% 


ECO101989 


PSYl 06920 


57% 


ai io/ 

91.7% 


AC 1 ft/ 

95.1% 


ECO101989 


PSYl 00368 


57% 


A 1 on / 

91.7% 


nr 10/ 

95.1% 


ECO101989 


PSYl 00686 


57% 


91.7% 


f\C 1 o/ 

95.1% 


ECQ101989 


PSY100026 


57% 


91.7% 


ac 1 o/ 

95.1% 


ECO101989 


PSY107134 


57% 


91.7% 


AC 1 O/ I 

95.1% 1 


ECO101989 


PSY107080 


57% 


91.7% 


AC 1 O/ 

95.1% 


ECO101989 


PSY100200 


57% 


91.7% 


AC 1 O/ 

95.1% 


ECO101989 


PSY101963 


57% 


91.7% 


ac 1 o/ 

95.1% 


ECO101989 


PSY108098 


57% 


91.7% 


AC 1 O/ 

95.1% 


ECO101989 


PSYl 0652 1 


. 57% 


a 1 to/ 

91.7% 


AC 1 0/ 

95.1% 


ECO101989 


PSY107158 


57% 


ai on/ 

91.7% 


AC 1 0/ 

95.1% 


ECO101989 


PSY108313 


57% 


ai to/ 

91.7% 


OC 10/ 

95.1% 


ECO101989 


PSY106814 


57% 


A1 TO/ 

91.7% 


AC 1 A/ 

95.1% 


ECO101989 


PSYl 07065 


cm/ 

57% 


ai Tn/ 

91.7% 


AC 1 A/ 

95.1% 


ECO101989 


PSY102698 


57% 


91.7% 


AC 1 O/ 

95.1% 


ECO101989 


PSY108019 


57% 


91.7% 


AC 1 A/ 

95.1% 


ECO 101989 


PSYl 0743 8 


57% 


91.7% 


AC 1 0/ 

95.1% 


ECO101989 


PSY106301 


57% 


91.7% 


AC 1 O/ 

95.1% 


ECO101989 


PSY108294 


con/ 

57% 


At nn/ 

91.7% 


AC 1 0/ 

95.1% 


ECO101989 


SAU302002 


100% 


100% 


1 A AO/ 

100% 


ECO101989 


VCH103198 


82% 


A^ *>n/ 

96.2% 


AA TO/ 

99.7% 


ECO 101989 


VCrllUiUlJ 


oZ/o 


QA" 00/ 

fO.Z/o 


00 7% 

77. / /0 


ECO101994 


BAN104507 


24% 


45.9% 


30.4% 


ECO101994 


BFU1 15854 


23% 


59.5% 


53.9% 


ECO101994 


CJU100398 


25% 


27.1% 


28.2% 
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CDF101229 


25% 
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66.2% 
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ECO101994 


EFA202758 


25% 


OO AO/ 

22.4% 


AC OO/ 
4 J .2/0 


ECO101994 


ECO 101994 


100% 


1 aao/ 


mn% 

X uu /o 


ECO101994 


SAU800598 


22% 


Oft 1 0/ 

29.1% 


DOrr/0 


ECO101995 


ABA100286 


32% 


7 A <o/. 


I7.0 /0 


ECO101995 


BAN 11 2682 


0 ao/ 

39% 


in ao/ 
lu.4/0 


7 R% 
/ .0 /o 


ECO101995 


BAN101794 


39% 


1 a AO/ 


7 R% 
/ .0 /0 


ECO101995 


BAN107558 


50% 


1 A AOA 


7 Q% 

/ .7/0 1 


ECO101995 


BCE 113421 


41% 


ic 00/ 

75.2% 


OA 70/. 
y4.Z /o 


ECO101995 


CJU101358 


60% 


ftO CO/ 

98.6% 


OR 10/. 
y 0. 1 /o 


ECO101995 


CAC100692 


37% 


ao AO/ 

98.9% 


yy.f/o ^ 


ECO101995 , 


CBO103801 


63% 


no ao/ 
98.4% 


ao *:qz 
70.O/0 


ECO101995 


CDP100618 


45% 


AO AO/ 

98.4% 


07 AO/ 
y / .4/o 


ECO101995 


EFA200263 


60% 


AT OO/ 

97.5% 


AC OO/ 

yD.o/o 


ECO101995 ! 


ECO101995 


100% 


1 AAO/ 


mn% 

1 uU /O 


ECO101995 


KPN300283 


40% 


55.3% 


QO /10/ 

oy.47o 


ECO101995 


LPN100642 


48% 


1 1 00/ 
1 1 .l/o 


o««5 /o 


ECO101995 


MAV105101 


44% 


An 00/ 
yy.lvo 


01 1°/ 

y L.i /o 


ECO101995 


MBV105249 


43% 


A A 00/ 

99.2% 


Q/l 70/ 

y4. / /o 


ECO101995 
ECO101995 


MLP100062 


43% 


AA 00/ 

99.2% 


01 ^0/ 
yi.D/o 


MTU203754 


43% 


i\ty '10/ 


y4. /% 


ECO101995 


MGE100139 


31% 


AA 00/ 

99.2% 


0^ no/, 
yj.u/o 


ECO101995 


MPN100557 


31% 


AO AO/ 

9o\9% 


OA 7% 

yo.z/o 


ECO101995 


PSY100373 


39% 


0*7 ftOZ i 

y / .u /o 


on 1% 
y\j, 1 /o 


ECO101995 


SPA103753 


39% 


or 00/ 
y 0.2 70 


07 40/ 

7i-«*T /0 


ECO101995 


STY 101 896 


38% 


OA yfO/ 


OO 40/ 

7V/.*+ /O 


ECO101995 


STM101645 


39% 


A/T OO/ 

90.270 


07 AO/ 

yz.4/0 


ECO101995 


SHA101771 


26% 


/I C CO/ 

45.5% 


^7 ffiA 
J f .0 /o 


ECO101995 . 


SPN400319 


61% 


C3 /10/ 

53.4% 


07 <o/ 
y /.j /o 


ECO101995 


YPS001684 


20% 


ZTvi AO/ 

64.0% 


cq ^oz 


ECO101996 


BAN1 12783 


18% 


f"V/T AO/ 

96.4% 


01 Q0/ 
O 1 .070 


ECO101996 


BAN105601 


19% 


f\ /■ Aft/ 

96.4% 


QO AO/ 
52. U% 


ECO101996 


BFR10318 


21% 


89.2% 


A/1 AO/ 

y4.4% 


ECO101996 


BCE102578 


30% 


96.6% 


07 AO/ 

yz.o/o 


ECO101996 


BFU109796 


25% 


n/T AO/ 

90.4% 


on 10/ 
yu. 1 /o 


ECOl 01996 


BMA102055 


28% - 


1 /CA OO/ 

OU.2% 


OA 90/ 
yo.//o , 


ECO101996 


CAC103498 


28% 


A/C 1 0/ 

9o.l% 


07 fio/ ! 
y/.o/o 


ECO101996 


CBO102105 


18% 


OO AO/ 
05.470 


7A Ro/ 
/ O.O/o 


ECO101996 


EFA103494 


20% 


CMC 1 0/ 

9o.l% 


qa W n 
04. j /o 


ECO101996 


EFM202571 


22% 


65.5% 


AA QO/ 

yu.o /o 


ECO101996 


ECO101996 


100% 


1 AAO/ 

100% 


1 nno/, 


ECO101996 


MCA103135 


26% 


vlA AO/ 

49.4% 


AA 70/ 
40. / /o 


ECO101996 


SAU800132 


22% 


AO OO/ 

90.3% 


RA ^0/ 

0*t. J /0 


ECO101996 


SHA100902 


27% 


11 10/ 


^A A% 
34.4/0 


ECO101996 


SPN401149 


20% 


c\r Aft/ 

9o.4% 


ro A 0 /, 

0V/.4 /o 


ECO 102017 


EBC102686 


90% 


AA AO/ 

99.4% 


08 RO/ 

yo.o/o 


ECO102017 


ECO 10201 7 


100% 


1 AAO/ 

100% 


1 AAO/ 
1UU/0 


ECO102017 


PPU1 10717 


36% 


A/" 10/ 

9o.i% 


RO 7% 

oy. / /0 


ECOl 02017 


SPA101233 


88% 


98.8% 


OQ QO/. 

y 0.0 70 


ECO102017 


STY103559 


90% 


98.8% 


AO QO/ 


T2/~*r\ 1 AOAtO 


UAJN 1U01o4 


<.n% 


1 1 ffi/ft 

l«J.\J/0 


16.4% 


ECO102018 


BAN101034 


43% 


33.0% 


40.6% 


ECO102018 


BAN113598 


32% 


56.3% 


54.7% 


ECO102018 


BCE1 15140 


40% 


38.0% 


24.7% 


ECO102018 


BFU1 11005 


35% 


33.0% 


25.6% 
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ECO102018 


BFU102835 


34% 


33.j% 


1A 10/ 

30.3% 


ECO102018 


BMA100943 


24% 


HtL 10/ 

76.7% 


OA gZO/ 

39.0% 


ECO1Q2018 


CJU101054 


33% 


40.9% 


n 00/ 

37.2% 


ECO102018 


CBO100253 


34% 


<JC QO/ 

35.o% 


1 lU/o 


ECO102018 


CDF102522 


39% 


A A 00/ 

44.0% 


AC OO/ 

4o.Z% 


ECO 1020 18 


CDF100756 


39% 


AO/ 

36.9% 


10 00/ 


ECO102018 


EBC 102685 


91% 


no /ro/ 

98.0% 


1 AAO/ 


ECO 10201 8 


EFA101670 


35% 


A1 A ft/ 


c/i 10/ 

54.3% 


ECO102018 


EFA101668 


26% 


73.1% 


1 O CO/ 

18.5% 


ECO102018 


ECO102018 


100% 


100% 


1 AAO/ 

100% 


ECO102018 


HIN101661 


23% 


87.1% 


OA "50/ 

82.3% 


ECO102018 


KPN206346 


32% 


93.9% 


OA OO/ 

89.3% 


ECO 10201 8 


PSY 104048 


28% 


A C AD/ 

45.2% 


AC AO/ 


ECO102018 


SPA101232 


90% 


99.3% 


QC 00/ 


ECO102018 


STM104358 


27% 


1*5 OO/ 

33.3% 


11 00/ 
31.070 


ECO102018 


SMU100170 


29% 


36.0% 


11 AO/ 
33.470 


ECO102018 


SPN400136 


35% 


/I 1 /TO/ 

41.6% 


1*7 00/ 


ECO 1020 18 


SPY200581 


26% 


A 1 /TO/ 

41.6% 


3o./% 


ECO 102023 


BFR103686 


22% 


C A An/ 

54.0% 


10 CO/ 

38.5% 


ECO102023 


BPT103136 


24% 


27.1% 


/I /I CO/ 

44.5% 


ECO102023 


EBC102773 


70% 


100% 


1 AAO/ 

100% 


ECO 102023 


ECO 102023 


100% 


1 AAfi/ 

100% 


1 AAO/ 

100% 


ECO 102023 


HIN100127 


19% 


*5 1 ^TO/ 

31.6% 


4!>.3yo 


ECO 102023 


KPN305530 


62% 


1 AAO/ 
100% 


1 AAO/ 
1UU70 


ECO102023 


LPN 102648 


16% 


oo CO/ 

28.5% 


11 <0/ 


ECO102023 


MAV101053 


25% 


1 A OD/ 

19.3% 


IO *70/ 

38.7% 


ECO 102023 


■V T/^l i — V -t f\f\ Af\ A 

NGOl 02494 


18% 


or to/ 

36.1% 


1A0/ 

ly/o 


ECQ102023 


NME201800 


21% 


36.1% 


OO AO/ 

28.0% 


ECO102023 


PMU1 00950 


19% 


30.5% 


vlA yiTO/ 

42.6% 


ECO102023 


PRT101807 


35% 


100% 


1 AAO/ 

100% 


ECO102023 


PAE205141 


18% 


17.7% 


27.6% 


ECO102023 


PPU100174 


21% 


16.7% 


A vf CO/ 

24.5% 


ECO102023 


PSY107421 


29% 


84.1% 


O vl /TO/ 

84.6% 


ECO 102023 


SPA1 00423 


63% 


*rc ao/ 

75.0% 


1 AAO/ 
100% 


ECO102023 


STY103566 


75% 


100% 


1 AAO/ 
1UU% 


ECO 102023 


VCH101020 


22% 


99.7% 


AO vfO/ 

99.4% 


ECO102023 


YPS002349 


46% 


100% 


1 AAO/ 
1UU% 


ECO 102033 


BAN106562 


18% 


82.8% 


AiT *70/ 

96.7% 


ECO102033 


BPT102716 


50% 


85.8% 


f\A AO/ 

94.0% 


ECO 102033 


BCE108874 


44% 


82.5% 


O /I AO/ 

84.9% 


ECO 102033 


BFU 100768 


44% 


81.5% 


OA AO/ 

82.9% 


ECO102033 


CDF1 00611 


23% 


67.9% 


oc 00/ 
85.8% 


ECO102033 


EBC100477 


78% 


76.9% 


1 AAO/ 

luuyo 


ECO102033 


EFA202080 


21% 


cn 10/ 

59.1% 


/TO 00/ 

00.0% 


ECO 102033 


ECO 102033 


100% 


1 AAO/ 
100% 


1 AAO/ 


ECO102033 


HIN 100874 


26% 


62.3% 


T/l 00/ 

/4.yyo 


ECO 10203 3 


HPY100954 


21% 


CO 00/ 

58.2% 


ni ao/ 
71.0% 


ECO102033 


KPN307304 


79% 


O^ AO/ 

86.9% 


lOUyo 


ECO 102033 . 


LPN100326 


30% 


69.8% 


Q£. 1 0/ 
86.1% 


ECO102033 


PMU101134 


ZO/o 


/Z.O/o 


07 GO/ 
O / .!//0 


ECO102033 


PRT103182 


57% 


87.5% 


98.1% 


ECO102033 


PAE202526 


43% 


86.6% 


94.1% 


ECO102033 PPU101036 


50% 


78.7% 


" 93.1% 


ECO102033 PSY102464 


54% 
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89.3% 
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ECO102033 


SPA100386 


78% 


98.5% 


100% 


ECO102033 


STY104172 


83% 


89.4% 


100% 


ECO102033 


STM103909 


82% 


89.4% 


100% 


ECO 102033 


SAU800197 


20% 


38.4% 


43.8% 


ECO102033 


SEP201308 


21% 


69.6% 


87.9% 


ECO 102033 


SMU100791 


25% 


44.0% 


49.2% 


ECO102033 


SPN400693 


21% 


71.8% 


88.5% 


ECO102033 


VCH100897 


27% J 


72.6% 


89.2% 


ECO102033 


YPS003133 


64% 


87.3% 


91.2% 


ECO102035 


ABA100532 


30% 


98.7% 


98.8% 


ECO102035 


BAN104054 


21% 


39.2% 


92.3% 


ECO102035 


BAN1 13400 


23% 


92.4% 


93.5% 1 


ECOl 02035 


BANU1342 


24% 


98.8% 


98.3% 


ECO102035 


BAN109301 


26% 


47.2% 


98.6% 


ECO102035 


BPT102713 


60% 


98.9% 


98.5% 


ECO 102035 


BFU1 14052 


49% 


31.6% 


84.8% 


ECO102035 


BFU103150 


41% 


62.5% 


97.5% 


ECO102035 


BFU100826 


52% 


99.1% 


99.0% 




BMA1Q7H34 




99.1% 


34.6% 


ECO102035 


CDF100351 


26% 


20.6% 


99.5% 


ECOl 02035 


CDF103505 


27% 


98.6% 


96.6% 


ECO102035 


CDP100571 


24% 


25.2% 


29.9% 


ECO102035 


EBC101451 


90% 


97.5% 


49.3% 


ECO102035 


ECO102035 


100% 


100% 


100% 


ECO102035 


HPY100600 


29% 


97.4% 


97.5% 


ECO102035 


KPN300214 


93% 


9.4% 


95.0% , 


ECOl 02035 


KPN304474 


91% 


100% 


100% 


ECO102035 


LMO101639 


21% 


22.5% 


23.7% 


ECO102035 


MAV103710 


25% 


18.8% 


19.9% J 


ECO102035 


PRT102326 


72% 


99.3% 


99.1% 


ECO 102035 


PAE202524 


63% 


48.2% 


98.3% 


ECO102035 


PPU101032 


55% 


98.6% 


98.1% 


ECO102035 


PSY101154 


55% 


99.2% 


98.6% 


ECO102035 


SPA104062 


86% 


98.3% 


100% 


ECO102035 


STY104175 


91% 


100% 


99.9% 


ECO102035 


STM103911 


91% 


100% 


99.9% 


ECO 102035 


SHA100824 


25% 


98.0% 


93.8% 


ECO102035 


SPY201593 


25% 


16.2% 


30.0% ! 


ECO102035 


YPS003145 


80% 


99.4% 


99.5% 


ECO 102040 


ABA105133 


66% 


96.7% 


97.1% 


ECO 102040 


BAN113695 


28% 


85.7% 


86.7% 


ECO 102040 


BAN1 10083 


31% 


95.4% 


93.7% 


ECO102040 


CJU100651 


33% 


89.2% 


87.1% 


ECO102040 


CAC103116 


36% 


92.1% 


93.6% 


ECO102040 


CAC103516 


38% 


92.1% 


93.8% 


ECO 102040 


CBO101395 


37% 


92.1% 


92.9% 


ECO102040 


CDF101858 


38% 


96.0% 


96.6% 


ECO102040 


EBC101308 


88% 


52.8% 


100% 


ECO 102040 


EFA200766 


34% 


94.3% 


94.7% 


ECO 102040 


EFM201535 


34% 


94.9% 


95.9% 


ECO102040 


ECO102040 


100% 


100% 


100% 


ECO102040 


HIN100399 


79% 


99.3% 


98.7% 


ECO 102040 


HPY100166 


36% 


87.2% 


84.6% 


ECO102040 


KPN300O20 


88% 


22.1% 


99.0% 
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ECO102040 


KPN300423 


98% 


20.8% 


89.5% 


ECO102040 


KPN304482 


95% 


99.8% 


99.8% 


ECO102040 


LMO102686 


33% 


95.6% 


97.1% 


ECO102040 


MCA100567 


64% 


94.5% 


98.9% 


ECO102040 


NGO100452 


58% 


95.4% 


97.8% 


ECO102G40 


NME201774 


60% 


95.4% 


97.8% 


ECO102040 


PMU100233 


78% 


99.8% 


99.3% 


ECO102040 


PRT102329 


83% 


99.6% 


98.3% 


ECO102040 


PAE205435 


74% 


99.6% 


95.5% 


ECO102040 


PPU1 11450 


72% 


96.9% 


97.1% 


ECO102040 


SPA104056 


94% 


94.0% 


100% 


ECO102040 


STY104182 


96% 


100% 


100% 


ECO102040 


STM103916 


96% 


100% 


100% 


ECO102040 


SAU801612 


33% 


87.2% 


85.3% 


ECO102040 


SEP201130 


33% 


87.2% 


85.3% 


ECO102040 


SHA101196 


31% 


86.8% 


84.8% 


ECO102040 


SMU100046 


32% 


94.9% 


92.3% 


ECO102040 


SPN401281 


22% 


54.5% 


88.4% 


ECO102040 


SPN401283 


32% 


94.9% 


91.0% 


ECO102040 


SPY200427 


33% 


94.9% 


92.3% 


ECO102040 


VCH100704 


78% 


99.8% 


98.7% 


ECO102040 


YPS003165 


83% 


99.8% 


97.4% 


ECO102041 


BCE1 14538 


40% 


51.4% 


45.1% 


ECQ102041 


EBC100818 


72% 


100% 


100% 


ECO102041 


ECO102041 


100% 


100% 


100% 


ECO102041 


KPN300790 


58% 


93.1% 


100% 


ECO102041 


SPA102924 


56% 


93.1% 


100% 


ECO102041 


STY102620 


54% 


86.1% 


86.1% 


ECO102041 


STY102604 


55% 


93.1% 


93.1% 


ECO102041 


STY103062 


56% 


93.1% 


93.1% 


ECO102041 


YPS002733 


53% 


72.2% 


64.2% 


ECO102051 


CAC101149 


25% 


85.8% 


82.8% 


ECO102051 


CDF103902 


45% 


90.2% 


96.2% 


ECO102051 


EFA200471 


27% 


85.8% 


83.3% 


ECO102051 


EFM202569 


31% 


96.0% 


94.9% 


ECO102051 


ECO102051 


100% 


100% 


100% 


ECO 102051 


KPN302059 


87% 


88.7% 


97.8% 


ECO102051 


LMO102456 


41% 


91.4% 


48.0% 


ECO 102051 


SPA 103907 


87% 


74.5% 


94.4% 


ECO102051 


STY 100949 


85% 


98.9% 


97.6% 


ECO102051 


STM101688 


85% 


98.9% 


97.6% 


ECO102051 


SAU800247 


44% 


91.4% 


98.6% 


ECO102056 


BFR10950 


64% 


95.5% 


97.8% 


ECO 102056 


CPN200470 


62% 


93.6% 


100% 


ECO102056 


CTR200480 


62% 


93.6% 


100% 


ECO102056 


EBC101305 


96% 


51.3% 


100% 


ECO102056 


ECO102056 


100% 


100% 


100% 


ECO102056 


KPN300375 


94% 


29.7% 


100% 


ECO102056 


KPN300279 


80% 


54.0% 


100% 


ECO102056 


KPN305930 


95% 


93.6% 


100% 


ECO102056 


PRT102331 


88% 


93.6% 


100% 


ECO102056 


SPA100768 


93% 


99.2% 


99.2% 


ECO102056 


STY104185 


96% 


93.6% 


100% 


ECO102057 


EBC100332 


90% 


65.2% 


100% 
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EFM103335 


21% 


66.8% 


84.8% 


prr^i aoa^o 


ECO 102057 


100% 


100% 


100% 


pfvn aoa<;o 


KPN300480 


37% 


24.7% 


77.1% 


TJffM AOA-CO 


KPN304405 


37% 


94.4% 


100% 


ppr\i aoaco 
-ECU 1 02U3 / 


PRT104586 


34% 


94.6% 


94.7% 


ECU 1 020 j / 


SPA101211 


89% 


43.5% 


100% 


ECO 1 02057 


STY1041 86 


94% 


100% 


100% 


ECU 102057 


STM103926 


94% 


100% 


100% 


TJl'YM AOA/CA 

ECU 102060 


BPT100571 


27% 


89.9% 


75.3% 


PfYM AOA^A 

ISCUIOZUOU 


BCEH4915 


32% 


91.9% 


93.4% 


ppAl AOA£A 


T>T7T T1 AOT1 1 

Br U 1027 11 


33% 


92.7% 


94.3% 


AO AAA 


t)\/f A 1 A^AA1 

BMA106091 


31% 


91.9% 


91.9% 


PfTM AOA/CA 

ECU102UoO 


EBC 100259 


85% 


79.4% 


100% 


rj*^/^ 1 AO A/CA 

ECUlUzOoO 


ECO 1 02060 


100% 


100% 


100% 


AO AAA 


T X A r\ 1 AO A /I A 

LMU 102040 


29% 


87.9% 


90.6% 


P/^fM AOA/CA 

ECU 102060 


PAE203754 


30% 


99.6% 


98.8% 


ECU 102060 


SPA101208 


92% 


100% 


100% 


r?/^/^ 1 AOA<CA 

ECUlOzOoO 


STY104189 


92% 


100% 


100% 


T70rM AOA^A 


YPS002288 


28% 


90.7% 


84.9% 


Dpfil AOA^l 


AHA 1 AC A AC\ 

ABA 105449 


35% 


74.5% 


81.0% . 




T> A Xn AAOO/1 

oAiNlUO /24 


32% 


64.4% 


100% 


FP01 (V?flfi1 


UrKlOJ /64 


40% . 


85.5% 


85.3% 


Hv> l~J 1 UZUO 1 


O A A1 A/1 C 

CAC 101945 


25% 


70.9% 


52.4% 


tjrni AOA^I 
JlL/LJIUZlrOl 


A 1 AO O O O 

CAC 102333 


27% 


68% 


55.1% 


tjpni AOA£l 


CAC103064 


27% 


68% 


55.2% 


ECU102U61 


CAC100916 


27% 


75.6% 


57.3% 


"D/^/^l AOAiCI 

ECU102061 


CDP101400 


36% 


78.2% 


58.1% 


P/" 1 /"^! AOA/C1 

ECU 102061 


T5T? A ^\/\-t «r»/% 

EFA201783 


27% 


69.5% 


59.4% 


T7/^r\1 AO A^C 1 

ECU 1 02061 


ECO 102061 


100% 


100% 


100% 


P/^OI AOA/C1 

ECUlOzOol 


MAV105422 


23% 


62.9% 


39.5% 


r?or\i aoa<i 


PSY 107807 


29% 


66,9% 


95.2% 


P/"VM AOA<1 

iiUUlUZUol 


SEP201350 


21% 


68.7% 


68.0% 


T?/~ , ir\1 AOA/C1 

cUUlU20ol 


C1TT A 1 r\s*\i*\ 1 

. SHA102214 


21% 


68.7% | 


72.0% 


T?o/"*\ 1 AOA/C1 

ECU 102061 


SMU101599 


24% 


58.9% 


77.5% 


r?i*^/"\ 1 AO A/C C 

ECU 102065 


BAN 105349 


45% 


11.3% 


39.1% 


ECO 102065 


BPT100515 


25% 


92.0% 


72.4% 


ECO 102065 


BBU100615 


33% 


22.6% 


16.2% 


ECO 102065 


BFUH0329 


38% 


17.9% 


15.1% | 


"D/^'/'M AO A<C 

tiUUlOzUOj 


A y^l 1 A*>fl ■( A 

CAC 103749 


38% 


12.4% 


22.9% 


AOA/S*T 


CBO102313 


46% 


16.4% 


11.0% 


ppAl AOA^C 


CDP1 01428 


29% 


42.0% 


32.3% 


PPA1 AOA/CC 


T3Ti/*^1 A1 1 jIA 

EBC101349 


63% 


99.6% 


99.6% 


P/Tll AOA£<: 


ECO 102065 


100% 


100% 


100% 


PO/'M AOA£C 


HPY1014H 


41% 


11.7% 


41.7% 


TJ/^/^l AOA^C 

ECU 102065 


HPY101406 


47% 


14.6% 


53.3% 


T?pr\ 1 AO ArfCC 


KPN302399 


60% 


99.3% 


100% 


PfVM AOA£C 


LPN 100694 


26% 


37.6% 


40.4% 


POO 1 AO A£C 

JiCUlUzuo5 


MA VI 06643 


38% 


21.2% 


44.1% 


P/~*/Sl AOA£c 
HUU 1 VZVOj 


MTU4H238 


33% 


14.2% 


10.3% 


ECO 102065 


MGE100151 


48% 

•to /o 


Q Qo/. 


1 A "30/ 


ECO102065 


PPU1 10820 


60% 


7.3% 


20.7% 


ECO102065 


PSY108075 


60% 


99.3% 


99.3% 


ECO102065 


SPA103445 


75% 


55.5% 


90.5% 


ECO102065 


STM100110 


77% 


100% 


100% 
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ECO102065 


TPA100552 


25% 


77.4% 


59.9% 


ECO102065 


YPS003304 


22% 


t-t c AO/ 

75.9% 


co an/ 

58.8% 


ECO102066 


ABA104340 


37% 


26.2% 


35.4% 


ECO102066 


BCE100985 


27% 


34.3% 


47.2% 


ECO102066 


BFU1 11670 


34% 


28.5% 


37.4% 


ECO102066 


BMA108444 


33% 


31.4% 


42.9% 


ECO102066 


EBC101816 


63% 


65.1% 


100% 


ECO102066 


ECO102066 


100% 


100% 


100% 


ECO102066 


KPN304485 


66% 


61.6% 


94.3% 


ECO102066 


PPU1 10423 


30% 


55.2% 


88.5% 


ECOl 02066 


PSY105412 


28% 


54.7% 


86.6% 1 


ECO102066 


SPA103081 


78% 


66.3% 


99.1% 


ECO102066 


STY104192 


80% 


64.0% 


100% 


ECO102066 


STM103938 


80% 


64.0% 


100% 


ECO102075 


ECO 102077 


35% 


98.9% 


58.8% 


ECO102075 


ECO102075 


100% 


100% 


100% 


ECO102087 


BAN109609 


38% 


68.3% 


32.8% 


ECO102087 


BAN103939 


42% 


72.4% 


34.6% 


ECO102087 


BCE1 13462 


50% 


88.5% 


84.3% 


ECO102087 


BFU103320 


40% 


78.6% 


89.4% 


ECO 102087 


BMA101918 


48% 


88.5% 


77.9% 


ECO102087 


CDP101960 


25% 


82.3% 


88.4% 


ECO102087 


EBC101969 


79% 


100% 


99.2% 


ECO102087 


EFA20U97 


37% 


76.1% 


36.2% 


ECO102087 


EFM100592 


41% 


79.8% 


77.6% 


ECO 102087 


ECO 102087 


100% 


100% 


100% 


ECO102087 


KPN300432 


73% 


54.7% 


89.3% 


ECO 102087 


KPN308952 


75% 


99.2% 


98.4% 


ECO102087 


MAV103177 


31% 


78.6% 


72.7% 


ECO 102087 


PAE203887 


41% 


78.6% 


88.2% 


ECO102087 


PPU103928 


43% 


78.6% 


89.4% 


ECO102087 


PSY104886 


42% 


78.6% 


89.4% | 


ECO102087 


SPA101283 


85% 


100% 


100% 


ECO102087 


STY104213 


85% 


100% 


100% 


ECO102087 


SAU800723 


42% 


77.8% 


36.9% 


ECO102087 


SEP200779 


42% 


75.7% 


35.7% 


ECO 102087 


SHA101684 


42% 


77.8% 


52.2% 


ECO102087 


S3VtU100859 


36% 


77.0% 


36.6% 


ECO102087 


SPN401675 


36% 


76.1% 


36.2% 


ECO102087 


SPY200861 


37% 


79.8% 


37.5% 


ECO102087 


YPS000242 


62% 


97.5% 


85.3% 


ECO102091 


BFR12227 


47% 


95.4% 


99.5% 


ECO102091 


BFR100173 


47% 


95.9% 


96.7% 


ECO 102091 


BCE106341 


29% 


92.2% 


96.0% 


ECO102091 


BCE1 14157 


28% 


94.8% 


93.2% 


ECO102091 


BMA104139 


32% 


35.6% 


71.2% 


ECO102091 


CAC101425 


27% 


74.2% 


87.2% 


ECO102091 


EBC100545 


93% 


75.0% 


100% 


ECO102091 


EFA200665 


38% 


94.0% 


97.9% 


T?/^/~\ 1 A^ AA 1 

ECO 102091 


ECO 102091 


1 AAO/ 
100% 


lUUyo 


moo/, 


ECO102091 


KPN308152 


91% 


100% 


100% 


ECO102091 


LMO100590 


40% 


95.0% 


98.8% 


ECO102091 


MAV102142 


27% 


83.8% 


86.2% 


ECO102091 


MBV102634 


28% 


83.8% 


88.0% 
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ECO102091 


MTU200185 


28% 


83.8% 


88.0% 


ECO102091 


PAE201725 


62% 


100% 


100% 


ECD102091 


PPU103399 


60% 


99.2% 


99.9% 


ECO102091 


PSY103958 


60% 


100% 


100% 


ECO102091 


SPA101478 


92% 


53.6% 


99.8% 


ECO102091 


STY104221 


92% 


100% 


100% 


ECO102091 


YPS001925 


37% 


95.4% 


97.4% 


ECO102096 


CAC100302 


38% 


96.4% 


98.0% 


ECO102096 


EBC102712 


82% 


67.6% 


99.4% 


ECO102096 


EFA200448 


32% 


96.0% 


93.8% 


ECO102096 


EFM201601 


32% 


96.0% 


93.9% 


ECO 102096 


ECO102096 


100% 


100% 


100% 


ECO102096 


LPN101451 


31% 


96.0% 


97.7% 


ECO102096 


PRT104799 


35% 


96.0% 


92.5% 


ECO102096 


PSY105439 


34% 


98.0% 


95.9% 


ECO102096 


SPA101528 


78% 


99.2% 


100% 


ECO102096 


STY104231 


80% 


99.2% 


99.2% 


ECO102104 


ECO102104 


100% 


100% 


100% 


ECO102104 


SPA103486 


56% 


100% 


100% 


ECO 102 104 


STY104257 


59% 


100% 


97.5% 


ECO102104 


STM104010 


59% 


100% 


97.5% 


ECO102113 


BPT102072 


52% 


99.3% 


98.6% 


ECO102113 


BCE108135 


37% 


15.5% 


19.4% 


ECO102113 


BCE103599 


51% 


99.3% 


99.3% 


ECO102113 


BFU100632 


53% 


99.6% 


98.6% 


ECO102113 


EBC101993 


82% 


99.3% 


99.3% 


ECO102113 


ECO102113 


100% 


100% 


100% 


ECO102113 


KPN302658 


82% 


99.3% 


99.3% 


ECO102113 


MCA100219 


55% 


99.3% 


99.3% 


ECO102U3 


MAV104224 


25% 


69.1% 


66.3% 


ECO102113 


MBV105322 


30% 


37.8% 


32.0% 


ECO102113 


MLP101567 


29% 


30.2% 


26.7% 


ECO102113 


MTU200768 


30% 


37.8% 


31.1% I 


ECO102113 


PAE203626 


63% 


99.3% 


97.9% 


ECO102113 


PPU112106 


62% 


95.7% 


94.7% 


ECO102113 


PSY1 00252 


60% 


91.0% 


98.8% 


ECO1021I3 


SPA102638 


85% 


99.3% 


100% 


ECO102113 


STY104279 


87% 


99.3% 


96.8% 


ECO102113 


STM104028 


86% 


86.7% 


98.4% 


ECO102113 


SMU101450 


57% 


99.3% 


97.9% 


ECO102113 


YPS002263 


73% 


99.3% 


97.9% 


ECO102129 


BFU103431 


27% 


96.7% 


89.5% 


ECO 102129 


EBC101476 


87% 


45.0% 


100% 


ECO102129 


ECO102129 


100% 


100% 


100% 


ECO102129 


KPN300529 


77% 


41.5% 


100% 


ECO 102129 


KPN301280 


81% 


100% 


100% 


ECO102129 


MCA100396 


21% 


37.2% 


38.2% 


ECO102129 


PSY105004 


22% 


90.3% 


93.6% 


ECO 102129 


SPA101502 


89% 


97.5% 


97.9% 


ECO 102 129 


STY104305 


90% 


100% 


100% 


ECO102129 


STM104054 


90% 


100% 


100% 


ECO102129 


SAU800673 


26% 


94.9% 


94.1% 


ECO102129 


SEP200718 


25% 


94.9% 


94.5% 


ECO102129 


SPN401865 


29% 


31.8% 


20% 
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ECO102129 


SPY102942 


31% 


19.3% 


12.8% 


ECO102136 


ABA100843 


34% 


91.1% 


98.4% 


ECO102136 


BCE108968 


37% 


93.6% 


93.3% 


ECO102136 


BFU100533 


36% 


96.0% 


91.1% 


ECO102136 


B3V[A105246 


36% 


45.4% 


89.2% 


ECO102136 


EBC102152 


77% 


98.7% 


99.5% 


ECO102136 


ECO102136 


100% 


100% 


100% 


ECO102136 


HPY101235 


38% 


96.9% 


98.8% 


ECO102136 


KPN305265 


76% 


98.7% 


99.5% 


ECO102136 


PAE202056 


40% 


95.2% 


96.3% 


ECO102136 


PAE201809 


42% 


93.7% 


92.4% 


ECO102136 


PPU101200 


43% 


91.4% 


89.7% 


ECO102136 


PSY103874 


40% 


94.4% 


93.2% 


ECO102136 


SPA102470 


87% 


95.7% 


100% 


ECO102136 


STY104319 


86% 


99.2% 


100% 


ECO102136 


STM100148 


86% 


99.2% 


100% 
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94.8% 


ECO102136 


YPS000357 


68% 
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99.5% 
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97.5% 
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95.5% 


ECO102141 


Bf>T102363 


33% 


96.5% 


96.5% I 


ECO102141 


BCE105915 
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ECO102141 


100% 


100% 


100% 


ECO102141 


HIN101214 
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100% 
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ECO102144 
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ECO102144 


CDP100213 
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ECO102144 
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100% 


100% 
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23% 
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45.3% 
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ECO102144 


100% 


100% 


100% 


ECO102144 
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40.9% 
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NME201008 
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100% 
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100% 
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100% 
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100% 
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ECO102192 



100% 



100% 



ECO102192 



HIN101624 



ECO102192 



HPY100672 



ECO102192 



KPN309027 



ECO102192 



LPN101523 



83% 



100% 



26% 



98.7% 



93% 



100% 



28% 



97.9% 



100% 



96.8% 



99.9% 



100% 
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100% 
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ECO102192 



PAE201155 



80% 



85% 



29% 



100% 



100% 
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PSY104529 



27% 



85.9% 
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96% 
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ECO102192 



VCH101237 



80% 



100% 
100% 



100% 



100% 



100% 
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92.4% 
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KPN302355 


97% 


100% 


100% 
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LPN102663 


24% 
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ECO102193 


LMO101175 


25% 


92.3% 


91.7% 


ECO102193 


MCA101601 


70% 


100% 


100% 
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NGO100274 


82% 


100% 


98.2% 
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NME201364 


81% 


100% 


100% 
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PMU100719 


84% 


100% 


100% 


ECO102193 


PRT105222 


88% 


100% 


100% 


ECO102193 


PAE201154 
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25% 


76.9% 
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PSY104507 
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65.3% 
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93% 


57.7% 
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98% 


100% 
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98% 
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81% 


100% 


96.9% 
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YPS000265 


88% 


100% 


100% 
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26% 
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26% 


98.2% 
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EBC100985 


84% 


99.2% 


100% 
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ECO102201 


100% 


100% 


100% 
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HIN100664 


58% 


99.2% 
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ECO102201 


HPY10O658 


23% 


99.7% 


98.2% 


ECO102201 


KPN302356 


81% 


99.7% 


99.7% 
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MBV102204 


20% 
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20% 


87.9% 
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59% 


99.2% 


93.7% 


ECO102201 


PRT102600 


71% 


99.7% 


99.5% 


ECO102201 


SPA103570 


87% 


99.0% 


100% 


ECO102201 


STY100540 


94% 


99.7% 


99.7% 


ECO102201 


STM100259 


94% 


99.7% 


99.7% 


ECO102201 


VCH103469 


59% 


99.2% 


95.9% 


ECO102201 


YPS001321 


72% 


99.5% 
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ECO102210 


100% 


100% 


100% 
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PPU107669 


36% 


59% 


50.9% 


ECO102210 


PSY104950 


33% 


54% 


60.2% 


ECO102210 


PSY106018 


34% 


56.5% 


48.7% 


ECO102210 


SPA103571 


67% 


99% 


99.0% 


ECO102210 


STY100562 


67% 


99% 


99.0% 


ECO102210 


SMU101847 


28% 


36.5% 


40.3% 


ECO102213 


BCE1 12594 


47% 


97.7% 


98.9% 


ECO.102213 


BFU101145 


58% 


42.7% 


76.8% 


ECO102213 


BMA102261 


45% 


98.2% 


100% 


ECO102213 


EBC107404 


77% 


100% 


100% 


ECO102213 


ECO102213 


100% 


100% 


100% 


ECO102213 


KPN300107 


55% 


13.9% 


86.0% 


ECO102213 


KPN304792 


77% 


99.5% 


99.4% 


ECO102213 


PRT100983 


68% 


98.6% 


98.6% 


ECO102213 


PAE203552 


69% 


98.3% 


97.9% 


ECO 1022 13 


SPA103579 


86% 


50.9% 


98.8% 
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STY100570 


79% 


100% 


100% 
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STM100287 
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100% 
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ECO102216 


CBO102059 
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50.9% 


93.2% 


ECO102216 


EBC104300 


50% 


56.8% 


97.7% 
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ECO102216 


100% 


100% 


100% 


ECO102216 


KPN304764 
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56.8% 


100% 


ECO102216 


PRT101259 


38% 


53.2% 


90.2% 


ECO102216 


PAE203556 


36% 


53.2% 


83.2% 


ECO102216 


SPA100716 


56% 


97.3% 


100% 


ECO102216 


STY100576 


68% 


55.0% 


97.6% 


ECO102216 


STM100295 


68% 


55.0% 


97.6% 


ECO102216 


SMU100452 


30% 


41.4% 


44.9% 


ECO102216 


YPS003015 


33% 


55.9% 


96.9% 
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ECO102227 


100% 


100% 


100% 
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SPA103572 


28% 
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STY100542 


28% 


83.6% 


97.2% 


ECO102227 


STM100261 


29% 


83.6% 


97.2% 


ECO102229 


BFR104644 


31% 


32.6% 


34.1% 


ECO102229 


BCE105027 


36% 


27.7% 


29.8% 


ECO102229 


BMA104789 


29% 


43.4% 


32.8% 


ECOl 02229 


ECO102229 


100% 


100% 


100% 


ECO102229 


LPN102350 


25% 


83.4% 


62.5% 


ECO102229 


LPN102353 


26% 


62.5% 


68.9% 


ECO102229 


VCH103533 


31% 


38.8% 


25.1% 


ECO102233 


BPT103695 


32% 


20.5% 


26.9% 


ECO102233 


ECO102233 


100% 


100% 


100% 


ECO102233 


STY103757 


27% 


43.8% 


18.7% 


ECOl 02253 


EBC103027 


89% 


100% 


100% 


ECO102253 


ECO102253 


100% 


100% 


100% 


ECO102253 


HIN101178 


44% 


93.4% 


98.6% 


ECO102253 


KPN300467 


95% 


45.0% 


100% 


ECO102253 


KPN301394 


89% 


100% 


100% 


ECO102253 


PMU100703 


47% 


93.4% 


98.6% 


ECO102253 


PRT104902 


65% 


100% 


100% 


ECO102253 


SPA102050 


95% 


82.8% 


100% 


ECO102253 


STY100981 


94% 


100% 


100% 


ECO102253 


VCH101080 


44% 


95.4% 


96.1% 


ECO102253 


YPS000483 


70% 


100% 


100% 


ECO102255 


ABA104878 


49% 


99.3% 


99.0% 


ECO102255 


BAN106141 


33% 


43.8% 


99.7% 


ECO102255 


BAN102570 


46% 


43.8% 


96.9% 


ECO102255 


BFR101415 


47% 


42.9% 


93.2% 


ECO102255 


CJU100638 


48% 


45.4% 


64.9% 


ECO102255 


CAC102832 


45% 


43.8% 


96.4% 


ECO102255 


CDF100616 


23% 


44.1% 


97.3% 


ECO102255 


CDF100432 


25% 


43.0% 


94.1% 


ECO102255 


CDP101294 


42% 


59.5% 


91.4% 


ECO102255 


EBC1 04962 


90% 


100% 


100% 


ECO102255 


EFA202248 


44% 


42.7% 


93.9% 


ECO102255 


EFM200028 


39% 


26.9% 


93.7% 


ECO 102255 


ECO102255 


100% 


100% 


100% 


ECO102255 


HIN101176 


69% 


99.7% 


100% 


ECO102255 


HPY200837 


49% 


31.8% 


8.5% 


ECO102255 


KPN305976 


96% 


99.3% 


99.9% 


ECO102255 


LMO100950 


47% 


43.1% 


94.8% 


ECO102255 
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1.4% 
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ECO102255 


MTU200407 
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AA OO/ 

99.3% 
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MPN100413 
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0*7 co/ 
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ECO102255 


NME200777 . 
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1 1 00/ 
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ECO102255 
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100% 


ECO102255 
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STY 100983 
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ECO102255 


STM 100723 
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ECO102255 


SAU800588 
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QA 00/ 
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1 AAO/ 


ECO102259 


BPT100934 


51% 
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OC CO/ 

85.5% 


ECO 102259 


BCE105657 


29% 


67.8% 


qi /1 0/ 

71.4% 


ECO102259 


BFU101725 


25% 


86.9% 


OO AO/ 

83.9% 


ECO 102259 


EBC103024 


70% 


76.6% 


1 AAO/ 

100% 


ECO102259 


ECO 102259 


100% 


100% 


1 AAO/ 

lUUyo 


ECO102259 


KPN302840 


71% 


TA AO/ 

. 79.4% 


1 AAO/ 
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ECO 102259 


PAE204399 


O AO/ 
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QA 10/ 
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26% 
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PSY103869 
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100% 
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STY100992 
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100% 
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ECO102266 


ABA105182 


60% 


98.7% 


AO OO/ 

98.3% 
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BCE1 11438 


62% 


99.6% 
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ECO102266 


BFU1 15309 
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99.6% 


AO AO/ 
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ECO 102266 


BMA105998 


61% 
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99.0% 
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ECO 102266 


EBC 103021 


A1 O/ 

91% 
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100% 
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ECO 102266 
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ECO 102266 
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KPN302806 
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1 AAO/ 
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MCA102171 
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99.6% 
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yj/o 
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PAE202922 
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98.2% 
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PPU106919 
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BMA104068 


55% 
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100% 


100% 
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ECO102267 


KPN302841 


90% 


99.6% 


99.6% 


ECQ102267 


PAE202921 


50% 


97.7% 


96.6% 


ECO102267 


SPA103777 


98% 


100% 


100% 


ECO102267 


STY100998 


97% 


100% 


100% 


ECO102267 


YPS002427 


76% 


99.6% 


98.9% 


ECO102274 


ABA101266 


56% 


88.2% 


89.3% 


ECO102274 


BAN103283 


52% 


85.2% 


88.6% 


ECO102274 


BFR11899 


25% 


61.8% 


34.0% 


ECO 102274 


BFR11219 


26% 


61.2% 


33.5% 


ECO102274 


BFR11611 


29% 


61.8% 


34.2% 


ECO102274 


BPT1 00791 


62% 


91.8% 


96.9% 


ECO102274 


BCE105100 


71% 


43.4% 


97.1% 


ECO102274 


BFU1 14977 


63% 


92.8% 


98.6% 


ECO102274 


BMA103750 


63% 


92.8% 


98.6% 


ECO102274 


CJU100116 


53% 


82.6% 


89.6% 


ECO102274 


CPN200705 


52% 


82.6% 


81.5% 


ECO102274 


CTR200558 


52% 


82.6% 


88.7% 


ECO102274 


CAC103552 


51% 


88.8% 


93.7% 


ECO102274 


CDF101011 


52% 


85.9% 


90.8% 


ECO102274 


CDP100046 


34% 


74.3% 


44.1% 


ECO102274 


EBC101249 


98% 


82.9% 


100% 


ECO102274 


EFA200246 


45% 


85.9% 


89.2% 


ECO102274 


EFM200144 


43% 


86.2% 


89.3% 


ECO102274 


ECO102274 


100% 


100% 


100% 


ECO102274 


HIN1 01232 


75% 


93.1% 


96.3% 


ECO102274 


HPY100934 


49% 


83.6% 


87.9% 


ECO102274 


KPN302817 


97% 


100% 


100% 


ECO102274 


LPN101645 


69% 


67.4% 


93.6% 


ECO102274 


LMO101514 


47% 


90.5% 


92.5% 


ECO102274 


MCA101005 


62% 


60.2% 


97.3% 


ECO102274 


MAV105603 


36% 


82.2% 


48.4% 


ECO 102274 


MBV105423 


39% 


80.6% 


48.3% 


ECO102274 


MLP100443 


27% 


61.2% 


31.5% 


ECO102274 


MTU200895 


39% 


80.6% 


48.3% 


ECO102274 


NGO100954 


60% 


91.1% 


96.9% 


ECO102274 


NME200815 


60% 


91.1% 


96.9% 


ECO102274 


PMU100636 


75% 


93.1% 


94.1% 


ECO102274 


PRT1 03138 


75% 


29.6% 


72.6% 


ECO102274 


PRT1 00424 


81% 


99.7% 


96.6% 


ECO102274 


PAE203110 


71% 


88.8% 


93.1% 


ECO102274 


PPU105860 


67% 


92.1% 


93.6% 


ECO102274 


PSY101722 


69% 


93.4% 


93.1% 


ECO102274 


SPA100127 


63% 


70.7% 


100% 


ECQ102274 


STY101011 


98% 


100% 


100% 


ECO102274 


SAU801701 


47% 


86.8% 


91.6% 


ECO102274 


SEP201705 


46% 


86.8% 


91.6% 


ECO102274 


SHA100922 


46% 


86.8% 


90.6% 


ECO102274 


SMU100531 


44% 


89.5% 


91.7% 


ECO102274 


SPN400386 


43% 


86.2% 


89.6% 


ECO 102274 


SPY201343 


45% 


84.5% 


87.8% 


ECO102274 


VCH100983 


73% 


100% 


98.7% 


ECO102274 


YPS002401 


86% 


97.4% 


98.0% 


ECO102277 


BAN105110 


35% 


68.2% 


95.2% 


ECO102277 


BAN1 10285 


34% 


97.6% 


97.1% 
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ECO102277 


BFR101725 


35% 


97.3% 


98.2% 


ECO102277 


BPT104802 


28% 


33.8% 


22.8% 


ECO102277 


CJU100951 


33% 


98.8% 


98.8% 


ECO102277 


CPN200789 


26% 


70.6% 


68.2% 


ECO102277 


CTR200632 


23% 


82.2% 


79.6% 


ECO102277 


CAC102778 


25% 


32.0% 


34.7% 


ECO102277 


CAC100810 


20% 


100% 


100% 


ECO102277 


CBO102584 


33% 


97.6% 


87.9% 


ECO 102277 


CDF102483 


33% 


96.1% 


96.4% 


ECO 102277 


CDP101635 


31% 


96.7% 


99.1% 


ECO 102277 


EBC101246 


88% 


100% 


100% 


ECO102277 


EFA200749 


32% 


98.2% 


96.6% 


ECO102277 


EFM202572 


32% 


96.7% 


96.1% 


ECO 102277 


ECO102277 


100% 


100% 


100% 


ECO 102277 


HIN101399 


31% 


97.6% 


97.8% 


ECO102277 


HPY101172 


27% 


96.1% 


97.1% 


ECO102277 


KPN302836 


88% 


100% 


100% 


ECO102277 


LPN102579 


40% 


99.7% 


100% 


ECO 102277 


LMO102054 


32% 


98.8% 


98.8% 


ECO102277 


MAV103165 


34% 


97.3% 


98.8% 


ECO102277 


MBV102870 


32% 


94.1% 


99.7% 


ECO102277 


MLP101382 


31% 


98.8% 


99.1% 


ECO102277 


MTU203654 


32% 


98.2% 


99.4% 


ECO102277 


PMU100486 


32% 


99.1% 


99.4% 


ECO102277 


PRT101099 


59% 


100% 


100% | 


ECO102277 


PAE203114 


38% 


99.7% 


100% 


ECO102277 


PPU105849 


39% 


98.8% 


99.1% 


ECO 102277 


PSY101677 


37% 


90.8% 


100% 


ECO 102277 


SPA102819 


88% 


100% 


100% 


ECO 102277 


STY101017 


89% 


100% 


100% 


ECO 102277 


SAU801394 


29% 


97.0% 


97.6% 


ECO 102277 


SEP202102 


29% 


96.7% 


97.3% 


ECO102277 


SHA100967 


30% 


96.7% 


97.3% 


ECO 102277 


SMU100090 


28% 


97.3% 


95.0% 


ECO 102277 


SPN400918 


32% 


97.3% 


95.0% 


ECO 102277 


VCH102075 


47% 


99.4% 


99.4% 


ECO102277 


YPS002391 


71% 


100% 


100% 


ECO102278 


ABA100261 


41% 


92.9% 


97.5% ! 


ECO102278 


BFR1 05970 


40% 


93.9% 


99.1% 


ECQ102278 


EBC101245 


88% 


99.7% 


99.7% 


ECO102278 


ECO102278 


100% 


100% 


100% 


ECO102278 


KPN300235 


87% 


37.3% 


96.6% 1 


ECO 102278 


KPN302833 


85% 


100% 


100% 


ECO102278 


LPN100171 


32% 


83.3% 


100% 


ECO 102278 


MCA101758 


36% 


92.3% 


98.9% 


ECO102278 


PRT101100 


69% 


98.9% 


99.7% 


ECO 102278 


PAE201374 


47% 


93.7% 


94.7% 


ECO 102278 


PPU100882 


45% 


93.7% 


94.5% 


ECO102278 


PSY104726 


50% 


93.7% 


94.5% 


ECO 102278 


SPA102820 


85% 


99.7% 


100% 


ECO102278 


STY101019 


89% 


99.7% 


99.7% 


ECO102278 


VCH102076 


49% 


97.9% 


95.9% 


ECO 102278 


YPS002383 


72% 


97.9% 


98.7% 


ECO102294 


BCE109553 


50% 


55.2% 
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ECO 102294 


EBC101870 


53% 


93.2% 


100% 


ECO102294 


ECO102294 


100% 


100% 


100% 


ECO102294 


KPN300579 


41% 


88.4% 


98.7% 


ECOl 02294 


PRT103789 


43% 


86% 


86.6% 


ECO102294 


PRT105512 


48% 


96.4% 


98.0% | 


ECO102294 


PRT100542 


51% 


92.4% 


93.7% 


ECO102294 


SPA103175 


62% 


95.2% 


96% 


ECO102294 


STY103518 


51% 


93.6% 


92.2% 


ECO102294 


STM103181 


62% 


95.2% 


96% 


ECO102294 


YPS002774 


43% 


93.2% 


97.1% 


ECO102295 


ECO102295 


100% 


100% 


100% 


ECO102299 


BPT101732 


31% 


96.8% 


96.0% 


ECO102299 


BCEl 07836 


35% ! 


84.3% 


95.4% | 


ECO102299 


BFU100376 


38% 


18.6% 


73.4% | 


ECO102299 


BFU101790 


36% 


97.3% 


95.1% 


ECO102299 


BMA108007 


33% 


96.9% 


98.6% 


ECO 102299 


EBC 103285 


81% 


96.9% 


100% 


ECO 102299 


ECO 102299 


100% 


100% 


100% 


ECO 102299 


KPN302810 


77% 


98.9% 


99.0% 


ECO 102299 


LPN101186 


32% 


92.7% 


95.1% 


ECO102299 


MAV106193 


34% 


94.7% 


97.9% 


ECO 102299 


MAV1 02403 


34% 


95.0% 


97.5% 


ECO102299 


MBV101858 


34% 


94.4% 


97.9% 


ECO102299 


MLP101294 


33% 


95.7% 


98.3% 


ECO102299 


MTU200851 


34% 


95.7% 


98.2% 


ECO102299 


PRT104299 


59% 


98.7% 


100% 


ECO 102299 


SPA101277 


84% 


96.1% 


99.7% 


ECO102299 


STY101059 


85% 


99.7% 


99.6% 


ECO102299 


VCH101028 


56% 


98.9% 


97.7% 
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YPS002312 


64% 


98.7% 


93.7% 


ECO102300 


ABA105679 


38% 


96.6% 


80.7% 


ECO102300 


BFU1 13756 


39% 


96.6% 


97.7% 


ECO 102300 


EBC103287 


93% 


100% 


98.6% 


ECO102300 


ECO102300 


100% 


100% 


100% 


ECO102300 


KPN302809 


88% 


100% 


99.1% 


ECO102300 


LPN103520 


34% 


97.0% 


96.1% 


ECO102300 


MCA101138 


38% 


96.8% 


99.1% . 


ECO102300 


MAV102113 


37% 


98.6% 


88.7% 


ECO102300 


MBV104788 


38% 


96.8% 


97.0% 


ECO102300 


MLP101512 


36% 


96.8% 


93.4% 


ECO 102300 


MTU200242 


38% 


96.8% 


97.0% 


ECO 102300 


PRT104089 


76% 


97.2% 


97.7% 


ECO102300 


PAE204781 


37% 


96.6% 


98.6% 


ECO102300 


PPU105718 


39% 


97.5% 


99.5% 


ECO102300 


PSY102192 


39% 


88.8% 


97.7% 


ECO102300 


SPA101278 


81% 


100% 


100% 


ECO102300 


STY1 01068 


93% 


100% 


100% 


ECO102300 


SMU101700 


25% 


15.6% 


28.8% 
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VCH101027 


73% 


98.2% 


88.4% 
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YPS002308 


80% 


100% 


100% 
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EBC103289 


80% 


98.0% 


100% 
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100% 


100% 


100% 
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44% 
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100% 


100% 
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ECO102301 


PMU101070 


50% 


90.2% 


85.2% 


ECO102301 


PRT106011 


58% 


92.2% 


95.9% 


ECO102301 


SPA101279 


90% 


100% 


100% 


ECO102301 


STY101071 


93% 


92.2% 


100% 


ECO102301 


YPS002304 


63% 


92.2% 


95.9% \ 


ECO102302 


ABA100283 


20% 


55.1% 


57.5% 


ECO102302 


BFU1 13190 


21% 


85.3% 


89.4% 


ECO102302 


EBC103291 


75% 


100% 


100% 


ECO102302 


ECO102302 


100% 


100% 


100% ! 


ECO102302 


HIN100381 


39% 


98.2% 


99.3% 


ECO102302 


HPY100826 


19% 


78.3% 


71.7% 


ECO102302 


KPN300868 


76% 


84.4% 


100% 


ECO102302 


LPN103173 


25% 


94.0% 


90.4% 


ECO102302 


MCA101962 


22% 


60.3% 


49.4% 


ECO102302 


NGO101776 


25% 


46.0% 


79.5% 


ECO102302 


NME200172 


23% 


93.8% 


90.9% 


ECO 102302 


PMU101069 


45% 


100% 


97.1% 


ECO 102302 


PRT101022 


59% 


99.6% 


100% 


ECO 102302 


PAE201287 


25% 


94.0% 


93.2% 


ECO 102302 


PPU104562 


26% 


98.9% 


99.8% 


ECO 102302 


PSY104544 


27% 


97.8% 


97.9% 


ECO102302 


SPA103147 


94% 


44.4% 


99.5% 


ECO 102302 


STY101074 


91% 


100% 


100% 


ECO 102302 


STM100858 


91% 


100% 


100% 


ECO102302 


SAU301338 


26% 


19.0% 


47.1% 


ECO 102302 


VCH103582 


38% 


97.8% 


99.0% 


ECO102302 


YPS002300 


63% 


100% 


100% 


ECO102303 


CAC101472 


28% 


40.3% 


25.6% 


ECO102303 


CBO100325 


26% 


40.3% 


82.5% 


ECO 102303 


ECO102303 


100% 


100% 


100% 


ECO102303 


SMU100480 


27% 


21.9% 


54.9% 


ECO102304 


ABA100317 . 


37% 


77.3% 


63.5% 


ECO102304 


BPT102103 


35% 


96.0% 


91.3% 


ECO102304 


BCE101609 


36% 


94.8% 


77.2% 


ECO 102304 


BFU102908 


37% 


92.8% 


65.7% 


ECO 102304 


BMA105727 


38% 


89.6% 


70.2% 


ECO102304 


CJU101295 


32% 


77.3% 


82.8% 


ECO102304 


EBC103292 


88% 


100% 


100% 


ECO102304 


ECO102304 


100% 


100% 


100% 


ECO 102304 


HIN100697 


41% 


98.8% 


98.8% 


ECO102304 


KPN300867 


88% 


100% 


100% 


ECO102304 


NGO101284 


32% 


84.1% 


76.2% 


ECO 102304 


NME200455 


32% 


82.1% 


73.8% 


ECO 102304 


PMU101501 


48% 


98.0% 


98.0% 


ECO 102304 


PRT104688 


67% 


99.2% 


94.3% 


ECO 102304 


PAE202798 


33% 


91.2% 


92.3% 


ECO 102304 


PPU109914 


33% 


90.8% 


94.5% 


ECO102304 


PSY102933 


33% 


82.5% 


86.7% 


ECO102304 


SPA103149 


93% . 


84.9% 


100% 


ECO 102304 


STY101077 


94% 


100% 


100% 


ECO102304 


VCH102018 


46% 


88.4% 


87.4% 


ECO102304 


YPS002296 


75% 


99.6% 


99.2% 


ECO102306 


EBC101290 


42% 


69.1% 


96.0% 


ECO102306 


EBC103212 


47% 


98.7% 


95.3% 
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ECO102306 


ECO102306 


100% 


100% 


100% 


ECO102306 


PRT104903 


47% 


98.7% 


95.5% 


ECO102306 


PSY100759 


35% 


97.4% 


94.5% 


ECQ102306 


PSY104073 


36% 


97.9% 


98.0% 


ECO102306 


SPN202986 


22% 


86.0% 


93.9% 


ECO102306 


SPN201140 


23% 


86.0% 


93.6% 


ECO 102306 


YPS002735 


47% 


97.9% 


96.2% 


ECO102309 


BAN101643 


28% 


27.5% 


13.0% 


ECO102309 


BAN102231 


28% 


27.5% 


35.8% 


ECO102309 


BFR101716 


23% 


17.4% 


20.3% 


ECO102309 


BBU100071 


22% 


71.6% 


71.0% 


ECO102309 


CAC100251 


24% 


95.9% 


93.6% 


ECO 102309 


CBO100594 


28% 


19.6% 


44.6% 


ECO102309 


ECO102309 


100% 


100% 


100% 


ECO102309 


SPA107090 


21% 


32.3% 


35.9% 


ECO102309 


STY105066 


21% 


32.3% 


35.9% 


ECO102309 


SAU802647 


29% 


12.4% 


12.2% 


ECO102309 


SPN202910 


24% 


33.4% 


40.1% 


ECO102310 


ECO101129 


93% 


83.3% 


47.5% 


ECO102310 


ECO102310 


100% 


100% 


100% 


ECO102310 


STY100513 


59% 


79.8% 


44.4% 


ECO102310 


STY102589 


85% 


90.4% 


49.7% 


ECO102324 


CDF100186 


28% 


77.5% 


84.5% 


ECO102324 


EFM101276 


25% 


78.5% 


99.5% 


ECO102324 


ECO102324 


100% 


100% 


100% 


ECO102324 


MLP100958 


25% 


80.7% 


78.5% 


ECO102324 


MTU203196 


26% 


80.3% 


39.4% 


ECO102324 


MTU203674 


27% 


82.4% 


40.3% 


ECO102324 


SAU802352 


27% 


95.9% 


75.9% 


ECO102324 


SEP200058 


26% 


94.3% 


72.9% 


ECO102324 


SMU101282 


28% 


79.3% 


86.9% 


ECO102324 


SMU101105 


26% 


78.7% 


71.1% 


ECO102325 


BAN1 12247 


28% 


28.4% 


49.1% 


ECO102325 


BAN106780 


34% 


28.4% 


50.2% 


ECO102325 


BBU100140 


23% 


24.8% 


29.6% 


ECO102325 


ECO102325 


100% 


100% 


100% 


ECO102325 


KPN105518 


45% 


33.9% 


97.0% 


ECO102325 


SAU802353 


31% 


9.0% 


35.3% 


ECO102325 


SEP200059 


30% 


29.2% 


51.6% 


ECO102325 


SHA101967 


32% 


28.4% 


50.2% 


ECO102325 


VCH101389 


39% 


87.9% 


92.9% 


ECO102327 


BAN105225 


32% 


31.9% 


98.1% 


ECO102327 


BFR103042 


23% 


10.5% 


45.1% 


ECO102327 


BFR101189 


21% 


12.6% 


23.2% 


ECO102327 


BFR105724 


27% 


9.4% 


22.0% 


ECO102327 


BFR100047 


23% 


16.2% 


95.5% 


ECO 102327 


BFR104792 


38% 


8.3% 


27.0% 


ECO102327 


BFR1 06019 


34% 


9.3% 


84.8% 


ECO102327 


BFR104322 


32% 


9.4% 


87.5% 


ECOl 02327 


BFR10160 


24% 


22.6% 


88.4% 


ECO102327 


BFR11362 


30% 


14.6% 


56.4% 


ECO102327 


BFR101143 


34% 


12.3% 


61.1% 


ECO102327 


BFR100846 


26% 


21.6% 


37.9% 


ECO102327 


BFR101230 


28% 


20.8% 


36.8% 
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ECO102327 


BFR101426 


28% 


20.8% 


47.7% 


ECO102327 


BFR100955 


30% 


19.5% 


99.1% 


ECO102327 


BFR104184 


26% 


29.7% 


27.9% 


ECO102327 | 


BFR102180 


24% 


26.3% 


90.7% 


ECO102327 


BFR101650 


31% 


20.8% ! 


29.7% 


ECO102327 


BFR105953 


32% 


19.5% j 


30.9% 


ECO102327 


BFR101152 


25% 


33.1% 


31.4% 


ECO102327 I 


BFR10010 


30% 


20.0% 


95.1% 


ECO102327 | 


BFR100177 


28% 


20.4% 


38.3% 


ECO102327 ! 


BFR10421 


30% 


21.0% 


63.9% 


ECO102327 


BFR105397 


27% 


33.9% 


50.4% 


ECO102327 


BFR100838 


25% 


30.8% 


29.0% 


ECO102327 


BFR100736 


32% 


20.7% 


61.7% 


ECO102327 


BFR101753 


33% 


21.3% 


26.4% 


ECO102327 


BFR11164 


36% 


19.7% 


42.2% 


ECO102327 


BFR11210 


25% 


39.3% 


90.7% 


ECO102327 


BFR12194 


26% 


31.2% 


61.9% 


ECO102327 


BFR100523 


33% 


20.9% 


28.0% 


ECO102327 


BFR100487 


27% 


35.1% 


32.1% 


ECO102327 


BFR102042 


29% 


32.4% 


46.3% I 


ECO102327 


BFR100456 


32% 


30.6% 


56.0% 1 


ECO 102327 


BFR104593 


28% 


39.4% 


60.0% 


ECO102327 


BFR11399 


32% 


32.2% 


45.8% 


ECO102327 


BFR101340 


30% 


32.6% 


37.6% 


ECO102327 


BFR102465 


33% 


30.9% 


97.9% 


ECO102327 


BPT101258 


28% 


98.7% 


97.7% 


ECO102327 


BCE1 13373 


26% 


21.2% 


85.6% 


ECO102327 


BCE110418 


33% 


33.3% 


89.7% 


ECO102327 


BFU107834 


32% 


32.7% 


36.0% 


ECO102327 


BMA108695 


31% 


29.7% 


48.3% 


ECO102327 


CDF101251 


22% 


57.6% 


98.8% 


ECO 102327 


ECO102327 


100% 


100% 


100% 


ECO102327 


KPN301629 


48% 


8.5% 


1.2% 


ECO102327 


PAE203042 


33% 


51.6% 


84.3% 


ECO 102327 


PAE203943 


28% 


97.0% 


97.3% 


ECO102327 


PPU101764 


28% 


95.8% 


95.2% 


ECO102327 


PSY105580 


34% 


38.9% 


99.4% 


ECO102327 


VCH101626 


23% 


92.5% 


98.3% 


ECO102335 


ABA1 03657 


35% 


83.5% 


98.2% 


ECO102335 


ABA100510 


33% 


91.5% 


96.5% 


EC.O102335 


EBC101559 


83% 


93.6% 


86.0% 


ECO102335 


ECO102335 


100% 


100% 


100% 


ECO102335 


HPY100276 


23% 


76.2% 


79.3% 


ECO102335 


KPN300200 


71% 


46.0% 


100% 


ECO102335 


KPN308311 


70% 


91.8% 


99.3% 


ECO102335 


MCA1 02793 


31% 


88.7% 


86.7% 


ECO102335 


NME103365 


28% 


79.3% 


88.8% 


ECO102335 


SPA103016 


87% 


99.7% 


100% 


ECO102335 


STY101117 


91% 


93.3% 


100% 


ECO102335 


STM100888 


90% 


93.3% 


100% 


ECO102335 


YPS003046 


67% 


91.5% 


98.4% 


ECO102336 


ABA101400 


26% 


91.7% 


93.4% 


ECO102336 


BAN1 11058 


36% 


81.3% 


89.0% 


ECO102336 


BAN1 10656 


38% 


86.4% 


90.1% 
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ECO102336 


BFR105861 


34% 


87.6% 


98.9% 


ECO102336 


BPT101343 


79% 


95.4% 


99.5% 


ECO102336 


BCE1 12311 


29% 


93.0% 


96.0% 


ECO102336 


BMA108485 


28% 


93.9% 


92.8% 


ECO102336 


CJU100139 


53% 


93.4% 


98% 


ECO102336 


CPN200256 


24% 


89.8% 


93.2% 


ECO102336 


CTR200659 


26% 


84.0% 


87.8% 


ECO102336 


CAC101393 


31% 


91.3% 


96.6% 


ECO102336 


CBO103831 


28% 


86.7% 


90.0% 


ECO102336 


CDP100538 


27% 


86.4% 


92.6% 


ECO102336 


EBC101560 


94% 


71.4% 


98.7% 


ECO102336 


EFA100818 


30% 


86.2% 


89.8% 


ECO102336 


EFM201340 


30% 


86.2% 


90.5% 


ECO102336 


ECO 102336 


100% 


100% 


100% 


ECO102336 


KPN301772 


96% 


98.1% 


100% 


ECO102336 


LPN101493 


64% 


95.6% 


99.2% 


ECO102336 


LMO101321 


37% 


93.7% 


97.5% 


ECO102336 


MBV101440 


30% 


90.3% 


97.5% 


ECOl 02336 


MT.P100918 


31% 


90 VA 


967% 


ECO102336 


MTU201162 


30% 


90.3% 


97.5% 


ECO102336 


NGO101128 


26% 


93.4% 


99.5% 


ECO102336 


NME201026 


26% 


93.4% 


99.5% 


ECO102336 


PAE204711 


90% 


98.3% 


98.5% 


ECO102336 


PPU109673 


89% 


96.8% 


99.3% 


ECO102336 


PSY103563 


88% 


97.1% 


99.5% 


ECO102336 


SPA103017 


94% 


100% 


100% 


ECO102336 


STY101128 


95% 


100% 


100% 


ECO102336 


SAU802560 


32% 


84.7% 


89.6% 


ECO102336 


SEP201196 


32% 


84.7% 


89.1% 


ECO102336 


SHA101775 


31% 


86.4% 


90.9% 


ECO102336 


SMU101230 


29% 


86.2% 


90.3% 


ECO102336 


SPN400035 


30% 


86.9% 


91.5% 


ECO102336 


SPY200468 


26% 


89.3% 


93.2% 


ECO102336 


YPS000566 


87% 


99.8% 


100% 


ECO102340 


ECOl 02340 


100% 


100% 


100% 


ECO102340 


PAE203757 


32% 


79.2% 


76.8% 


ECO102346 


BAN100855 


23% 


90.2% 


92.9% 


ECO102346 


CDP100903 


24% 


38.5% 


56.9% 


ECO102346 


EBC100292 


78% 


57.2% 


100% 


ECO102346 


ECO102346 


100% 


100% 


100% 


ECO102346 


KPN301764 


77% 


97.6% 


99.3% 


ECO102346 


LMO102180 


20% 


78.9% 


82.4% 


ECO102346 


MLP101425 


23% 


36.6% 


50.5% 


ECO102346 


PPU1 03355 


25% 


30.9% 


28.2% 


ECO102346 


SPA100138 


79% 


56.7% 


96.7% 


ECO102346 


STY101134 


80% 


97.6% 


99.3% 


ECO102346 


STM100894 


80% 


97.6% 


99.3% 


ECO102351 


ECO100572 


100% 


99.5% 


100% 


ECO102351 


ECO100016 


100% 


99.5% 


100% 


ECO102351 


ECOl 02351 


100% 


100% 


100?/o 


ECO102351 


KPN301837 


28% 


24.5% 


33.5% 


ECO102351 


KPN301756 


28% 


24.5% 


25.9% 


ECO102351 


PPU1 12458 


31% 


21.5% 


17.3% 


ECO102351 


PPU1 10183 


31% 


21.5% 


18.0% 
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ECQ102351 


PPU100534 


31% 


21.5% 


17.3% 


ECO102351 


PPU1 11918 


31% 


21.5% 


17.3% 


ECO102351 


PPU1 11424 


31% 


21.5% 


17.3% 


ECO102351 


PPU109580 


31% 


21.5% 


17.3% 


ECO102351 


STY100108 


28% 


24.5% 


25.9% 


ECO102355 


ABA100922 


34% 


98.5% 


97.5% 


ECOi02355 


BANI 10804 


31% 


97.7% 


98.6% 


ECO102355 


BAN108869 


35% 


97.7% 


99.2% 


ECO102355 


BFR1026J6 


29% 


94.3% 


99.6% 


ECO102355 


BPT102905 


52% 


96.6% 


92.7% 


ECO102355 


BBU100371 


34% 


99.4% 


100% 


ECO102355 


BCE100150 


61% 


57.3% 


98.6% 


ECO102355 


BFU100071 


49% 


95.1% 


98.5% 


ECO102355 


BMA103736 


49% 


97.5% 


98.9% 


ECO102355 


CJU101212 


43% 


97.7% 


98.3% 


ECO102355 


CPN200187 


32% 


96.6% 


92.3% 


ECO102355 


CTR200720 


30% 


98.1% 


93.5% 


ECO102355 


CAC101596 


36% 


97.9% 


98.4% 


ECO102355 


CBO103047 


38% 


97.9% 


97.1% 


ECO 102355 


CDF100252 


36% 


97.0% 


98.4% 


ECO102355 


CDP 100231 


32% 


96.6% 


96.0% 


ECO102355 


EBC100212 


90% 


98.5% 


100% 


ECO 102355 


EFA200192 


38% 


97.7% 


98.4% I 


ECO102355 


EFM202131 


38% 


97.9% 


99.6% 


ECO 102355 


ECO102355 


100% 


100% 


100% 


ECO 102355 


HIN100261 


72% 


98.5% 


96.5% 


ECO102355 


HPY100472 


42% 


97.5% 


98.9% 


ECO102355 


KPN300278 


93% 


47.8% 


100% 


ECO102355 


LPN103492 


59% 


99.2% 


99.1% 


ECO102355 


LMO101411 


37% 


97.0% 


97.8% 


ECO102355 


MCA102322 


33% 


98.1% 


96.1% 


ECO102355 


MAV101415 


33% 


93.4% 


97.7% 


ECOl 02355 


MBV101327 


34% 


97.2% 


100% 


ECO102355 


MLP101032 


. 34% 


97.5% 


96.0% 


ECO 102355 


MTU202954 


34% 


98.1% 


98.2% 


ECO102355 


MGE100471 


32% 


97.9% 


98.6% 


ECO102355 


MPN100164 


34% 


95.8% 


96.5% ; 


ECO102355 


NGO100018 


46% 


97.0% 


99.6% 


ECO102355 


NME200234 


48% 


97.0% 


99.6% 


ECO 102355 


PMU101115 


73% 


98.5% 


96.5% 


ECO102355 


PRT100735 


85% 


99.6% 


99.4% 


ECOl 02355 


PAE203132 


37% 


98.1% 


95.3% 


ECO 102355 


PPU101878 


35% 


99.6% 


97.6% 


ECO102355 


PSY105734 


36% 


99.6% 


97.6% 


ECO102355 


SPA103535 


84% 


100% 


100% 


ECO102355 


STY101161 


95% 


92.6% 


92.0% 


ECO102355 


SAU800528 


37% 


97.2% 


99.0% 


ECO102355 


SEP201872 


38% 


96.8% 


98.6% 


ECO102355 


SHA101478 


36% 


93.8% 


99.6% 


ECO102355 


SMU100660 


37% 


97.9% 


e\Q 00/ 

yo.oTo 


ECO102355 


SPN401878 


38% 


98.5% 


99.2% 


ECO102355 


SPY200174 


37% 


97.5% 


99.2% 


ECO102355 


TPA100665 


34% 


97.9% 


97.4% 


ECO102355 


UUR100606 


32% 


98.5% 


99.8% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO102355 


VCH102180 


69% 


99.4% 


92.5% 


ECO102355 


YPS000590 


84% 


100% 


100% 


ECO102363 | 


ABA103642 


25% 


41.8% 


40.3% 


ECO102363 


BAN108766 


23% 


45.4% 


55.4% 


ECO102363 


BCE101681 


29% 


35.7% 


76.4% | 


ECO102363 


BCE111898 


32% 


30.2% 


68.3% 


ECO 102363 


EBC101051 


87% 


47.6% 


100% 


ECO102363 


ECO102363 


100% 


100% 


100% 


ECO102363 


HIN101075 


28% 


95.4% 


98.5% 


ECO102363 


KPN301039 


65% 


81.1% 


100% 


ECO102363 


MBV104175 


29% 


31.4% 


5.3% 


ECO102363 


MBV100194 


34% 


23.2% 


27.8% 


ECO102363 


MTU300292 


33% 


34.8% 


23.7% 


ECO102363 


MPN100388 


27% 


49.4% 


66.8% 


ECO102363 


PMU101695 


30% 


97.0% 


99.7% 


ECO102363 


PRT1 02268 


41% 


99.1% 


99.1% 


ECO102363 


PAE201527 


37% 


50% 


57.4% 


ECO102363 


PPU105011 


27% 


97.0% 


95.3% 


ECO102363 


PSY103901 


36% 


45.7% 


52.1% 


ECO102363 


SPA103530 


80% 


100% 


100% 


ECO102363 


STY101188 


80% 


100% 


100% 


ECO102363 


TPA100365 


33% 


36.0% 


20.7% 


ECO102363 


VCH100954 


39% 


98.5% 


97.9% 


ECO102363 


YPS000610 


53% 


99.7% 


99.1% 


ECO102403 


CJU100562 


20% 


70.3% 


61.7% 


ECO102403 


CDF102160 


47% 


95.8% 


94.9% 


ECO102403 


CDF104311 


53% 


96.6% 


97.0% 


ECO102403 


EFA201797 


54% 


95.8% 


96.4% 


ECOl 02403 


ECO102403 


100% 


100% 


100% 


ECOl 02403 


KPN306809 


88% 


52.0% 


100% 


ECOl 02403 


LMO101643 


55% 


95.8% 


94.6% 


ECO102403 


NME201309 


27% 


30.6% 


27.8% 


ECO102403 


PAE201490 


30% 


97.3% 


95.1% 


ECO102403 


SPA100275 


83% 


100% 


100% 


ECO102403 


STY101540 


96% 


100% 


100% 


ECO102403 


SMU102926 


24% 


21.3% 


27.3% 


ECO102415 


ABA100008 


42% 


55.1% 


100% 


ECO102415 


ABA100811 


51% 


97.8% 


94.8% 


ECO102415 


CPN200680 


48% 


97.5% 


94.2% 


ECO102415 


CTR200579 


50% 


97.5% 


94.8% 


ECO102415 


CDP100260 


36% 


30.4% 


24.7% 


ECO102415 


EBC103692 


84% 


100% 


100% 


ECO102415 


ECO102415 


100% 


100% 


100% 


ECO102415 


HPY201384 


24% 


88.0% 


88.9% 


ECO102415 


KPN304355 


85% 


100% 


99.4% 


ECO102415 


MAV101559 


35% 


43.7% 


63.8% 


ECO102415 


MBV100249 


34% 


43.7% 


36.5% 


ECO102415 


MLP100365 


35% 


43.7% 


36.3% 


ECO102415 


MTU201429 


34% 


43.7% 


36.5% 


ECO102415 


NGO100798 


31% 


47.2% 


41.9% 


ECO102415 


NME300318 


34% . 


47.2% 


41.9% 


ECO102415 


SPA100353 


82% 


49.4% 


92.3% 


ECO102415 


STY101570 


89% 


100% 


100% 


ECO102415 


STM101333 


89% 


100% 


100% 
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Query LocusE) 


Horaolog Locus ID 


Identity 


vjuery L/Overage 


riomoiog coverage 


ECO102420 


BAN105583 


28% 


K £0/ 

30.0 /o 


^A AO/ 


ECO102420 


BAN102074 ! 


28% 


OiT £.0/ 

30.0/b 


3Z. / Yo 


ECO102420 


CDF103262 


24% 


1A 00/ 


/)*7 AO/ 

47.0% 


ECO102420 


EBC100809 


63% 


C1 00/ 

5 1.8% 


OO 00/ 

88.8% 


ECO102420 


ECO102420 


100% 


t AAO/ 

100% 


1 AAO/ 

100% 


ECO102420 


HIN100254 


38% 


A*7 AO/ 

97.9% 


AO AO/ 

98.9% 


ECO102420 


MAV102966 


31% 


OC Ort/ 

35.9% 


AO 00/ 

23.8% 


ECO102420 


NGO100196 


27% 


A A CO/ 

94.5% 


AC £0/ 

95.6% j 


ECO102420 


NME201296 


28% 


AC AO/ 

95.4% 


AC AO/ 

96.4% 


ECO102420 


PMU101591 i 


41% 


A*7 AO/ 

97.9% 


AO /CO/ 

98.070 


ECO102420 


PPU1 11874 


33% 


OO *70/ 

33.7% 


0 1 10/ 

81.170 


ECO102420 


SPA1 00988 


86% 


82.7% 


1 AAO/ 

IUUto 


ECO102420 


STY101591 


87% 


aa on/ 

99.8% 


AA 00/ 


ECO102420 


STM101354 


88% 


AA CO/ 

99.5% 


OA CO/ 

99.J70 


ECO102420 


VCH103397 


42% 


AO AO/ 

98.4% 


A/C /CO/ 

9o.o% 


ECO102425 


EBC 102366 


59% 


98.5% 


AO AO/ 

98.9% 


ECO102425 


ECO 102425 


100% 


100% 


1 AAO/ 

100% 


ECO102425 


HIN101226 


37% 


43.7% 


O v* 10/ 

84.1% 


ECO102425 


KPN306928 


63% 


99.4% 


AA C\OZ 

99.9% 


ECO102425 


PMU101043 


39% 


0*7 AO/ 

87.0% 


AA CO/ 

90.5% 


ECO 102425 


PRT1 02552 


44% . 


A*7 OO/ 

97.2% 


1 AAO/ 
100% 


ECO102425 


SPA100012 


67% 


O /CO/ 

8.6% 


1 AAO/ 

IUUto 


ECO102425 


SPA1 02785 


67% 


f\A 10/ 

94.3% 


1 AAO/ 

IUUto 


ECO102425 


STY101609 


71% 


98.7% 


AO CO/ 

98.570 


ECO 102425 


VCH 103825 


31% 


s"r\ AO/ 

69.0% 


iC/C OO/ 

66.2% 


ECO102425 


YPS000834 


51% 


95.8% 


A vl vlO/ 

94.4% 


ECO102432 


ABA100511 


31% 


32.1% 


f c AO/ 

65.4% 


ECO102432 


CAC100970 


32% 


32.6% 


11.1% 


ECO102432 


ECO102432 


100% 


100% 


1 AAO/ 

100% 


ECO102432 


MCA100789 


33% 


24.8% 


f A CO/ 

50.5% 


ECO102432 


PRT105668 


54% 


C\A AO/ 

94.0% 


1 AAO/ 

100% | 


ECO102432 


PSY1O6056 


28% 


O A AO/ 

34.9% 


no co/ 
78.5% 


ECO102454 


BFR101754 


22% 


27.2% 


CO 10/ 

58.1% 


ECO102454 


BBU100362 


26% 


A O 10/ 

48.2% 


CO 10/ 

53.1% 


ECO102454 


EBC102725 


68% 


68.0% 


AO 00/ 

98.8% 


ECO102454 


EFM201772 


25% 


18.1% 


A A 10/ 

20.3% 


ECO102454 


ECO 102454 


100% 


100% 


100% 


ECO 102454 


KPN305737 


63% 


47.9% 


99.2% 


ECO102454 


SPA103104 


72% 


98.1% 


1 AAO/ 

100% 


ECO102454 


STY101669 


72% 


r\o 1 o/ 

98.1% 


AA CO/ 

99.D70 


ECO 102454 


SMU100183 


23% 


O A AO/ 

34.9% 


OO AO/ 

32.470 


ECO 102462 


ABA100688 


52% 


Q*7 AO/ 
9 /.UtO 


AO CO/ 1 

yo.O /o I 


ECO102462 


BAN1 11369 


34% 


on 1 o/ 
90. 1% 


AO 00/ 


ECO102462 


BAN1 12079 


40% 


AA 1 O/ 

90.1% 


c\n AO/ 
97.970 


ECO102462 


BFR1O077 


37% 


AO CO/ 

23.5% 


T1 AO/ 

71.U70 


ECO102462 


BPT1 00007 


51% 


AO AO/ 

93.2% 


A A Oft/ 

99.8% 


ECO102462 


BBU1005O7 


31% 


71.6% 


O A AO/ 

34.4% 


ECO102462 


BCE100856 


49% 


92.8% 


AO AO/ 

98.4% 


ECO102462 


BFU 105505 


51% 


92.8% 


AA OO/ 

99.8% 


t~7/-i/-v i no A /CO 

ECO1U240Z 


UTV>T A 1 0/>fi7A 
JDiVLr\llMv /*t 


31/0 


zf z..o /o 


99 8% 

✓✓.o /o 


ECO102462 


CJU100354 


32% 


89.7% 


96.5% 


ECO102462 


CPN201006 


32% 


72.6% 


32.0% 


ECO102462 


CTR200076 


33% 


72.8% 


32.0% 


ECO102462 


CAC100098 


40% 


91.5% 


99.3% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO102462 


CBO101866 


39% 


90.9% 


98.4% 


ECO102462 


CDF102465 


36% 


90.9% 


98.0% 


ECO102462 


CDP101065 


34% 


90.9% 


78.2% 


ECO102462 


EBC102035 


92% 


97.4% 


100% 


ECO102462 


EFA201884 


38% 


90.1% 


97.9% 


ECO102462 


ECO102462 


100% 


100% 


100% 


ECOl 02462 


HIN100129 


70% 


97.0% 


99.2% 


ECO102462 


HPY100821 


31% 


93.6% 


99.8% 


ECO102462 


KPN305977 


91% 


97.4% 


100% 


ECO102462 


LPN101429 


55% 


97.4% 


100% 


ECO102462 


LMO102523 


41% 


90.1% 


97.9% 


ECO102462 


MCA101523 


54% 


30.4% 


71.6% 


ECO102462 


MAV102019 


35% 


92.6% 


93.8% 


ECO102462 


MBV105348 


35% 


92.6% 


94.4% 


ECO102462 


MLP100852 


34% 


73.4% 


34.4% 


ECO102462 


MTU201691 


35% 


92.6% 


94.4% 


ECO 102462 


MGE1 00337 


34% 


90.3% 


96.7% 


ECO 102462 


MPN100366 


34% 


15.5% 


43.5% 


RC0 109.467 


NGO1.01003 


48% 


97 A% 


a* 10/ 


ECO102462 


NME200978 


48% 


97.4% 


95.3% 


ECO102462 


PMU100105 


69% 


97.0% 


99.2% 


ECO102462 


PRT102921 


79% 


97.4% 


100% 


ECO102462 


PAE203796 


59% 


97.0% 


98.0% 


ECO102462 


PPU1 12339 


60% 


97.0% 


98.2% 


ECO102462 


PSY106808 


64% 


65.6% 


85.2% 


ECO102462 


PSY103809 


59% 


97.0% 


97.4% 


ECO102462 


SPA102739 


95% 


99.8% 


100% 


ECO102462 


STY101715 


97% 


97.4% 


100% 


ECO102462 


SAU801475 


42% 


90.1% 


97.9% 


ECO102462 


SEP200461 


42% 


90.1% 


97.9% 


ECO102462 


SHA101409 


42% 


90.1% 


97.9% 


ECO102462 


SMU101355 


36% 


90.3% 


98.2% 


ECO102462 


SPN401552 


37% 


90.3% 


98.2% 


ECO102462 


SPY200248 


37% 


90.5% 


98.4% | 


ECO102462 


TPA100681 


28% 


91.3% 


95% 


ECO102462 


UUR100386 


34% 


90.5% 


97.5% 


ECO102462 


VCH 100750 


72% 


97.4% 


99.8% 


ECO 102462 


YPS003216 


81% 


97.4% 


100% 


ECO102463 


ABA100690 


26% 


97.2% 


96.6% 


ECO102463 


BAN100167 


18% 


43.9% 


32.2% 


ECO 102463 


BFR105944 


23% 


87.8% 


41.9% 


ECO102463 


BFR11585 


21% 


90.1% 


26.6% 


ECO102463 


BPT1 00009 


28% 


98.2% 


95.8% 


ECO 102463 


BCE109201 


32% 


95.9% 


94.8% 


ECO102463 


BFU1 12086 


31% 


96.2% 


95.0% 


ECO 102463 


BMA102173 


30% 


90.3% 


90.6% 


ECO102463 


CBO103865 


22% 


51.8% 


33.7% 


ECO102463 J 


EBC102802 


87% 


99.5% 


76.5% 


ECO102463 


ECO102463 


100% 


100% 


100% 


ECO102463 


KPN305713 


89% 


100% 


100% 


ECO102463 


LPN101809 


30% 


91.1% 


95.1% 


ECO102463 


MCA101522 


28% 


64.0% 


79.3% 


ECO102463 


MLP101057 


28% 


43.6% 


45.6% 


ECO 102463 


MTU409282 


42% 


13.0% 


29.4% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO 102463 


PRT102922 


63% 


100% 


100% 


ECO102463 


PAE203797 


31% 


97.2% 


97.4% 


ECO102463 


PPU103985 


30% 


97.2% 


97.1% | 


ECO102463 


PSY107526 


28% 


39.3% 


98.6% 


ECO102463 


PSY103806 


29% 


87.8% 


94.1% 1 


ECO102463 


SPA102740 


91% 


100% 


100% 


ECO102463 


STY101717 


91% 


100% 


100% 


ECO102463 


SMU100069 


23% 


33.7% 


20.8% 


ECO102463 


VCH100749 


45% 


98.5% 


97.2% 


ECO102463 


YPS003220 


76% 


100% 


100% 


ECOl 02466 


ABA100666 


44% 


23.7% 


94.6% 


ECO102466 


ABA101467 


63% 


97.3% 


97.6% 


ECO102466 


BAN11U45 


46% 


84.9% 


86.1% 


ECO102466 


BAN100549 


47% 


97.8% 


98.4% | 


ECO102466 


BFR11690 


37% 


89.8% 


90.2% 


ECO102466 


BPT100015 


31% 


93.0% 


93.1% 


ECO102466 


BCE101925 


31% 


82.0% 


75.5% 


ECO102466 


BFU107038 


34% 


88.7% 


85.8% 


ECO 102466 


BMA104846 


35% 


88.7% 


90.4% 


ECO102466 


CJU100636 


41% 


92.7% 


96.1% 


ECO102466 


CPN200377 


38% 


86.8% 


91.5% 


ECO102466 


CTR200322 


40% 


84.4% 


91.3% 


ECO102466 


CAC102226 


48% 


93.0% 


99.1% 


ECO102466 


CBO 102775 


47% 


91.9% 


98.0% 


ECO102466 


CDF100537 


49% 


91.7% 


97.2% 


ECO102466 


CDP10U04 


44% 


97.0% 


91.6% 


ECO102466 


EBC102799 


96% 


100% 


100% 


ECO102466 


ECO102466 


100% 


100% 


100% 


ECO102466 


HIN100347 


88% 


97.3% 


98.6% 


ECO102466 


HPY100617 


45% 


95.2% 


98.1% 


ECO 102466 


KPN305822 


99% 


99.7% 


99.5% 


ECO102466 


LMO102690 


49% 


97.0% 


98.1% 


ECO102466 


MCA101518 


59% 


99.5% 


99.2% 


ECO102466 


MAV106393 


42% 


94.6% 


92.4% 1 


ECO102466 


MBV102284 


43% 


94.9% 


92.9% 


ECO102466 


MLP 100964 


45% 


87.4% 


83.2% 


ECO102466 


MTU202830 


43% 


94.9% 


91.5% 


ECO 102466 


NGO100207 


33% 


92.5% 


92.6% 


ECO102466 


NME201384 


33% 


92.5% 


92.6% 


ECO102466 


PMU102010 


88% 


96.5% 


98.1% ! 


ECO 102466 


PRT106101 


87% 


100% 


100% 


ECO102466 


PAE203800 


73% 


97.3% 


97.3% 1 


ECO 102466 


PPU101373 


71% 


97.3% 


97.8% 


ECO 102466 


PSY103798 


71% 


96.2% 


96.7% 


ECO 102466 


SPA101922 


97% 


100% 


100% 


ECO 102466 


STY101723 


98% 


100% 


100% 


ECO 102466 


TPA100442 


38% 


90.6% 


86.4% 


ECO102466 


VCH100746 


85% 


100% 


99.2% 


ECO102466 


YPS003233 


86% 


99.7% 


99.2% 


ECO102467 




000/ 


1 n 10/ 
lU.lyo 


OA 


ECO102467 


BAN102965 


21% 


47.2% 


61.1% 


ECO102467 


BAN100109 


21% 


47.2% 


56.4% 


ECO102467 


BPT104503 


23% 


35.9% 


77.4% 


ECO102467 


BCE107711 


25% 


93.2% 


91.4% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO102467 


BFU107885 


26% 


93.2% 


88.6% 


ECO102467 


BMA105226 


25% 


93.2% 


91.1% 


ECO102467 


CDP101012 


31% 


28.5% 


24.0% 


ECO102467 


EBC102798 


79% 


100% 


100% 


ECO102467 


EFA201529 


22% 


82.5% 


98.6% 


ECO102467 


ECO102467 


100% 


100% 


100% 


ECO102467 


HIN100346 


24% 


89.3% 


92.1% 


ECO102467 


KPN304056 


77% 


100% 


100% 


ECO102467 


LPN100742 


28% 


53.4% 


96.8% 


ECO102467 


LMO100900 


20% 


94.7% 


97.1% 


ECO 102467 


MBV100599 


34% 


29.1% 


33.1% 


ECO102467 


MTU202164 


34% 


29.1% 


33.1% 


ECO 102467 


PMU102009 


26% 


93.5% 


95.9% 


ECO102467 


PRT105472 


43% 


97.6% 


99.1% 


ECO102467 


PAE203801 


29% 


92.6% 


93.7% 


ECO102467 


PPU101372 


30% 


93.2% 


94.6% 


ECO 102467 


PSY103796 


36% 


16.3% 


94.7% 


ECO102467 


SPA101923 


82% 


100% 


100% 


F.m 107467 


STY10179S 


81% 


100% 


100% 


ECO102467 


SAU501460 


26% 


23.7% 


61.5% 


ECO102467 


SEP201584 


26% 


33.8% 


90.8% 


ECO 102467 


SMU100616 


26% 


43.0% 


17.2% 


ECO102467 


SPN402025 


21% 


47.2% 


58.3% 


ECO102467 


VCH100745 


35% 


97.0% 


88.8% 


ECO102467 


YPS003236 


57% 


98.5% 


100% 


ECO102470 


BFR106150 


31% 


84.4% 


100% 


ECO102470 


BPT101227 


45% 


96.8% 


95.7% 


ECO102470 


BCE1 14473 


36% 


54.0% 


97.5% 


ECO102470 


BMA100851 


31% 


67.4% 


76.4% 


ECO102470 


EBC102795 


83% 


58.6% 


100% 


ECO102470 


ECO102470 


100% 


100% 


100% 


ECO102470 


KPN300051 


52% 


7.4% 


100% 


ECO102470 


KPN308496 


76% 


98.7% 


98.7% 


ECO 102470 


LPN103343 


29% 


94.5% 


94.7% 


ECO102470 


PMU100644 


28% 


98.1% 


97.8% 


ECO102470 


PRT102900 


60% 


98.2% 


97.9% 


ECO102470 


PPU105748 


59% 


96.4% 


97.4% 


ECO 102470 


PSY100879 


58% 


97.1% 


99.3% 


ECO 102470 


SPA100488 


80% 


43.5% 


100% 


ECO102470 


STY102000 


82% 


98.8% 


98.7% 


ECO102473 


BAN110554 


27% 


34.1% 


76.7% . . 


ECO 102473 


BAN101059 


26% 


43.3% 


84.8% 


ECO102473 


EBC103107 


88% 


98.9% 


100% 


ECO102473 


ECO102473 


100% 


100% 


100% 


ECO102473 


KPN308674 


81% 


98.9% 


100% 


ECO102473 


PRT102904 


38% 


42.9% 


81.6% 


ECO 102473 


SPA102272 


89% 


100% 


100% 


ECO102473 


STY102006 


89% 


100% 


100% 


ECO 102473 


YPS003275 


43% 


95.4% 


84.5% 


ECO102501 


ECO 102501 


100% 


100% 


100% 


ECO102501 


KPN304071 


65% 


99.2% 


99.2% 


ECO102507 


EBC101718 


L 84% 


92.7% 


100% 


ECO102507 


ECO102507 


100% 


100% 


100% 


ECO 102507 


KPN300399 


73% 


27.0% 


91.8% 
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ECO102507 


KPN303134 


78% ! 


95.0% 


99.6% 


ECO102507 


PRT104136 


60% 


91.7% 


100% 


ECO102507 


SPA101717 ! 


68% 


99.6% 


100% 


ECO 102507 


STY102061 


86% 


92.7% 


99.8% 


ECO102507 


YPS003367 


71% 


95.6% 


98.1% 


ECO102508 


ABA104968 


57% 


99.9% 


100% 


ECO102508 


BAN1 11337 


22% 


57.7% 


90.6% 


ECO102508 


BAN102784 


24% 


57.7% 


89.3% 


ECO102508 


BFR10864 


33% 


80.2% 


98.0% 


ECO102508 


BPT100477 


53% 


99.7% 


99.6% 


ECO102508 


BCE106362 


55% 


93.7% 


99.9% 


ECO102508 


BFU101352 


54% 


55.6% 


100% 


ECO102508 


BMA106567 


54% 


97.3% 


99.8% 


ECO102508 


CJU100885 


22% 


58.1% 


91.6% ; 


ECO102508 


CAC101045 . 


22% 


84.6% 


83.5% 


ECO102508 


CBO100623 


23% 


85.7% 


84.8% 


ECO102508 


CDF101443 


22% 


88.9% 


98.3% 


ECO102508 


CDP101519 


24% 


83.8% 


82.7% 


ECO102508 


EBC100610 


92% 


40.5% 


100% 


ECO102508 


EFA200566 


24% 


58.1% 


90.4% 


ECO102508 


EFM202343 


26% 


28.6% 


89.1% 


ECO 102508 


ECO102508 


100% 


100% 


100% 


ECO102508 


HTN100732 


69% 


99.6% 


97.9% 


ECO102508 


KPN300196 


91% 


12.1% 


90.8% 


ECO102508 


KPN303137 


91% 


100% 


100% 


ECO102508 


LPN102188 


24% 


33.9% 


96.2% 


ECO102508 


LMO100467 


23% 


60.8% 


94.3% 


ECO102508 


MCA101372 


53% 


99.7% 


99.7% 


ECO102508 


MAV103029 


26% 


40.2% 


93.9% 


ECO102508 


MBV101894 


26% 


57.9% 


87.9% 


ECO 102508 


MLP101323 


26% 


57.9% 


89.3% 


ECO102508 


MTU200797 


26% 


57.9% 


89.3% 


ECO102508 


NGO100513 


55% 


99.7% 


99.5% 


ECO102508 


NME200415 


55% 


99.7% 


99.5% 


ECO102508 


PMU101085 


73% 


99.7% 


99.7% 


ECO102508 


PRT101464 


75% 


99.8% 


99.8% 


ECO102508 


PAE203760 


65% 


99.6% 


99.7% 


ECO102508 


PPU103524 


65% 


99.6% 


99.7% 


ECO102508 


PSY103799 


65% 


99.6% 


99.7% 


ECO102508 


SPA101716 


86% 


42.7% 


100% 


ECO102508 


STY102064 


93% 


100% 


100% 


ECO102508 


SAU801069 


23% 


62.2% 


95.6% 


ECO102508 


SEP200756 


24% 


58.1% 


89.6% 


ECO102508 


SHA101252 


23% 


56.6% 


97.8% 


ECO102508 


SMU101241 


25% 


83.8% 


82.7% 


ECO102508 


SPN400046 


23% 


83.8% 


82.6% 


ECO102508 


SPY200019 


24% 


83.8% 


81.6% 


ECO102508 


VCH100853 


74% 


99.9% 


100% 


ECO102508 


YPS003373 


82% 


99.9% 


100% 


ECO102512 


EBC102616 


76% 


100% 


100% 


ECO102512 


ECO 1025 12 


100% 


100% 


100% 


ECO102512 


KPN303133 


78% 


92.2% 


100% 


ECO102512 


SPA103316 


75% 


99.0% 


100% 


ECO102512 


STY102085 


82% 


92.2% 


100% 
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ECO102512 


STM101842 


83% 


92.2% 


1 AAO/ 

100% 


ECO102512 


YPS003387 


60% 
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100% 


ECO102513 


ABA100098 


65% 
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ECO102513 


BPT103139 


57% 
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yi.oyo 


ECO102513 


BCE1 14785 


61% 


OA CO/ 

89.5% 


Q£ AO/ 

ooA/o 


ECO102513 


BFU1 11724 


50% 


72.1% 


AO AO/ 

y 0.470 


ECO102513 


BFU100595 


59% 


89.5% 


OA AO/ 

89.4% 


ECO102513 


BMA105131 


61% 


89.5% 


60.8% 


ECO102513 


CJU100323 1 


49% 


84.9% 


OO AO/ 

88.9% 


ECO102513 


CAC103521 


42% ! 


65.1% 


OA 10/ 

89.3% 


ECO102513 


CBO100419 


42% 


65.1% 


84.7% 


ECO102513 


CDF103036 


41% 


65.1% 


63.3% 


ECO102513 


EBC102617 


91% 


100% 


1 AAO/ 
100% 


ECO102513 


ECO102513 


100% 


100% 


1 AAO/ 

100% 


ECO102513 


HIN1 00506 


73% 


1 aao/ 

100% 


1 AAO/ 
100% 


ECO102513 


HPY100273 


44% 


97.7% 


1 AAO/ 

100% 


ECO102513 


KPN303135 


94% 


100% 


1 AAO/ 

100% 


ECO102513 


MCA100048 


62% 


89.5% 


A 1 ^0/ 

91.6% 


ECO102513 


MAV105676 


27% 


30.2% 


50.4% 


ECO102513 


MAV101610 


28% 


46.5% 


72.2% 


ECO102513 


NGO102756 


58% 


89.5% 


A1 /CO/ 

91.6% 


ECO102513 


NME200144 


57% 


89.5% 


A1 CO/ 

91.6% 


ECO102513 


PMU101858 


72% 


100% 


i aao/ 

1U0% ! 


ECO102513 


PRT105191 


75% 


OA AO/ 

84.9% 


1 AAO/ 


ECQ102513 


PAE200361 


58% 


on en/ 

89.5% 


A1 /CO/ 

91.0% 


ECO102513 


PPU102180 


62% 


OA CO/ 

89.5% 


A1 CO/ 

91.6% 


ECO102513 


PSY102752 


57% 


52.3% 


O A ZTO/ 

84.6% 


ECO102513 


SPA103322 


95% 


100% 


100% 


ECO102513 


STY102097 


95% 


100% 


100% 


ECO102513 


STM101854 


94% 


100% 


100% 


ECO102513 


VCH100703 


76% 


93.0% 


95.2% 


ECO102513 


YPS003406 


79% 


100% 


100% 


ECO102553 


ABA100455 


69% 


96.5% 


At AO/ 

91.0% 


ECO102553 


BFR102397 


56% 


83.5% 


oo 1 0/ 

82.1% 


ECO102553 


BPT100242 


64% 


97.4% 


r\r\ AO/ 

92.9% 


ECO102553 


BBU10O698 


49% 


97.4% 


93.4% 


ECO102553 


BCE107881 


67% 


97.4% 


AAO/ 

90% 


ECO102553 


BRJ102066 


65% 


99.1% 


92.2% 


ECO102553 


BMA100174 


66% 


97.4% 


A A *70/ 

90.7% 


ECO 102553 


CJU100664 


51% 


93.9% 


AO 10/ 

93.2% 


ECO102553 


CPN200643 


44% 


97.4% 


92.6% 


ECO 102553 


CTR200292 


43% 


97.4% 


AO CO/ 

92.6% 


ECO 102553 


CAC102258 


55% 


97.4% 


AO 00/ 

98.2% 


ECO102553 


CBO102492 


47% 


99.1% 


1 AAO/ 

100% 


ECO 102553 


CDF103914 


53% 


100% 


AA 10/ 

99.1% 


ECO102553 


CDP101148 


52% 


96.5% 


AO 00/ 

98.2% 


ECO102553 


EBC100906 


98% 


100% 


1 AAO/ 

100% 


ECO 102553 


EFA202298 


58% 


97.4% 


A*7 AO/ 

97.4% 


ECO102553 


EFM202223 


58% 


97.4% 


97.4% 


ECO102553 


ECU 102:) J 3 


1 aao/ 




lUv/O 


ECO102553 


HIN100191 


89% 


99.1% 


98.3% 


ECO102553 


HPY101130 


51% 


93.9% 


93.2% 


ECO102553 


KPN301017 


98% 


100% 


100% 
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LPN101449 


69% 


100% 


95.9% 
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ECO102553 


LMO102632 


57% 


97.4% 


98.2% 


ECO102553 


MCA100220 


68% 


99.1% 


94.3% 


ECO102553 


MAV102886 


54% 


96.5% 


98.2% 


ECO102553 


MBV102292 


53% 


96.5% 


98.2% 


ECO102553 


MLP100984 


52% 


96.5% 


98.2% 


ECO102553 


MTU202866 


53% 


96.5% 


98.2% 


ECO102553 


MGE100453 


47% 


95.7% 


91.6% 


ECO102553 


MPN100184 


47% 


95.7% 


91.6% 


ECO102553 


NGO102004 


67% 


97.4% | 


95.0% 


ECO102553 


NME200732 


68% 


97.4% 


95.0% 


ECO102553 


PMU101298 


87% 


99.1% 


98.3% 


ECO102553 


PRT100819 


96% 


100% I 


98.3% 


ECO102553 


PAE203739 


73% 


98.3% 


97.4% 


ECO102553 


PPU1 07802 


71% 


99.1% 


98.3% 


ECO102553 


PSY103791 


69% 


99.1% 


98.3% ; 


ECO102553 


SPA101891 


97% 


100% 


100% 1 


ECO 102553 


STY102215 


97% 


100% 


100% 


ECO102553 


SAU801241 


55% 


94.8% 


94.0% 


ECO102553 


SEP201534 


57% 


97.4% 


98.3% 


ECO102553 


SMU100257 


57% 


97.4% 


97.4% 


ECO102553 


SPN40U70 


58% 


97.4% 


97.4% 


ECO102553 


SPY200530 


57% 


97.4% 


97.4% 


ECO102553 


TPA100899 


51% 


97.4% 


91.1% 


ECO 102553 


UUR100573 


47% 


94.8% 


88.6% 


ECO102553 


VCH100554 


83% 


99.1% 


97.4% 


ECO102553 


YPS003417 


93% 


99.1% 


99.1% 


ECO102554 


ABA100452 


51% 


93.7% 


99.2% 


ECO102554 


BFR103869 


44% 


88.6% 


100% 


ECO102554 


BPT101155 


52% 


95.3% 


98.8% 


ECO102554 


BBU100697 


42% 


85.9% 


90.8% 


ECO 102554 


BCE1 10744 


55% 


8&3% 


84.8% 


ECO102554 


BFU102064 


51% 


96.5% 


98.1% 


ECO102554 


BMA102082 


58% 


86.3% 


84.8% 


ECO102554 


CJU100663 


34% 


87.5% 


96.6% 


ECO102554 


CPN200644 


52% 


88.6% 


61.5% 


ECO102554 


CTR200291 


50% 


87.5% 


62.2% 


ECO 102554 


CAC101341 


49% 


92.2% 


95.5% 


ECO102554 


CBO102927 


46% 


94.1% 


97.5% 


ECO102554 


CDF104123 


47% 


85.9% 


95.2% 


ECO102554 


CDP101153 


37% 


89.8% 


92.8% 


ECO102554 


EBC 100905 


96% 


100% 


100% 


ECO102554 


EFA202296 


46% 


95.3% 


98.8% 


ECO102554 


ECO 102554 


100% 


100% 


t AAA/ 

100% 


ECO102554 


HIN100192 


83% 


95.7% 


99.2% 


ECO102554 


HPY101131 


32% 


88.2% 


98.3% 


ECO102554 


KPN300514 


99% 


44.3% 


100% 


ECO102554 


LPN101866 


57% 


94.9% 


96.8% 


ECO102554 


LMO102506 


46% 


94.1% 


98.4% 


ECO102554 


MCA100037 


51% 


94.5% 


99.6% 


ECO 102554 


MAV 103396 


42% 


on 00/ 
Of, 0/0 


Q<\ 0% 

/O 


ECO102554 


MBV102286 


42% 


87.5% 


98.3% 


ECO102554 


MLP10C985 


42% 


87.5% 


95.0% 


ECO102554 


MTU202868 


42% 


87.5% 


98.3% 


ECO102554 


MGE100454 


39% 


87.5% 


94.4% 
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ECO102554 


MPN100183 


40% 


82.4% 


97.6% 


ECO102554 


NGO1020.06 


55% 


97.3% 


99.6% 


ECO102554 


NME200733 


56% 


97.3% 


99.6% 


ECO102554 


PMU101297 


80% 


96.1% 


100% 


ECO102554 


PRT100820 


84% 


96.9% 


98.8% 


ECO102554 


PAE203740 


66% 


94.1% 


95.6% 


ECO102554 


PPU107801 


65% 


94.5% 


96.4% 


ECO102554 


PSY102681 


67% 


94.5% 


93.4% 


ECO102554 


SPA101890 


94% 


100% 


100% 


ECO102554 


STY102217 


96% 


100% 


100% 


ECO102554 


SAU801240 


44% 


94.5% 


97.6% 


ECO102554 


SEP201533 


44% 


94.5% 


97.6% 


ECO102554 


SMU100806 


48% 


95.3% 


98.8% 


ECO102554 


SPN400687 


49% 


94.5% 


98.3% 


ECO102554 


SPY200632 


48% 


94.5% 


96.7% 


ECO102554 


TPA100898 


43% 


95.3% 


97.2% 


ECOl 02554 


UUR100574 


41% 


88.2% _j 


96.9% 


ECO102554 


VCH100553 


78% 


96.9% 


100% 


Km 102554 


YPS003421 


91% 


95.7% 


99.2% 


ECO102555 


ABA100450 


38% 


93.5% 


96.2% 


ECO102555 


BFR104790 


24% 


91.9% 


90.6% 


ECO102555 


BPT101152 


29% 


91.9% 


93.7% 


ECO102555 


BBU100696 


26% 


78.4% 


84.9% 


ECO102555 


BCE100840 


29% 


93.5% 


79.1% 


ECO102555 


BFU106135 


31% 


93.5% 


73.0% 


ECO102555 


BMA100086 


27% 


93.5% 


77.7% 


ECOl 02555 


CJU100662 


24% 


88.1% 


90.5% 


ECO102555 


CAC100852 


28% 


87.0% 


91.0% 


ECO102555 


CBO102176 


23% 


88.1% 


92.1% 


ECO102555 


CDF102281 


25% 


87.6% 


90.6% ! 


ECO102555 


CDP101154 


23% 


84.3% 


89.2% 


ECO102555 


EBC100904 


95% 


24.3% 


100% 


ECO102555 


EFA202294 


28% 


91.9% 


95.4% 


ECO102555 


ECO102555 


100% . 


100% 


100% 


ECO102555 


HIN100193 


68% 


90.8% 


94.4% 


ECO102555 _J 


HPY101132 


24% 


81.1% 


85.9% 


ECO102555 


KPN30O513 


92% 


74.1% 


100% 
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LPN101155 


37% 


91.4% 


95.9% 


ECO102555 


LMO101858 


25% 


87.6% 
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MCA100472 


30% 
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94.3% 
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88.6% 


93.8% 


ECO102555 


MLP100986 


31% 
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95.7% 
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FC0 102593 


NGO101062 


25% 


16.4% 


15.8% 


ECO102593 


NME200426 


22% 


59.5% 


67.6% 


ECO102593 


NME200638 


23% 


9.5% 


17.2% 
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NME200634 


21% 
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PRT103539 
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ECO102593 


PRT105107 


21% 


61.6% 


62.1% 


ECO102593 


PAE204079 


21% 


2.8% 


88.2% | 


ECO102593 


PAE204539 


20% 


70.0% 


61.9% 


ECO102593 


PPU103891 


22% 


5.9% 


14.1% 


ECO102593 


PPU101855 


27% 


47.2% 


97.6% 


ECO102593 


PSY105010 


26% 


3.4%> 


93.8% 


ECO102593 


STM104147 


20% 


65.9% 


2.1% 


ECO 102593 


YPS000732 


30% 


14.9% 


77.1% 


ECO102593 


YPS002481 


29% 


8.5% 


63.3% 


ECO102593 | 


YPS003252 


27% 


17.7% 


44.0% 


ECO102599 


ECO102599 


100% 


100% 


100% 


ECO102600 


ECO102600 


100% 


100% 


100% 


ECO102604 


BPT105939 


30% 


33.1% 


20.5% 


ECO102604 


ECO102604 


100% 


100% 


100% 


ECO102604 


KPN305556 


85% 


98.6% 


100% 


ECO102604 


PPU108977 


67% 


90.3% 


100% 


ECO102604 


SPA100787 


84% 


98.6% 


100% 


ECO102604 


STY102673 


86% 


90.8% 


99.7% 


ECO102604 


STM103130 


86% 


90.8% 


99.7% 


ECO102610 


ABA100150 


46% 


99.3% 


100% 


ECO102610 


BPT101957 


49% 


98.7% 


97.3% 


ECO102610 


BBU100322 


37% 


35.6% 


14.1% 


ECO102610 


BCE109062 


43% 


100% 


99.4% 


ECO102610 


CBO101404 


32% 


55.0% 


38.7% 


ECO102610 


CDF102194 


35% 


53.7% 


39.3% 


ECO102610 


EBC102396 


64% 


99.3% 


99.3% 


ECO 102610 


EFA201210 


47% 


39.6% 


28.6% 


ECO102610 


EFM201311 


42% 


38.3% 


27.2% 


ECO102610 


EFM202034 


47% 


39.6% 


26.9% 


ECO102610 


ECO102610 


100% 


100% 


100% 


ECO102610 


KPN301659 


64% 


98.7% 


98.7% 


ECO102610 


MCA100095 


40% 


99.3% 


100% 


ECO102610 


NGO101731 


46% 


33.6% 


11.2% 


ECO102610 


NME200158 


40% 


33.6% 


12.3% 


ECO102610 


PMU101974 


36% 


99.3% 


98.6% 


ECO102610 


PAE205173 


54% 


99.3% 


100% 


ECO102610 


PPU106499 


56% 


99.3% 


100% 


ECQ102610 


PSY104020 


52% 


99.3% 


100% 


ECO102610 


SPA103010 


93% 


100% 


100% 


ECO102610 


TPA100041 


42% 


32.9% 


15.2% 


ECO102610 


VCH100047 


34% 


47.0% 


17.6% 


ECO102612 


ABA100902 


27% 


97.0% 


93.1% 


ECO102612 


BAN102839 


22% 


70.7% 


55.6% 


ECO102612 


BAN109348 


23% 


82.8% 


90.1% 


ECO102612 


BAN105886 


31% 


83.8% 


82.8% 


ECO102612 


BAN101705 


33% 


77.8% 


90.6% 


ECO102612 


BAN106903 


29% 


82.8% 


85.4% 


ECO102612 


BAN108997 


32% 


84.8% 


77.6% 


ECO 102612 


BAN109157 


34% 


82.8% 


81.8% 


ECO102612 


BPT102914 


25% 


89.9% 


*70 /iO/ 

JoA/o 


ECO102612 


BCE100121 


37% 


93.9% 
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BFU101752 


38% 
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• BMA104163 


33% 
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83.5% 
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CBO102999 


27% 
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93.5% 
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ECO102612 


EBC100370 


76% 


98.0% 


100% 


ECO102612 


ECO102612 


100% 


100% 


100% 


ECO102612 


KPN304418 


69% 


100% 


100% 


ECO102612 


LPN102332 


29% 


78.8% 


91.9% 


ECO102612 


LMO102436 


26% 


82.8% 


82.5% 


ECO102612 


MAV101064 


31% 


90.9% 


83.5% 


ECO102612 


MBV103014 


32% 


84.8% 


72.3% 


ECO102612 


MTU201653 


32% 


85.9% 


38.5% 


ECO102612 


NGO100659 


36% 


80.8% 


84.9% 


ECO102612 


NME201928 


37% 


54.5% 


79.4% 


ECO102612 


PMU101481 


30% 


93.9% 


96.8% 


ECO102612 


PRT101996 


38% 


97.0% 


88.8% 


ECO102612 


PAE204352 


31% 


77.8% 


89% 


ECO102612 


PPU1 12349 


28% 


77.8% 


89.1% 


ECO102612 


PPU101562 


31% 


78.8% 


90% 


ECO102612 


PSY101769 


31% 


77.8% 


85.6% 


ECO102612 


SPA1 03008 


89% 


100% 


100% 


ECO102612 


STY106198 


87% 


100% 


100% 


ECO102612 


STM103167 


89% 


100% 


100% 


ECO102612 


SEP202395 


30% 


89.9% 


75.4% 


ECO102612 


SMU101283 


28% 


89.9% 


23.0% 


ECO102612 


VCH 100665 


41% 


96.0% 


87.0% 


ECO102612 


VCH103365 


37% 


97.0% 


90.5% 


ECO102619 


BAN106019 


41% 


91.2% 


95.8% 


ECO102619 


BAN 106208 


41% 


91.2% 


95.8% 


ECO 1026 19 


CDP101420 


53% 


91.2% 


92.2% 


ECO102619 


EBC101489 


87% 


99.3% 


63.1% 


ECO102619 


EFA201340 


40% 


91.9% 


60.8% 


ECO102i519. 


EFM202084 


27% 


90.4% 


96.6% 


ECO102619 


ECO102619 


100% 


100% 


100% 


ECO102619 


KPN304448 


80% 


96.3% 


61.8% 


ECO102619 


MAV1 03566 


61% 


94.9% 


88.7% 


ECO102619 


MBV105902 


62% 


94.9% 


88.7% 


ECO 102619 


MLP101068 


60% 


93.4% 


94.9% 


ECO102619 


MTU203012 


62% 


94.9% 


88.7% 


ECO102619 


MGE100235 


55% 


93.4% 


84.3% 


ECO102619 


MPN100513 


53% 


92.6% 


83.7% 


ECO 1026 19 


PRT102698 


58% 


92.6% 


59.3% 


ECO 1026 19 


SPA 100545 


66% 


100% 


62.7% 


ECO102619 


STY102715 


85% 


100% 


100% i 


ECO102619 


STM103197 


85% 


100% 


100% 


ECO 1026 19 


SAU800730 


36% 


92.6% 


90.2% 


ECO102619 


SEP201146 


33% 


86.8% 


83.2% 


ECO102619 


SEP200795 


37% 


92.6% 


85.6% 


ECO102619 


SHA100608 


38% 


66.2% 


68.9% 


ECO102619 


SMU100587 


27% 


86.8% 


88.9% 


ECO102619 


SPN400156 


26% 


97.1% 


75.5% 


ECO 102619 


SPY200303 


52% 


87.5% 


74.1% 


ECO102619 


YPS001326 


69% 


97.1% 


99.3% 


ECO102636 


A Tl A 1 AA1 A*7 

ABA100197 


94% 


63.9% 


100% 


ECO102636 


ABA101889 


91% 


91.8% 


66.7% 


ECO102636 


BBU100183 


33% 


93.4% 


70.4% 


ECO102636 


CJU101029 


33% 


88.5% 


72% 


ECO102636 


CAC101250 


38% 


93.4% 


78.1% 
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ECO102636 


CBO100627 


34% 


100% 


84.7% 


ECOl 02636 


CDF101436 


38% 


88.5% 


77.1% 


ECO102636 


EBC101518 


100% 


100% 


100% 


ECO102636 


ECO102636 


100% 


100% 


100% 


ECO102636 


HIN100793 


68% 


93.4% 


90.5% 


ECO102636 


HPY101421 


33% 


96.7% 


77.6% 


ECO 102636 


KPN305688 


100% 


96.7% 


100% 


ECO 102636 


LPN100697 


76% 


98.4% 


70.6% 


ECO102636 


MCA100043 


86% 


95.1% 


69.9% 


ECO102636 


PMU101288 


69% 


85.2% 


83.9% 


ECO 102636 


PRT105141 


96% 


93.4% 


91.9% 


ECO 102636 


PAE200904 


85% 


100% 


100% 


ECO 102636 


PPU100420 


75% 


98.4% 


98.4% ! 


ECO 102636 


PSY106524 


75% 


100% 


100% 


ECO102636 


STYl 02763 


100% 


100% 


100% 


ECO102636 


TPA100649 


40% 


96.7% 


80.8% 


ECO102636 


VCH100538 


98% 


90.2% 


84.6% 


ECO 102636 


YPS003496 


95% 


100% 


100% 


ECO 102637 


ABA102548 


52% 


8.7% 


92.7% 


ECO102637 


ABA101894 


58% 


99.4% 


99.3% 


ECO102637 


BANH2993 


47% 


12.1% 


95.5% 


ECO102637 


BANH2360 


40% 


72.6% 


99.1% 


ECO 102637 


BANH0893 


44% 


99.1% 


99.0% 


ECO102637 


BFRH415 


43% 


98.3% 


98.7% 


ECO102637 


BPT10H43 


62% 


99.4% 


99.8% 


ECO102637 


BBU100219 


36% 


79.0% 


98.7% 


ECO102637 


BCE107013 


72% 


48.1% 


93.8% 


ECO 102637 


BFUH4595 


62% 


99.3% 


99.7% 


ECO102637 


BMA107024 


62% 


99.3% 


99.7% 


ECO 102637 


CJU100469 


47% 


97.9% 


98.6% 


ECO 102637 


CPN200957 


41% 


99.1% 


99.3% 


ECO102637 


CTR200124 


41% 


99.1% 


99.3% 


ECO102637 


CAC100475 


42% 


98.3% 


98.2% 


ECO102637 


CBO102316 


42% 


98.4% 


98.3% 


ECO102637 


CDF100894 


44% 


98.1% 


98.0% 


ECO 102637 


CDP100382 


40% 


99.2% 


99.8% 


ECO102637 


EBC101519 


91% 


98.3% 


100% 


ECO102637 


EFA202378 


44% 


99.2% 


99.3% 


ECO 102637 


EFM102001 


41% 


13.7% 


100% 


ECOl 02637 


ECO 102637 


100% 


100% 


100% 


ECO102637 


HIN100794 


69% 


99.7% 


99.9% 


ECO102637 


HPY101224 


46% 


98.4% 


98.8% 


ECO102637 


KPN301584 


91% 


99.9% 


100% 


ECO102637 


LPN103164 


56% 


98.6% 


99.1% 


ECO102637 


LMO101358 


43% 


99.1% 


99.0% 


ECO 102637 


MCA100516 


58% 


99.2% 


99.1% 


ECO 102637 


MAV102135 


39% 


97.5% 


99.1% 


ECO 102637 


MBV100967 


40% 


99.1% 


99.1% 


ECO 102637 


MLP100309 


38% 


99.1% 


99.4% 


ECOl 02637 


MTU202518 


40% 


99.1% 


99.1% 


ECO102637 


MGE100298 


31% 


97.7% 


98.4% 


ECO102637 


MPN100422 


33% 


91.0% 


88.8% 


ECO102637 


NGO101407 


61% 


99.4% 


99.7% 


ECO102637 


NME201646 


61% 


99.4% 


99.7% 
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ECO102637 


PMU101287 


70% 


99.7% 


99.9% 


ECO102637 


PRT101312 


78% 


99.9% 


100% 


ECO102637 


PAE200902 


65% 


99.4% 


99.8% 


ECO 102637 


PPU1 06922 


65% 


98.3% 


98.6% 


ECO102637 


PSY103114 


64% 


93.8% 


98.8% 


ECO 102637 


SPA101276 


94% 


99.4% 


100% 


ECO102637 


STY102766 


95% 


100% 


100% 


ECO 102637 


SAU801618 


45% 


98.9% 


99.0% 


ECO 102637 


SEP201165 


44% 


98.9% 


99.0% 


ECO102637 


SHA101190 


45% 


98.9% 


98.6% 


ECO102637 


SMU1 00824 


44% 


98.6% 


99.1% 


ECO 102637 


SPN401239 


42% 


98.9% 


99.3% 


ECO 102637 


A|T\M r rt /\ 4 /"v 

SPY201063 


43% 


98.6% 


99.1% 


ECO 102637 


TPA101007 


40% 


79.0% 


97.4% 


ECO 102637 


T TT TT\ 4 Av Av ^ *4» 4 

UUR100371 


32% 


99.1% 


99.2% 


ECO 102637 


VCH100535 


68% 


99.9% 


100% 


ECO102637 


YPS003498 


82% 


99.9% 


100% 


ECO 1 0263 8 


ABA101317 


32% 


87.3% 


83.1% 


ECO 102638 


BFR1 05888 


23% 


86.7% 


89.0% 


ECO 1 0263 8 


BPT1 02831 


29% 


86.7% 


70.2% 


ECO102638 


BCE103131 


33% 


90.4% 


47.6% 


ECO 1 0263 8 


CAC101416 


25% 


90.4% 


67.8% 


ECO 102638 


CDF104561 


26% 


90.4% 


67.0% 


ECO 10263 8 


EBC101520 


84% 


100% 


100% 


ECO102638 


EFA200848 


23% 


69.9% 


40.2% 


ECO 102638 


EFM200848 


25% 


85.5% 


50.9% 


ECO102638 


ECO102638 


100% 


100% 


100% 


ECO102638 


HIN 100578 


28% 


68.7% 


92.1% 


ECO102638 


KPN301586 


76% 


100% 


100% 


ECO102638 


LPN101898 


32% 


90.4% 


93.3% 


ECO102638 


MCA 103400 


28% 


89.2% 


50.6% 


ECO102638 


NGO100458 


29% 


85.5% 


84.3% 


ECO10263.8 


NME201548 


30% 


85.5% 


84.3% 


ECO 102638 


PMU101816 


29% 


65.7% 


88.8% 


ECO 102638 


PRT1 04789 


37% 


82.5% 


97.9% 


ECO102638 


PAE203614 


40% 


89.8% 


90.2% 


ECO102638 


PPU101132 


36% 


70.5% 


75.9% 


ECO 10263 8 


PS Yl 07055 


39% 


84.3% 


85.5% 


ECO 10263 8 


SPA101275 


86% 


100% 


100% 


ECO102638 


STY 102769 


87% 


100% 


100% 


ECO102638 


SPN401716 


25% 


81.3% 


44.1% 


ECO102638 


SPY201239 


29% 


56.6% 


36.8% 


ECO102638 


VCH100534 


36% 


84.9% 


86.2% 


ECO 102638 


YPS003500 


44% 


88.6% 


95.2% 


T">/"^/-\ ■§ /"OA 

ECO 102639 


ABA101315 


74% 


92.9% 


94.0% 


ECO 102639 


BAN109036 


49% 


90.9% 


95.2% 


ECO 102639 


BAN107984 


70% 


56.9% 


96.6% 


ECO102639 


BFR1 1938 


63% 


91.2% 


92.8% 


ECO102639 


BPT102835 


68% 


95.8% 


96.6% 


liCU 102639 


T> T>T T 1 A A 1 OA 

BBU100130 


54% 


96.0% 


95.1% 


ECO102639 


BCE109039 


69% 


96.9% 


95.8% 


ECO102639 


BFU103521 


68% 


97.7% 


96.1% 


ECO102639 


BMA106800 


72% 


91.2% 


90.7% 


ECO102639 


CJU101578 


62% 


91.5% 


94.5% 
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ECO102639 


CPN201091 


56% 


OB AO/ 

yo.\)/o 


OO £0/ 
70.070 


ECO102639 


CTR200019 


59% 


A A AO/ 

90.9% 


Al 00/ 

91.2% 


ECO102639 


CAC102599 


65% 


A1 00/ 

91.0% 


AO 00/ 

92.0% 


ECO102639 


CBO100413 


66% 


Al 00/ 

91.8% 


Al AO/ 

91.0% 


ECO102639 


CDF100868 


64% 1 


Al 00/ 

91.2% 


A1 AO/ 
91,0% 


ECO 102639 


CDP100408 


63% 


aa no/ 

90.7% 


Q£ AO/ 
OO.0% 


ECO102639 


EBC101521 


92% 


1 AAO/ 
100% 


1 AAC/ 

100% 


ECO102639 


EFA201505 


59% 


97.5% 


AO AD/ 

98.0% 


ECO102639 


EFM100436 


61% 


on CO/ 

87.5% 


A<C AO/ 

96.9% 


ECO102639 


ECOl 02639 


100% 


1 AAO/ 

100% 


1 AAO/ 

100% 


ECO102639 


HIN100579 


73% 


100% 


99.7% 


ECO102639 


HPY100150 


61% 


r\c ooy 

95.2% 


AO 1 0/ 

97.1% 


ECO 102639 


KPN301587 


93% 


100% 


1 AAO/ 


ECO102639 


LPN100193 


70% 


AA OO/ 

99.2% 


1 AAO/ 
100% 


ECO102639 


LMO100506 


63% 


AA AO/ 

90.9% 


AO 00/ 

92.2% 


ECO 102639 


MCA1 03696 


71% 


f\£ AO/ 

96.9% 


AO 00/ 

97.7% 


ECO102639 


MAV1 02772 


62% 


AO / 

98.6% 


AO /CO/ 

9o.o% 


ECO102639 


MBV102991 


66% 


AO £0/ 

98.6% 


AA AO/ 

99.4% 


ECO 102639 


MLP 100604 


65% 


AO AO/ 

92.9% 


AO CO/ 

97.5% 


ECO102639 


MTU202700 


66% 


98.6% 


AA AO/ 

99.4% 


ECO102639 


MGE100348 


. 46% 


85.3% 


88.5% 


ECO102639 


MPN100352 


45% 


85.8% 


AA CO/ ' 

90.5% ( 


ECO102639 


NGO100154 


69% 


92.1% 


O/T AO/ 

86.9% 


ECO102639 


NME201518 


69% 


AO 1 O/ 

92.1% 


AO OO/ 

93.7% 


ECO102639 


PMU101817 


75% 


AA AO/ 

99.4% 


AO <0/ 

97.5% 


ECO102639 


PRT101313 


84% 


99.7% 


1 AAO/ 

100% 


ECO102639 


PAE203615 


71% 


99.2% 


t AAO/ 

100% 


ECO102639 


PPU106715 


73% 


92.6% 


AO 1 O/ 

92.1% 


ECO102639 


PSY104402 


73% 


93.2% 


89.2% 


ECO102639 


SPA101274 


88% 


100% 


100% 


ECO102639 


STY 102772 


97% 


100% 


1 AAO/ 

100% 


ECO102639 


SAU801285 


62% 


92.4% 


AO AO/ 

93.9% 


ECO102639 


SEP201588 


59% 


99.2% 


AO /lO/ 

97.4% 


ECO102639 


SHA101287 


61% 


AO AO/ 

92.4% 


M 00/ 

yj.7% 


ECO102639 


SMU101217 


62% 


AA AO/ 

90.9% 


O/t AO/ 

84.9% 


ECO102639 


SPN401755 


60% 


98.0% 


87.6% 


ECO102639 


SPY201616 


62% 


90.9% 


86.0% 


ECO102639 


TP Al 00684 


59% 


91.8% 


OA 1 0/ 

80.1% 


ECO102639 


UUR100082 


40% 


91.8% 


97.0% 


ECO102639 


VCH100533 


84% 


93.8% 


OA OO/ 

80.3% 


ECO102639 


YPS003502 


87% 


1 AAO/ 

100% 


1 AAO/ 

100% 


ECO 102641 


ABA105758 


38% 


O A 00/ 

84.2% 


AA 00/ 

90.7% 


ECO102641 


BPT100211 


34% 


A^ AO/ 

96.4% 


o< oo/ 


ECO102641 


BCE1 10777 


42% 


oo no/ 

83.7% 


OA 1 0/ 

99. 1% 


ECO102641 


BFU102083 


39% 


OO 00/ 

83.7% 


0£ 00/ 

7o.o% 


ECO102641 


BMA101152 


39% 


83.7% 


AA 1 0/ 

99.1% 


ECO102641 


EBC101821 


88% 


99.7% 


1 AAO/ 

100% 


ECO102641 


ECO102641 


100% 


100% 


i AAO/ 

100% 


ECO102641 


KPN301585 


87% 


99.4% 


1 AAO/ 

100% 


ECU 102641 


T "DXT1 AO /CO/) 

LriNlU2o94 


4U/o 


oo 10/ 
OJ.l /o 


o / .o /o 


ECO102641 


MCA101336 


34% 


66.2% 


51.0% 


ECO102641 


MAV106642 


33% 


16.3% 


17.5% 


ECO102641 


MBV100885 


33% 


16.6% 


15.7% 


ECO102641 


MTU201213 


33% 


16.6% 


14.6% 
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ECO102641 


NGO101013 


38% 


83.7% 


87.4% 


ECO102641 


NME201354 


38% 


83.7% 


90.6% 


ECO102641 


PMU100513 


27% 


72.3% 


68.7% 


ECO102641 


PRT105375 


29% 


98.6% 


97.3% 


ECO102641 


PAE204442 


67% 


98.6% 


97.5% 


ECO102641 


PPU108958 


46% 


85.3% 


95.3% 


ECO102641 


PSY105088 


46% 


85.9% 


94.7% 


ECO102641 


SPA100411 


81% 


98.1% 


99.7% 


ECO102641 


STY102777 


92% 


100% 


100% 


ECO102641 


VCH101926 


27% 


83.7% 


94.1% 


ECO102641 


YPS000499 


74% 


99.2% 


96.8% 


ECO102645 


CBO103413 


46% 


98.8% 


97.7% 


ECO102645 


CDF1 02939 


60% 


99.6% 


99.2% 


ECO102645 


EBC101896 


95% 


81.5% 


99.1% 


ECO102645 


ECO102645 


100% 


100% 


100% 


ECO102645 


KPN307029 


91% 


100% 


100% 


ECO102645 


PMU101968 


74% 


100% 


100% 


ECO 102645 


PSY101670 


33% 


83.4% 


94.0% 


ECO 102645 


SPA 101 711 


94% 


100% 




ECO 102645 


STY102788 


97% 


100% 


100% 


ECO 102645 


STM103254 


97% 


100% 


100% 


ECO 102646 


CBO101041 


31% 


96.6% 


82.7% 


ECO102646 


CDF1 04371 


29% 


96.6% 


77.1% 


ECO102646 


EBC101897 


70% 


100% 


100% 


ECO102646 


EFA200720 


29% 


88.2% 


66.5% 


ECO102646 


EFM201620 


27% 


90.8% 


67.5% 


ECO102646 


ECO102646 


100% 


100% 


100% 


ECO102646 


KPN303732 


73% 


100% 


100% 


ECO102646 


MAV103524 


58% 


20.2% 


18.5% 


ECO 102646 


MBV103369 


45% 


29.4% 


27.8% 


ECO102646 


MLP100731 


45% 


29.4% 


27.8% 


ECO102646 


MTU201326 


45% 


29.4% 


27.8% 


ECO102646 


PMU101967 


44% 


92.4% 


90.2% 


ECO 102646 


SPA101712 


82% 


100% 


100% 


ECO102646 


STY102790 


83% 


100% 


100% 


ECO102646 


STM103595 


83% 


100% 


100% 


ECO102646 


SMU100625 


35% 


59.7% 


43.8% 


ECO102646 


SPY101903 


32% 


88.2% 


70.4% 


ECO102654 


EBC103477 


78% 


98.5% 


98.5% 


ECO102654 


ECO102654 


100% 


100% 


100% 


ECO 102654 


KPN303729 


75% i 


98.8% 


98.8% 


ECO102654 


SPA100711 


39% 


99.1% 


99.1% 


ECO102654 


STY104055 


40% 


99.1% 


97.6% 


ECO 102654 


STM100084 


41% 


99.1% 


97.6% 


ECO 102654 


VCH101533 


38% 


99.1% 


96.8% 


ECO102654 


YPS001725 


36% 


99.1% 


98.8% 


ECO102655 


CDF100104 


39% 


36.9% 


98.9% 


ECO102655 


CDF101686 


37% 


94.2% 


97.0% 


ECO102655 


EBC103488 


88% 


99.0% 


99.8% 




EFM200442 


36% 


93.6% 


99.6% 


ECO 102655 


ECO102655 


100% 


100% 


100% 


ECO102655 


KPN305684 


88% 


97.5% 


98.5% 


ECO102655 


PPU1 10278 


31% 


19.2% 


17.2% 


ECO102655 


SPN400505 


37% 


93.8% 


72.9% 
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ECO102655 


SPY200412 


38% 


95.7% 


t> to/ 

73.7% 


ECO102669 


BFU102622 


56% 


1 AAA/ 

100% 


94.9% 


ECO102669 


CJU100586 


41% 


98.1% 


98.6% 


ECO102669 


CAC102120 


44% 


98.1% 


99.2% 


ECO102669 


CBO 100979 


38% 


89.8% 


93.6% ! 


ECO102669 


CDP100853 


51% 


98.1% 


96.5% 


ECO102669 


EBC102590 


86% 


98.1% | 


79.9% 


ECO102669 


ECO102669 


100% 


100% ! 


100% 


ECO102669 


HPY100884 


43% 


97.9% 


99.2% 


ECQ102669 


KPN303726 


84% 


99.7% 


99.7% 


ECO102669 


LPN100627 


46% 


98.1% 


98.4% 


ECO102669 


PRT101111 


64% 


98.9% 


99.2% 


ECOl 02669 


SPA101915 


93% 


98.1% 


80.6% 


ECO 102669 


STY102830 


94% 


99.7% 


99.7% 


ECO 102669 


STM103675 


94% 


99.7% 


99.7% 


ECO102671 


EBC107209 


86% 


88.0% 


100% 


ECO102671 


ECO102671 


100% 


100% 


100% 


ECO 102671 


KPN303720 


88% 


77.7% 


95.5% 


ECO102671 


SPA1 00903 


89% 


69.7% 


98.6% 


ECO102671 


STY102834 


89% 


99.9% 


99.9% 


ECO102671 


STM103679 


90% 


99.9% 


99.9% 


ECOl 02671 


SAU802611 


40% 


5.3% 


52.9% 


ECO 102690 


BAN104917 


36% 


76.1% 


80.8% 


ECO102690 


BAN109893 


52% 


97.0% 


99.5% 


ECO102690 


BFR12076 


51% 


89.1% 


89.1% 


ECO102690 


BCE101378 


56% 


75.1% 


80.7% 


ECO102690 


BFU105924 


51% 


78.6% 


87.7% 


ECO102690 


BMA103440 


52% 


87.6% 


67.2% 


ECOl 02690 


CJU101334 


28% 


70.6% 


81.8% 


ECO102690 


CAC100962 


53% 


96.0% 


96.5% 


ECO102690 . 


EBC104331 


89% 


100% 


100% 


ECO102690 


ECO 102690 


100% 


100% 


100% 


ECO102690 


KPN103912 


92% 


100% 


100% 


ECO102690 


PRT103978 


62% 


99.5% 


100% 


ECO102690 


PAE201392 


58% 


75.1% 


77.0% n 


ECO102690 


PSY108238 


50% 


94.0% 


80.9% 


ECO102690 


PSY106624 


50% 


94.0% 


80.9% 


ECO102690 


SPA104299 


77% 


17.4% 


77.3% 


ECO102690 


STY103443 


85% 


100% 


100% 


ECO102690 


SEP201659 


52% 


96.0% 


97.5% 


ECQ 102690 


SHA102289 


56% 


96.0% 


97.5% 


ECO 102690 


VCH 102521 


67% 


97.0% 


91.2% 


ECO102690 


YPS000099 


80% 


98.0% 


92.5% 


ECO102705 


ABA100092 


27% 


81.8% 


51.5% 


ECO102705 


BAN110678 


43% 


73.6% 


53.4% 


ECO102705 


BAN109471 


43% 


73.6% 


53.4% 


ECO102705 


BFR105878 


35% 


86.8% 


93.2% 


ECO102705 


BPT100447 


31% 


48.8% 


40.8% 


ECO102705 


BCE1 15084 


31% 


52.1% 


44.7% 


ECO 102705 


T>T7T T1 A1 ATI 

Br U 10 lu2z 


28% 






ECO102705 


BMA106574 


31% 


52.1% 


44.7% 


ECO102705 


CJU100148 


28% 


52.9% 


33.2% 


ECO102705 


CAC100156 


25% 


85.1% 


87.5% 


ECO102705 


CBO101681 


43% 


95.0% 


98.3% 
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T?/^/"\1 AOOAC 

ECO 102705 


EBC 104323 


94% 


99.2% 


1 AAO/ 


ECO 102705 


ECO102705 


100% 


1 AAA/ 

100% 


i r\t\o/ 

100% 


ECO102705 


TTTXT1 A1 1 ✓"^ 

HIN101163 


27% 


AA rn/ 

92.6% 


95.7% 


ECO 102705 


KPN303830 


93% 


100% 


1 AAO/ * 

100% 


ECO 102705 


MCA101606 


27% 


82.6% 


^O AO/ 

52.0% 


ECO 102705 


NGO101844 


30% 


£f\ Aft/ 

69.4% 


^O 1 0/ 

62.1% 


ECO 102705 


NME200649 


26% 


r\ a AO/ 

94.2% 


AT 1 0/ 

97.1% 


t~*r\ 1 aooac 

ECO 102705 


Tix XT T1 AA1 Of 

PMU100185 


29% 


AO tZCi/ 

92.6% 


AC *70/ 

95.7% 


ECO 102705 


TVOOM AAA C £ 

PRTl 02255 


84% 


i Ann/ 

100% 


1 AAO/ 

100% 


ECO 102705 


PAE202664 


76% 


95.9% 


98.3% 


r>/^A1 A/^IAf 

ECO 102705 


PPU1 11281 


75% 


95.9% 


AO OO/ 

98.3% 


ECO 102705 


PSY 100460 


72% 


95.9% 


98.3% 


ECO 102705 


SPA104187 


93% 


100% 


100% 


ECO 102705 


STY103502 


94% 


99.2% 


1 AAA/ 

100% 


ECO 102705 


STM104214 


94% 


99.2% 


100% 


ECO 102705 


n A TTAAAAI 4 

SAU800711 


35% 


94.2% 


84.9% 


ECO 102705 


SEP200752 


34% 


94.2% 


84.9% 


ECO 102705 


OTTA 1A1 A AO 

SHA101448 


37% 


96.7% 


OO i O/ 

87.1% 


ECO 102705 


OTV AT T 1 AAAAO 

SMU1 00908 


39% 


rn a Aft/ 

74.4% 


f A CO/ 

59.5% 


ECO 102705 


VCH101280 


79% 


1 A AO/ 

100% 


AA 00/ 

99.2% 


T2f^r\ 1 AT7AC 

ECO 102705 


C AAA 

YrkuOOlzo 


000/ 

83% 


AO 1(1/ 

98.3% 


1 f*A0/ 

100% 


ECU1U270O 


A T> A 1 A A 1 AO 

ABA104102 


26% 


67.7% 


56.5% 


ECU 102706 


niyri Ai 7AA 

Br 1 101729 


nno/ 

27% 


n a oo/ 

74.8% 


CO AD/ 

58.4% 


ECO 102706 


T> /"IT? 1 111(1A 

BCE111382 


26% 


81.3% 


67.3% j 


ECO 102706 


T^/~YT^1 A J Af A 

BCE104052 


26% 


81.3% 


64.3% 


ECO 102706 


BFUH1756 


34% 


96.1% 


97.7% 


ECO102706 


BMA109566 


26% 


75.3% 


62.7% 


ECO 102706 


CJU100383 


37% 


9.2% 


7.0% 


ECO102706 


ECO101667 


41% 


97.5% 


99.5% 


ECO 102706 


ECOl 02706 


100% 


100% 


100% 


ECO 1 02706 


KPN303429 


45% 


10.9% 


8.6% 


ECO 102706 


LPN103326 


26% 


86.1% 


74.7% 


ECO102706 


MCA100693 


27% 


85.2% 


70.9% 


ECO 102706 


MAV102272 


27% 


74.1% 


76.0% 


ECO 102706 


MBV104554 


26% 


74.6% 


80.4% 


ECO 102706 


MLP101354 


27% 


75.3% 


77.2% 


ECO102706 


MTU200558 


28% 


75.8% 


77.7% 


ECQ 102706 


NGO101376 


27% 


77.1% 


58.8% 


ECO 102706 


NME200707 


27% 


82.2% 


65.3% 


ECO 102706 


PAE202951 


27% 


84.1% 


70.8% 


ECO 102706 


TVrVT T1 AO OA 1 

PPU 108891 


27% 


77.1% 


t n/ 

66.1% 


ECO 102706 


PSY 104867 


A OA/ 

28% 


/-j A OO/ 

74.8% 


^O OO/ 

63.3% 


ECO102714 


ECO102714 


100% 


100% 


100% 


ECO102714 


PAE204095 


33% 


87.8% 


98.3% 


ECO102714 


r\ t T A 1 AA1 j n 

SHA100148 


34% 


85.7% 


95.1% 


ECO 102722 


1 \ T1 AAAA ^ 

BAN100835 


30% 


63.1% 


69.7% 


ECO 102722 


BAN107688 


32% 


64.9% 


67.2% 


ECO 102722 


BFRl 04257 


34% 


73.0% 


70.4% 


ECO102722 


CAC102158 


26% 


91.9% 


87.7% 


CUVJ1U2/2Z 




010/ 


OA AO/ 


00/ 


ECO102722 


CDF104542 


30% 


64.9% 


61.4% 


ECO102722 


EFA200060 


30% 


73.0% 


70% 


ECO102722 


EFM202176 


30% 


95.5% 


91.2% 


ECO102722 


ECO102722 


100% 


100% 


100% 
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ECO102722 


KPN301507 


56% 


96.4% 


96.3% 


ECO102722 


LMO100551 


30% 


88.3% 


85.2% ; 


ECO102722 


MBV101398 


40% 


65.8% 


70.3% 


ECO102722 


MTU202763 


40% 


65.8% 


70.3% 


ECO102722 


NGO101975 


27% 


95.5% 


97.4% 


ECO102722 


NME200373 


38% 


64.9% 


68.6% 


ECO102722 


SAU802068 


25% 


64.9% 


65% 


ECO102722 


SEP201326 


25% 


64.9% 


65% 


ECO102722 


SHA101049 


23% 


91.9% 


88.4% 


ECO102722 


SMU101371 


30% 


90.1% 


90.9% 


ECO102736 


BAN104134 


38% 


93.9% 


96.9% 


ECO102736 


BAN100117 


45% 


93.0% 


96.4% 


ECO102736 


BAN105510 


51% 


95.8% 


93.6% 


ECO102736 


BAN111762 


52% 


95.8% 


93.6% 


ECO102736 


CJU101531 


49% 


95.6% 


98.6% 


ECO102736 


CDP101612 


61% 


97.2% 


94.0% 


ECO102736 


EBC103670 


93% 


100% 


99.5% 


ECO102736 


ECO 102736 


100% 


100% 


100% 


ECO102736 


HIN100275 


59% 


95.6% 


97.8% 


ECO102736 


HPY100131 


43% 


94.9% 


95.9% 


ECO102736 


KPN308636 


92% 


100% 


100% 


ECO 102736 


LPN103077 


64% 


99.5% 


99.8% 


ECO102736 


PMU100037 


58% 


96.0% 


98.3% 


ECO102736 


PRT103179 


80% 


99.5% 


99.5% 


ECO102736 


PPU1 10333 


64% 


94.2% 


100% 


ECO102736 


PSY103212 


64% 


93.7% 


99.5% 


ECO102736 


SPA101480 


94% 


99.5% 


100% 


ECO102736 


STY103893 


95% 


100% 


100% 


ECOl 02736 


STM104294 


95% 


100% 


100% 


ECO102736 


VCH101631 


50% 


99.5% 


99.5% 


ECO102736 


YPS001136 


82% 


99.5% 


98.8% 


ECO102737 


BCE106651 


52% 


99.6% 


86.8% 


ECO102737 


BFU111678 


51% 


99.6% 


93.7% 


ECO102737 


CDF1 02230 


39% 


99.8% 


100% 


ECO102737 


EBC103668 


94% 


99.3% 


100% 


ECO102737 


ECO102737 


100% 


100% 


100% 


ECO102737 


KPN307371 


92% 


100% 


100% 


ECOl 02737 


MLP101075 


51% 


99.6% 


99.6% 


ECO102737 


NGO100729 


51% 


98.5% 


96.3% 


ECO102737 


NME200054 


49% 


93.6% 


96.1% 


ECO102737 


PRT100267 


79% 


100% 


100% 


ECO102737 


PPU107497 


54% 


99.6% 


99.6% 


ECO102737 


PSY104683 


52% 


99.6% 


99.6% 


ECO102737 


STY103896 


94% 


100% 


100% 


ECOl 02737 


STM104297 


94% 


100% 


100% 


ECO102737 


SAU802530 


33% 


61.1% 


92.0% 


ECOl 02737 


SEP201095 


33% 


61.1% 


92.0% 


ECO102737 


SHA100506 


33% 


61.1% 


92.3% 


ECQ102741 


BFR10515 


34% 


92.7% 


93.2% 


ECO 102741 


BCE 113397 


3y/o 


93.2% 


on ooy 

89.3% 


ECO102741 


CJU100451 


36% 


88.8% 


91.6% 


ECO102741 


CBO103139 


! 22% 


89.5% 


94.7% 


ECO102741 


ECO102741 


100% 


100% 


100% 


ECO102741 


HIN100590 


f 34% 


92.9% 


96.3% 
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ECO102741 


HPY101157 


35% 


93.6% 


97.3% 


ECO102741 


KPN309059 


89% 


100% 


100% 


ECO102741 


NGO101858 


31% 


94.1% 


93.2% 


ECO102741 


NME200657 


31% 


94.1% 


97.5% 


ECO102741 


SPA104049 


93% 


94.1% 


100% 


ECO102741 


STY103920 


92% 


100% 


100% 


ECO102744 


BCE105647 


36% 


98.6% 


96.0% 1 


ECO102744 


BFU109391 


35% 


98.6% 


94.2% 


ECO102744 


BFU108766 


36% 


98.6% 


89.5% 


ECO102744 


ECO102744 


100% 


100% 


100% 


ECO102744 


HIN100592 


61% 


100% 


98.6% 


ECO102744 


KPN307040 


92% 


100% 


100% 


ECO102744 


SPA104052 


91% 


100% 


100% 


ECO 102744 


STY103924 


91% 


100% 


100% 


ECO102744 


STM104325 


91% 


100% 


100% 


ECO102744 


SPN401968 


45% 


98.6% 


95.2% 


ECO102749 


EBC100951 


86% 


97.4% 


98.7% j 


ECO102749 


ECO102749 


100% 


100% 


100% 


F.COI 02749 


KPN305190 


84% 


98.7% 


974% 


ECO102749 


PMU101798 


35% 


71.1% 


25.9% 


ECO102749 


PRT104389 


44% 


94.7% 


97.4% 


ECO102749 


PSY107484 


34% 


57.9% 


91.7% 


ECO102749 


SPA104038 


. 93% 


97.4% 


98.7% 


ECOl 02749 


STY103939 


93% 


97.4% 


98.7% 


ECO102749 


SEP203585 


32% 


94.7% 


60.2% 


ECO102763 


EBC107113 


56% 


99.4% 


93.3% 


ECO102763 


ECO102763 


100% 


100% 


100% 


ECO102763 


KPN305145 


49% 


99.4% 


84.2% 


ECO102763 


SPA106196 


66% 


99.4% 


99.4% 


ECOl 02763 


STY104010 


66% 


99.4% 


99.4% 


ECOl 02763 


VCH100842 


22% 


37.8% 


32.1% 


ECO102763 


YPS004214 


41% 


29.5% 


78.0% 


ECO102764 


ABA105245 


60% 


100% 


100% 


ECO102764 


BAN100788 


50% 


99.2% 


99.4% 


ECO102764 


BFR11837 


66% 


100% 


100% 


ECO102764 


BPT100700 


34% 


100% 


100% 


ECO102764 


BCE1 14856 


33% 


100% 


95.3% 


ECO102764 . 


BFU101750 


33% 


100% 


100% 


ECO102764 


BMA105484 


35% 


100% 


100% 


ECO102764 


CAC100774 


36% 


99.6% 


98.1% 


ECO102764 


CBO101177 


21% 


68.2% 


54.6% 


ECO102764 


CDP100080 


63% 


98.9% 


93.2% 


ECO102764 


EBC102732 


95% 


100% 


100% 


ECO102764 


EFA201843 


51% 


98.9% 


98.7% 


ECO102764 


EFM100074 


44% 


39.0% 


97.5% . 


ECO102764 


ECO102764 


100% 


100% 


100% 


ECO102764 


HIN100884 


33% 


100% 


100% 


ECO102764 


KPN305143 


93% 


100% 


100% 


ECO102764 


LMO102901 


50% 


100% 


100% 


ECO 102764 


MCA101497 


59% 


100% 


100% 


ECO102764 


MAV101962 


67% 


98.9% 


97.7% 


ECO102764 


MBV103568 


66% 


98.9% 


97.7% 


ECO102764 


MLP100936 


66% 


98.9% 


97.7% 


ECOl 02764 


MTU202727 


66% 


100% 


100% 
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Homolog Coverage 1 


ECO102764 


MGE100232 


49% 


100% 


1 AAO/ 

100% 


ECO102764 


MPN100516 


49% 


100% 


©*7 CO/ 

87.5% 


ECO 102764 


NGOl 00594 


71% 


1 AAA/ 

100% 


A A 00/ 

99.2% 


ECX)102764 


NME201812 


71% 


i a ao/ 

100% 


1 AAO/ 
100% 


ECO102764 


PMU100079 


33% 


t AAO/ 

100% 


1 AAO/ 
100% 


ECO102764 1 


PRT100903 


36% 


•J AAO/ 

100% 


1 AAO/ 
100% 


ECO102764 


PAE200341 


69% 


1 AA3/ 

100% 


1 Af*0/ 
iUUTO 


ECO102764 


PPU102228 


35% 


100% 


1 AAO/ 
100% 


ECO 102764 


PSY101984 


35% 


1 AAO/ 

100% 


1 AAO/ 
100% 


ECO 102764 


SPA102433 


96% 


100% 


1 AAO/ 
100% 


ECO102764 


STY104016 


95% 


100% 


1 AAD/ 
100% 


ECO102764 


SAU801427 


51% 


98.9% 


AT CO/ 

97.5% 


ECO 102764 


SEP200374 


48% 


98.9% 


AT CO/ 

97.5% 


ECO102764 


SEP201188 


48% 


98.9% 


AT CO/ 

97.5% ! 


ECO102764 


SHA101980 


49% 


AO AO/ i 

98.9% 


AT CO/ 

97,5% 


ECO102764 


SMU100950 


29% 


97.3% 


AiC 1 0/ 

96.1% 


ECO 102764 


SPN400585 


30% 


95.1% 


OA OO/ 

89.2% 


ECO 102764 


SPY200657 


30% 


AO £0/ 

93.6% 


AO 1 0/ 

92.1% 


ECO102764 


VCH100662 


32% 


100% 


1 AAO/ 

100% 


ECO 102764 


YPS002874 


88% 


1 AAO/ 

100% 


1 AAO/ 
100% 


ECO 102768 


EBC103078 


83% 


AT OO/ 

97.8% 


1 AAO/ 

IOOto 


ECO102768 


ECO102768 


100% 


100% 


1 AAO/ 

100% 


ECO102768 


HIN100383 


z" t n/ 

61% 


92.6% 


AC 10/ 

95.1% 


ECO102768 


KPN301609 


O A 0/ 

84% 


AT OO/ 

97.8% 


AT AO/ 

9 /.0% 


ECO102768 


LPN100331 


48% 


93.9% 


A^ >IO/ 

96.4% 


ECO 102768 


PMU101067 


f on/ 

58% 


A A 00/ 

94.8% 


AT TO/ 

97.7% 


ECO102768 


PRT100191 


75% 


94.3% 


A /CO/ 

96% 


ECO102768 


SPA1 02493 


86% 


100% 


1 AAO/ 

100% 


ECO 102768 


rtl ill t4 A i A it A 

STY104040 


88% 


1 AAA/ 

100% 


AA 1 0/ 

99.1% 


ECO 102768 


STM100058 


88% 


100% 


AA 1 0/ 

99.1% 


ECO102768 


VCH100655 


62% 


94.3% 


AT 00/ 

97.7% 


ECO 102768 


YPS002878 


72% 


a/* 1 o/ 

96.1% 


A^ CO/ 

96.5% 


ECO102783 


ECO102783 


100% 


100% 


1 AAO/ 

100% 


ECO102783 


SPA104199 


38% 


OA Z*0/ 

82.6% 


AO iCO/ 

92.6% 


ECO 102783 


STY104456 


39% 


82.6% 


AO TO/ 

92.7% 


ECO 102783 


STM100042 


39% 


82.6% 


AO TO/ 

92.7% 


ECO102783 


UUR100311 


26% 


O O OO/ 

38.3% 


vl C TO/ 

45.7% 


ECO 102787 


CBO101785 


24% 


75.7% 


ilT OO/ 

47.3% 


ECO102787 


ECO 102787 


100% 


1 AAO/ 

100% 


1 AAO/ 

IOOto 


ECO102788 


BMA103545 


36% 


92.0% 


OT 1 O/ 

87.1% 


ECO 102788 


CPN201041 


24% 


CA AO/ 

50.9% 


O C AO/ 

35.9% 


ECO102788 


CTR200854 


21% 


^ /! AO/ 

54.0% 


O C OO/ 

35.8% 


ECO 102788 


ECO 102788 


100% 


100% 


1 AAO/ 

100% 


ECO102788 


PRT1 03050 


35% 


89.0% 


OO TO/ 

83.7% 


ECO102788 


PAE201706 


27% 


70.6% 


/CO OO/ 

68.3% 


ECO102788 


SPA104004 


37% 


85.9% 


OA OO/ 

04.2% 


ECO102788 


STY103261 


37% 


O C AO/ 

85.9% 


Ovl OO/ 

o4.2% 


ECO 102788 


STM103969 


20% 


73.6% 


TO 00/ 

7o.3% 


ECO102802 


ABA 100552 


26% 


AT /TO/ 

97.6% 


AO AO/ 

93.9% 


JsL-UlOzoUZ 


r>lr 1 101 /OO 


110/ 
J I/O 


70.0 /0 


7 J.J /o 


ECO102802 


BMA108998 


28% 


96.4% 


92.2% 


ECO102802 


CBO101375 


46% 


99.9% 


98.3% 


ECOl 02802 


EFA201637 


30% 


97.9% 


79.2% 


ECO102802 


ECO102802 


100% 


100% 


100% 
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Query Coverage 


Homolog Coverage 


ECO102802 


MBV100418 


29% 


98.9% 


95.4% 


ECO 102802 


MTU200372 


29% 


98.9% 


95.4% 


ECO102802 


TPA100078 


20% 


48.8% 


46.9% 


ECO102814 


CBO103064 


43% 


98.3% 


99.0% 


ECO102814 


EFA201627 


44% 


95.0% 


95.3% 


ECO102814 


ECO102814 


100% 


100% 


100% 


ECO102815 


BFU100618 


24% 


89.2% 


92.8% 


ECO102815 


CBO101548 


33% 


89.4% 


94.6% 


ECO102815 


CDF100946 


24% 


89.2% 


95.0% 


ECO102815 


CDF102H0 


35% 


89.7% 


94.8% 


ECO102815 


EBC104972 


22% 


88.8% 


81.8% 


ECO102815 


EFA201626 


34% 


89.9% 


94.6% 


ECO102815 


ECO102815 


100% 


100% 


100% 


ECO102815 


KPN304250 


22% 


94.4% 


99.4% 


ECO102815 


PRT100066 


23% 


93.1% 


91.2% 


ECO102815 


YPS002667 


21% 


77.8% 


84.6% 


ECO102817 


CDF100372 


31% 


9.9% 


89.7% 


ECO102817 


CDF100786 


36% 


78.9% 


99.9% 


FCO102817 


CDFl 03342 


34% 


82.2% 


98.7% 


ECO102817 


CDF100973 


34% 


82.5% 


98.8% 


ECO102817 


ECO102817 


100% 


100% 


100% 


ECO102817 


MAV104590 


26% 


8.9% 


42.2% 


ECO102817 


PAE201522 


26% 


83.4% 


96.2% 


ECO102819 


ABA105065 


62% 


97.5% 


97.1% 


ECO 1028 19 


BAN109973 


25% 


39.4% 


94.4% 


ECO102819 


BAN108621 


25% 


51.5% 


91.1% 


ECO102819 


BANH3546 


25% 


63.3% 


87.3% 


ECO102819 


BFR102598 


35% 


16.2% 


16.3% 


ECO102819 


BPT101914 


23% 


74.5% 


72.6% 


ECO102819 


BCE107325 


50% 


94.5% 


97.4% 


ECO102819 


BFU104800 


47% 


98.2% 


95.8% 


ECO102819 


BMA103965 


48% 


94.8% 


95.4% 


ECO102819 


CJU100060 


23% 


84.7% 


91.9% 


ECO102819 


CAC102908 


31% 


99.1% 


99.1% 


ECO102819 


CDFl 02 1 12 


32% 


98.4% 


99.5% 


ECO102819 


EBC101322 


59% 


97.3% 


100% 


ECO102819 


EFA200357 


30% 


83.4% 


83.7% 


ECO102819 


ECO102819 


100% 


100% 


100% 


ECO102819 


HPY100263 


20% 


78.6% 


84.6% 


ECO102819 


KPN301122 


58% 


97.3% 


97.9% 


ECO102819 


LPN100461 


28% 


94.8% 


97.5% 


ECO102819 


MCA101946 


27% 


26.7% 


26.9% 


ECO102819 


MAV104895 


37% . 


10.3% 


8.2% 


ECO102819 


MBV100021 


40% 


10.3% 


8.5% 


ECO102819 


MTU202019 


40% 


10.3% 


8.2% 


ECO102819 


PAE201520 


57% 


96.1% 


97.5% 


ECO102819 


PPU107264 


55% 


98.4% 


99.3% 


ECO102819 


PSY103885 


54% 


99.5% 


99.8% 


ECO102819 


SPN401213 


25% 


81.3% 


72.3% 


ECO102819 


SPY201589 


34% 


11.4% 


11.7% 


ECO102827 


ABA101939 


69% 


99.5% 


100% 


ECO102827 


BAN1 10383 


35% 


98.6% 


99.7% 


ECO102827 


BAN1 122.71 


45% 


98.9% 


99.2% 


ECO102827 


.BFR11646 


44% 


96.4% 


99.7% 
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Homolog LocusID 


Identity 
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ECO102827 


BPT101803 


64% 


98.9% 


98.4% 


ECO102827 


BBU100074 


48% 


93.2% 


96.8% 


ECO102827 


BCE103450 


62% 


992% 


98.6% 


ECO102827 


BFU108643 


64% 


76.7% 


100% 


ECO102827 


BMA102879 


62% 


992% 


98.6% 


ECO102827 


CJU101373 


49% 


90.7% 


90.4% 


ECO102827 


CPN300572 


47% 


93.4% 


98% 


ECO102827 


CTR100183 


44% 


97.0% 


96.7% 


ECO 102827 


CAC100933 


48% 


86.8% 


96.7% 


ECO102827 


CBO100813 


47% 


88.2% 


99.1% 


ECO102827 


CDF101444 


44% 


98.6% 


99.7% 


ECO102827 


CDP101706 


45% 


91.0% 


79.4% 


ECO102827 


EBC102997 


96% 


100% 


100% 


ECO102827 


EFA200592 


48% 


98.9% 


99.2% 


ECO102827 


ECO102827 


100% 


100% 


100% 1 


ECO102827 


HPY100168 


49% 


96.7% 


97.0% 


ECO102827 


KPN303319 


96% 


87.7% 


100% 


ECO 102827 


LPN101389 


73% 


100% 


100% 


ECO102827 


LMO101259 


49% 


87.7% 


98.2% 


ECO102827 


MCA101198 


63% 


80% 


100% 


ECO102827 


MAV104984 


44% 


92.6% 


87.2% 


ECO 102827 


MBV105866 


44% 


92.6% 


90.2% 


ECO 102827 


MLP100413 


43% 


92.6% 


92.0% 


ECO102827 


MTU203065 


44% 


92.6% 


90.2% 


ECO102827 


NGO100784 


64% 


99.2% 


98.6% 


ECO102827 


NME200212 


64% 


99.2% 


98.6% 


ECO102827 


PMU100190 


82% 


87.7% 


100% 


ECO 102827 


PRT100475 


90% 


87.7% 


100% 


ECO102827 


PAE100476 


68% 


99.5% 


100% 


ECO102827 


PPU100841 


70% 


99.5% 


100% I 


ECO102827 


PSY108064 


65% 


99.5% 


100% ! 


ECO102827 


SPA102977 


95% 


100% 


100% 


ECO102827 


STY104137 


95% 


100% 


100% 


ECO102827 


SAU800754 


45% 


88.2% 


98.2% 


ECO102827 


SEP201383 


48% 


88.2% 


97.3% 


ECO 102827 


SHA101268 


47% 


88.2% 


97.6% 


ECO 102827 


SMU100349 


44% 


88.2% 


98.8% 


ECO102827 


SPN400665 


46% 


88.5% 


97.9% 


ECO102827 


SPY200463 


44% 


91.0% 


98.2% 


ECO102827 


TPA100569 


46% 


93.2% 


92.4% 


ECO102827 


YPS000161 


88% 


100% 


100% 


ECO102828 


ABA101961 


44% 


98.4% 


98.8% 


ECO102828 


BAN104770 


24% 


89.4% 


63.9% 


ECO102828 


BAN102480 


32% 


96.0% 


68.9% 


ECO102828 


BFR100673 


31% 


90.8% 


99.8% 


ECO102828 


BPT101805 


46% 


99.1% 


99.1% 


ECO102828 


BBU10O253 


38% 


80.2% 


81.9% 


ECO102828 


BCE102975 


34% 


18.4% 


97.0% 


ECO102828 


BFU108641 


48% 


95.7% 


95.8% 


ECO102828 


BMAl 06924 


A OO/ 

48% 


95.7% 




ECO102828 


CJU100028 


29% 


90.3% 


93.5% 


ECO102828 


CPN200184 


| 28% 


89.4% 


86.2% 


ECO102828 


CTR200722 


1 30% 


95.7% 


93.6% 


ECO102828 


CAC102562 


| 30% 


95.1% 


95.6% 
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Homolog Coverage 


"E/~>r\ 1 AO oo o 

ECO 102828 


/OT3 /"\ 1 Ai jam 

CBO101432 


O AO/ 

30% 


99.1% 


97.8% 


ECO 102828 


/OT^loi AAA A** 

CDFl 00497 


30% 


A A CO/ 

99.5% 


68.6% 


r?o/™\ 1 AO DO o 

ECO 102828 


EBC102952 


87% 


OO AO/ 

78.9% 


100% 


ECO 102828 


TOT? A O A. 1 1 TO 

EFA20H72 


32% 


95.5% 


68.6% 


ECO 102828 


T7T7X >f 1 AAAOO 

EFM100083 


33% 


^ O OO/ 

48.2% 


92.7% 


ECO 102828 


T7/^/^l AO O a o 

ECO102828 


100% 


« AAO/ 

100% 


100% 


T70/^V 1 AO OO O 

ECO 102828 


TTTVT1 A <i < A 

HIN101186 


58% 


96.0% 


96.3% 


T70/^1 AOOOO 

ECO 102828 


TTTtXTI a AO /« >4 

HPY100344 


31% 


79.7% 


83.9% 


ECO 102828 


KPN303321 


88% 


99.8% 


99.8% 


ECO 102828 


LPN103347 


51% 


98.8% 


98.8% 


T? 1 AOOOO 

ECO 102828 


LMO102252 


33% 


88.9% 


62.7% 


Tj/^/^I aoooo 

ECO 102828 


MCA101569 


42% 


95.1% 


92.9% 


*C/"V\1 AOOOO 

ECOl 02828 


\TA /"\ 1 A A A0 1 

NGO 100971 


48% 


96.2% 


95.9% 


ECO 102828 


NME200968 


A Oft/ 

48% 


A/T OO/ 

96.2% 


95.9% 


AOOOO 

ECO 102828 


T>TV AT T 1 A A 1 AO 

PMU100192 


60% 


A/T AO/ 

96.0% 


96.3% 


tjhai AOOOO 

ECO 102828 


T>T - JT l 1 AO C AT 

PRT 103507 


62% 


AO OO/ 

98.8% 


98.6% 


ECO 102828 


T» A TOOAOOOO 

PAE203722 


58% 


99.1% 


99.8% 


T^/^/^V 1 AO DO O 

ECO 102828 


TVAT T 1 AT n /4 <« 

PPU107844 


56% 


99.1% 


99.8% 


T7/"i/-\1 AOOOO 

ECO 102828 


T»0"\71 A A AO O 

PSY 104923 


57% 


99.1% 


99.8% 


■D/~V*\1 AO OO O 

ECO 10282 8 


OTI A 1 AO ATO 

SPA102978 


84% 


1 AAO/ 

100% 


100% 


17/^/^1 AO OO O 

ECO 102828 


OHPVT - 1 a A 1 O O 

S1Y104138 


91% 


100% 


100% 


T?/"V\1 AO OO O 

ECO 102828 


C ATTOA1 /TO zT 

SAU801636 


32% 


96.0% 


70.3% 


T?/"VM AOOOO 

ECO 102828 


OT7TTiOA1 f AA 

SEP201590 


O 1 ft/ 

31% 


AO /TO/ 

97.6% 


71.5% 


ECO 102828 


OTT A 1 A1 nnr 

SHA1Q1075 


000/ 

32% 


AO /"ft / 

97.6% 


71.5% 


T?i~<r\ 1 AOOOO 

ECO 102828 


OTV AT T1 A A Af\C 

SMu 100405 


o on/ 

32% 


A/? Oft/ 

95.3% 


71.8% 


T?0/"V1 AOOOO 

ECO 102828 


SPN400537 


33% 


95.7% 


71.1% 


T7/~i/^V 1 AOOOO 

ECO 102828 


OfllTAAA/'A 

SPY200696 


31% 


94.3% 


70.8% 


PAA 1 AOOOO 

ECO 102828 


fim A "1 AA^*A/" 

TPA100696 


27% 


2.1% 


20.3% 


T3/~^/~\ -i AOOOO 

ECO 102828 


■» JVOTTi AOO OA 

VCH102382 


63% 


98.8% 


98.5% 
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88.6% 


84.8% 


ECO102872 


BMA100624 


42% 


91.5% 


90.2% 


ECO 102872 


CAC101176 


27% ! 


81.4% 


93.3% 


ECO102872 


CDF103020 


27% 


95.1% 


99.3% 


ECO102872 


EBC103712 


97% 


88.6% 


100% 


ECO 102872 


ECO102872 


100% 


100% 


100% 


ECO102872 


KPN303054 


98% 


100% 


100% 


ECO 102872 


LPN100482 


25% 


81.7% 


81.6% 


ECO102872 


MCA103142 


28% 


57.2% 


65.2% 


ECO102872 


NGO101601 


73% 


99.0% 


98.7% 


ECO102872 


NME201862 


73% 


99.0% 


98.7% 


ECO 102872 


PMU101381 


71% 


99.3% 


99.3% 


ECO102872 


PRT101181 


81% 


98.7% 


98.7% 


ECO102872 


PAE201420 


40% 


91.5% 


90.6% 


ECO102872 


PPU106459 


55% 


88.2% 


O A Aft/ 

84.4% 


ECO102872 


SPA102479 


94% 


72.5% 


100% 


ECO102872 


STY104539 


98% 


100% 


100% 


ECO 102872 


STM102066 


23% 


82.4% 


79.9% 


ECO 102872 


SAU802164 


27% 


63.1% 


71.5% 


ECO102872 


SEP200453 


22% 


80.1% 


78.5% 


ECO102872 


SHA102088 


22% 


80.1% 


78.5% 


ECO 102872 


SPY201597 


24% 


83.3% 


80.2% 


ECO 102872 


VCH103534 


60% 


99.3% 


98.7% 


ECO102878 


CPN200131 


30% 


20.5% 


18.7% 


ECO 102878 


CTR1 00845 


31% 


18.1% 


19.5% 


ECO102878 


EBC106015 


95% 


100% 


100% 


ECO102878 


EFM201679 


42% 


43.8% 


90.9% 


ECO102878 


ECO102878 


100% 


100% 


100% 


ECO102878 


KPN201723 


92% 


97.6% 


100% 


ECO102878 


MAV101739 


36% 


91.8% 


94.4% 


ECO102878 


MBV105298 


31% 


87.3% 


94.4% 


ECO102878 


MTU203288 


32% 


91.8% 


84.5% 


ECO102878 


PSY104242 


33% 


87.3% 


96.9% 


ECO102878 


SPA102475 


97% 


97.6% 


100% 


ECO 102878 


STY104560 


97% 


100% 


100% 


ECO102878 


STM100573 


97% 


100% 


100% 


ECO102878 


SEP202196 


39% 


94.8% 


97.8% 


ECO102880 


BAN108721 


29% 


27.7% 


28.1% 


ECO102880 


BAN109561 


30% 


46.8% 


45.1% 


ECO102880 


BPT100275 


46% 


94.5% 


94.2% 


ECO102S80 


EBC106749 


85% 


100% 


100% 


ECO102880 


ECO102880 


100% 


100% 


100% 


ECO 102880 


KPN302103 


85% 


100% 


100% 


ECO102880 


MBV105139 


32% 


26.4% 


22.8% 


ECO102880 


MTU202934 


32% 


26.4% 


22.8% 


ECO 102880 


PRT101790 


54% 


87.2% 


65.5% 


ECO102880 


PAE202747 


50% 


94.9% 


91.1% 


ECO102880 


PPU106584 


56% 


82.1% 


68.4% 


ECO102880 


PSY102563 


52% 


95.7% 


Af 10/ 


ECO102880 


SPA102539 


83% 


100% 


100% 


ECO102880 


STY104564 


87% 


100% 


100% 


ECO 102880 


STM100577 


87% 


100% 


100% 


ECO102880 


VCH100465 


61% 


97.9% 


98.3% 
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ECO102880 


YPS000219 


79% 


91.1% 


91.1% 


ECO102885 


ABA100701 


46% 


95.0% 


88.4% 


ECO102885 


BMA106277 


36% 


81.8% 


76.6% 


ECO102885 


CAC102187 


43% 


92.1% 


90.3% 


ECO102885 


CBO103281 


43% r 


93.8% 


89.9% 


ECO102885 


CDF101037 


39% 


95.6% 


91.7% 


ECO102885 


EBC103404 


72% 


95.6% 


100% 


ECO102885 


ECO102885 


100% 


100% 


100% 


ECQ102885 


KPN302118 


71% { 


100% 


100% 


ECO102885 


LPN103418 


45% 


92.4%. 


92.4% ■ 


ECO102885 


MCA102746 


46% 


95.3% 


95.1% 


ECO102885 


MBV104192 


30% 


48.7% 


43.2% 


ECO102885 


MTU203605 


30% 


48.7% 


47.4% 


ECO102885 


NGO101966 


47% 


95.0% 


94.5% 


ECO102885 


NME200207 


48% 


95.0% 


94.5% 


ECO102885 


PRT105772 


51% 


95.6% 


97.6% 


ECO102885 


PAE200394 


46% 


95.0% 


95.1% 


ECO102885 


PPU102683 


46% 


92.1% 


95.5% 


ECO102885 


PSY103723 


47% 


95.0% 


95.1% 


ECO102885 


SPA102545 


78% _l 


100% 


100% __] 


ECO102885 


STY104579 


78% 


95.6% 


100% 


ECO102885 


VCH100457 


49% 


95.0% 


94.8% 


ECO102885 


YPS000233 


56% 


93.8% 


90.5% 


ECO102920 


ECO102918 


34% 


93.9% 


87.3% 


ECQ 102920 


ECO102919 


36% 


92.6% 


91.6% 


ECO102920 


ECO102920 


100% 1 


100% 


100% 


ECO102921 


ABA103557 


42% 


98.6% 


89.0% 


ECO102921 


BAN 112240 


37% 


28.5% 


5.3% 


ECO102921 


BAN1 11707 


34% 


89.6% 


86.5% 


ECO102921 


BFR102762 


30% 


17.8% 


21.1% 


ECO102921 


BPT100941 


54% 


99.8% 


99.6% 


ECO102921 


BCE106620 


41% 


97.2% 


89.2% 


ECO 102921 


BFU103359 


50% 


47.9% 


59.9% 


ECO102921 


BMA109810 


41% 


96.2% 


88.6% 


ECO102921 


CJU101119 


25% 


24.4% 


86.0% 


ECO102921 


CPN200065 


33% 


93.2% 


34.0% 


ECO102921 


CTR200064 


37% 


42.7% 


24.4% 


ECO102921 


CAC101744 


33% 


96.6% 


95.8% j 


ECO102921 


CDP101483 


36% 


22.8% 


38.6% 1 


ECO102921 


EBC103757 


79% 


100% 


100% ^ 


ECO102921 


EFA200337 


30% 


94.0% 


94.4% 


ECO102921 


EFM100784 


27% 


22.6% 


43.0% 


ECO102921 


ECO103416 


80% 


100% 


100% 


ECO102921 


ECO102921 


100% 


100% 


100% 


ECO102921 


HIN101571 


30% 


43.3% 


35% 


ECO102921 


HPY101470 


27% 


28.5% 


72.8% 


ECO102921 


KPN304763 


80% 


61.1% 


100% 


ECO102921 


LPN103150 


31% 


32.1% 


96.7% 


ECO102921 


LMO102163 


35% 


97.4% 


97.0% 


ECO102921 


MCA100847 


26% 


31.3% 


on oo/ 
Qy* J /O 


ECO102921 


MAV103930 


28% 


96.2% 


78.0% 


ECO102921 


MBV1 04571 


33% 


94.2% 


74.8% 


ECO102921 


MLP101343 


29% 


96.2% 


77.8% 


ECO102921 


MTU200542 


33% 


94.2% 


74.8% 
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ECO102921 


NGO100709 


32% i 


46.7% 


1 H TO/ 

17.7% 


ECO102921 


NME201949 


32% 


39.9% 


O/f AO/ 

Z4.U% 


ECO102921 


PMU100249 


32% 


/"i AO/ 

23.0% 


OA AQ/ 


ECO102921 


PRT103145 


68% 


100% 


1 AAO/ 
1UU% 


ECO102921 


PAE204290 


52% 


1 AAA/ 

100% 


1 AAO/ 

lUUyo 


ECO102921 


PPU103316 


53% 


100% 


AA 00/ 

99.8% 


ECO102921 


PSY103947 


52% 


99.2% 


AA AO/ 

99.0% 


ECO102921 


SPA101797 


80% 


100% 


1 AAO/ 

100% 


ECO102921 


STY100867 


81% 


100% 


1 AAO/ 

100% 


ECO102921 


STM103553 


81% 


100% 


1 AAO/ 
100% 


ECO102921 


SAU800664 


35% 


97.0% 


at qo/ 
97.9% 


ECOl 02921 


SEP200699 


34% 


96.2% 


at 10/ 


ECO102921 


SHA102241 


33% 


AT AO/ 

97.0% 


0*7 00/ 


ECO102921 


VCH102406 


30% 


AT £0/ 

97.6% 


in oo/ 


ECO102921 


YPS002478 


70% 


-i A AO/ 

100% 


1 AAO/ 


ECO 102922 


CAC100107 


29% 


20.4% 


CO 10/ 

58.1% 


ECO102922 


EBC103186 


82% 


99.8% 


AA CO/ 

99.5% 


ECO102922 


ECO 102922 


100% 


100% 


■t AAO/ 

100% 


ECO102922 


KPN308954 


84% 


99.8% 


AA CD/ 

99.5% 


ECO102922 


PRT100650 


70% 


98.2% 


r\n o o/ 

97.3% 


ECO102922 


SPA103864 


86% 


AO Aft/ 

98.9% 


AO ilft/ 

98.4% 


ECO102922 


STY1 00405 


90% 


99.8% 


A A QO/ 

99.8% 


ECO102922 


SHA102036 


40% 


A AO/ 

9.9% 


A Aft/ 

9.9% 


ECO102922 


VCH101551 


29% 


13.1% 


f/T <0/ 

56.0% 


ECO102928 


CBO100990 


28% 


100% 


AA QO/ 

99.8% 


ECO102928 


ECO102928 


100% 


100% 


1 AAO/ 

100% 


ECO102928 


PRT101527 


72% 


100% 


1 AAO/ 

100% 


ECO102928 


SPA103628 


90% 


90.1% 


AO OO/ 

98.8% 


ECO102928 


STY100430 


93% 


100% 


1 AAO/ 

100% 


ECO 102929 


ECO102929 


100% 


100% 


t AAO/ 

100% 


ECO102929 


LMO101092 


25% 


38.3% 


AT 1 0/ 

97.1% 


ECO102929 


PRT105241 


71% 


95.9% 


AC /fO/ 

95.4% 


ECO102929 


SPA103626 


93% 


A1 CO/ 

91.6% 


1 AAO/ 


ECO102929 


STY100431 


96% 


100% 


1 AAO/ 

100% 


ECO102935 


BFR12116 


56% 


94.5% 


A<-? 00/ ! 

97.3% 


ECO 102935 


BCE1 12705 


66% 


99.4% 


AO CO/ 

98.6% 


ECO 102935 


BFU106872 


66% 


99.4% 


AO CO/ 

98.6% 


ECO102935 


BMA107444 


67% 


99.4% 


A A TO/ 

92.7% 


ECO102935 


CDP100172 


56% 


97.4% 


A/1 AO/ 

94.2% 


ECO 102935 


EBC103723 


87% 


100% 


1 AAO/ 
100% 


ECO102935 


EFM201542 


56% 


at 1 n/ 

95.1% 


AA 1 0/ 

99.1% 


ECO102935 


ECO 102935 


1 A Aft/ 

100% 


100% 


1 AAO/ 

100 to 


ECO102935 


KPN301761 


59% 


AC AO/ 

96.2% 


OO *70/ 

99. /to 


ECO102935 


PSY103084 


66% 


A A A ft/ 

99.4% 


AA 1 0/ 

99.1% 


ECO102935 


SPA100617 


70% 


49.1% 


OA CO/ 

89.5% 


ECO102935 


STY10U39 


60% 


95.1% 


AT AO/ 

97.9% 


ECO 102935 


STM100906 


60% 


95.1% 


AT AO/ 

97.9% 


ECO102935 


SMU100710 


25% 


77.7% 


A 1 Aft/ 

91.9% 


ECO102935 


YPS000578 


55% 


96.2% 


1 AAO/ 

100% 


ECO 1 02949 


A X> A 1 ACCQA 


OZ/o 


QQ CO/ 


Jj.u/0 


ECO102949 


BFR103517 


42% 


80.9% 


54.7% 


ECO102949 


BFU107731 


35% 


10.2% 


8.2% 


ECO102949 


CBO100864 


42% 


85.0% 


53.7% 


ECO102949 


CDF100913 


39% 


96.1% 


61.2% 
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ECO102949 


EBC103718 


92% 


79.4% 


96.5% 


ECO102949 


ECO102949 


100% 


100% 


1 Ann/ 

100% 


ECO 102949 


KPN306892 


92% 


98.8% 


c A on/ 

54.3% 


ECO102949 


PAE204923 


64% 


96.9% 


56.1% 


ECO102949 


PPU107577 


62% 


99.3% 


57.6% 


ECO102949 


PSY101911 


64% ! 


98.8% 


100% 


ECO102949 


SPA105251 


92% 


94.4% 


54.8% 


ECO102949 


STY100457 


93% 


96.1% 


54.9% 


ECO102949 


VCH101683 


64% 


99.8% 


52.3% 


ECO102950 


CPN200382 


36% 


17.8% 


13.9% 


ECO102950 


EBC102780 


93% 


98.5% 


100% 


ECO102950 


ECO102950 


100% 


100% 


100% 


ECO102950 


NME300608 


27% 


21.2% 


oa /*n/ 

89.6% 


ECO 102950 


PSY108481 


65% 


96.6% 


100% 


ECO102966 


ABA103592 


36% 


94.2% 


A A Od/ 

94.8% 


ECO102966 


BAN108519 


21% 


72% 


24.7% 


ECO102966 


BPT102066 


40% 


94.5% 


87.7% 


ECO102966 


BCE1 10576 


31% 


76.4% 


80.5% 


ECO102966 


BFU1 10089 


27% 


76.4% 


76.4% 


ECO102966 


BMA100363 


29% 


66.5% 


52.5% 


ECO102966 


CPN200952 


28% 


54.5% 


54.9% 


ECO102966 


CTR200130 


28% 


57.1% 


58.6% 


ECO 102966 


EBC103928 


85% 


100% 


1 Ann/ 

100% 


ECO102966 


EFM201047 


24% 


74.9% 


76.0% 


ECO102966 


ECO102966 


100% 


100% 


100% 


ECO102966 


HIN100379 


53% 


94.9% 


95.3% 


ECO102966 


KPN309045 


83% 


100% 


100% 


ECO102966 


MCA103602 


31% 


90.2% 


92.8% 


ECO102966 


MAV105050 


21% 


72% 


68.5% 


ECO102966 


MBV103054 


33% 


61.1% 


60.9% 


ECO102966 


MLP101322 


30% 


75.6% 


66.9% 


ECO102966 


MTU200799 


31% 


75.6% 


67.0% 


ECO102966 


PMU101019 


54% 


94.5% 


94.9% 


ECO102966 


PRT1 00350 


62% 


100% 


100% 


ECO102966 


PAE204964 


43% 


96.7% 


97.1% 


ECO102966 


PPU104681 


42% 


94.9% 


96.6% 


ECO102966 


PSY101033 


45% 


97.8% 


94.7% 


ECO102966 


SPA103721 


91% 


100% 


100% 


ECO102966 


STY100734 


92% 


100% 


100% 


ECO102966 


SHA102882 


31% 


20% 


20.6% 


ECO102966 


VCH102398 


53% 


96% 


97.1% 


ECO102966 


YPS001992 


70% 


100% 


100% 


ECO102967 


EBC103926 


95% 


99.3% 


99.3% 


ECO102967 


ECO102967 


100% 


100% 


100% 


ECO102967 


KPN309071 


92% 


99.3% 


99.3% 


ECO102967 


PAE204965 


37% 


98.6% 


93.4% 


ECO102967 


PPU104679 


35% 


94.3% 


91.9% 


ECO102967 


PSY101043 


36% 


94.3% 


84.0% 


ECO102967 


SPA103719 


95% 


100% 


100% 


ECO102967 


STY 100736 


95% 


1 r\ no/ 

100% 


i c\ no/ 


ECO102967 


VCH102399 


50% 


98.6% 


92.6% 


ECO102967 


YPS001991 


79% 


98.6% 


97.9% 


ECO102986 


BPT100204 


51% 


62.7% 


95.2% 


ECO102986 


BCE105324 


49% 


63.3% 


95.3% 
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ECO102986 


BFU103929 


53% 


68.8% 


98.2% 


ECO102986 


BMA102492 


48% 


64.2% 


93.0% 


ECO102986 


CJU101075 


42% 


97.9% 


98.5% 


ECO102986 


EBC103920 


94% 


99.8% 


100% 


ECO102986 


ECO102986 


100% 


100% 


100% 


ECO102986 


HIN101495 


71% 


97.7% 


97.9% 


ECO102986 


HPY100845 


40% 


96.6% 


98.5% 


ECO102986 


KPN308271 


92% 


99.4% 


99.4% 


ECO102986 


LMO10H98 


33% 


26.6% 


95.3% 


ECO102986 


MAV104245 


46% 


26.6% 


93.4% 


ECO102986 


MLP100531 


25% 


52.8% 


76.5% 


ECO102986 


NGO100932 


50% 


64.6% 


95.9% 


ECO 102986 


NME200956 


50% 


64.8% 


95.4% 


ECO102986 


PMU100884 


69% 


98.3% 


98.5% 


ECO 102986 


PRT102176 


82% 


99.2% 


99.8% 


ECO 102986 


PAE204991 


57% 


99.2% 


99.6% 


ECO102986 


PPU104725 


56% 


98.5% 


100% 


ECO 102986 


PSY101063 


58% 


99.0% 


99.4% 


ECO 102986 


SPA102480 


93% 


97.5% 


100% 


ECO 102986 


STY 100790 


93% 


99.8% 


99.8% 


ECO 102986 


SAU800641 


30% 


27.5% 


94.7% 


ECO102986 


SEP200670 


31% 


27.5% 


94.7% 


ECO102986 


YPS001982 


86% 


99.6% 


99.8% 


ECO102990 


ABA100117 


56% 


90.5% 


98.2% 


ECO102990 


BFR104611 


31% 


74.0% 


65.5% 


ECO102990 


BPT100463 


45% 


82.0% 


81.6% 


ECO 102990 


BCE100277 


53% 


97.3% 


98.3% 


ECO 102990 


BFU103175 


54% 


97.1% 


98.8% 


ECO 102990 


BMA101052 


53% 


97.3% 


98.3% 


ECO102990 


CJU100728 


35% 


50% 


54.0% 


ECO102990 


CAC103726 


23% 


74.0% 


68.8% 


ECO 102990 


CDP101606 


30% 


75.2% 


64.6% 


ECO 102990 


EBC101436 


. 87% 


97.6% 


100% 


ECO102990 


ECO102990 


100% 


100% 


100% 


ECO102990 


HIN101573 


58% 


98.1% 


98.6% 


ECO 102990 


KPN304100 


86% 


100% 


99.8% 


ECO102990 


LPN102504 


55% 


98.1% 


99.0% 


ECO102990 


MCA1 00227 


40% 


90.5% 


89.5% 


ECO102990 


MAV103429 


30% 


75.2% 


66.7% 


ECO102990 


MBV106184 


30% 


72.8% 


64.8% | 


ECO102990 


MLP101592 


28% 


88.8% 


84.8% 


ECO 102990 


MTU203852 


30% 


72.8% 


64.8% 


ECO102990 


NGO100210 


54% 


97.3% 


97.8% 


ECO102990 


NME201288 


54% 


97.3% 


96.2% 


ECO102990 


PMU100247 


59% 


99.5% 


98.8% 


ECO102990 


PRT100516 


68% 


98.5% 


99.8% 


ECO102990 


PAE200583 


60% 


98.8% 


99.3% 


ECO102990 


PPU100635 


49% 


98.1% 


99.5% 


ECO102990 


PSY103399 


56% 


98.1% 


98.8% 


ECO102990 


SPA101468 


85% 


98.3% 


100% 


ECO102990 


STY100798 


89% 


99.8% 


99.5% 


ECO102990 


STM101254 


90% 


99.8% 


99.5% 


ECO102990 


VCH102410 


61% 


97.1% 


99.3% 


ECO102990 


YPS001978 


72% 


98.3% 


98.3% 
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ECO102999 


BAN101878 


64% 


54.9% 


86.7% 


ECO102999 


BAN111500 


60% 


70.4% 


87.7% 


ECO102999 


BFR101607 


39% 


74.6% 


67.9% 


ECO102999 


BPT103142 


60% 


100% 


100% 


ECO102999 


BBU100255 


37% 


97.2% 


100% 


ECO102999 


BCE106500 


61% 


100% 


100% ! 


ECO102999 


BFU102600 


68% 


84.5% 


85.7% 


ECO102999 


BMA102838 


68% 


84.5% 


85.7% 


ECO102999 


CJU100338 


44% 


98.6% 


100% 


ECO102999 


CPN200733 


40% 


83.1% 


100% 


ECO102999 


CTR200610 


42% 


78.9% 


94.8% i 


ECO102999 


CAC101256 


58% 


81.7% 


100% j 


ECO102999 


CBO 102486 


55% 


81.7% 


100% 


ECO102999 


CDF100846 


50% 


83.1% 


100% ! 


ECO102999 


EBC104303 


100% 


90.1% 


98.5% 


ECO102999 


EFA20O381 


62% 


70.4% 


86.2% 


ECO102999 


EFM103017 


55% 


40.8% 


90.6% 


ECO102999 


ECO 102999 


100% 


100% 


100% 


ECOl 02999 


H1N1 00510 


83% 


100% 


100% 


ECO102999 


HPY100555 


44% 


98.6% 


100% 


ECO102999 


KPN204459 


100% 


100% 


100% 


ECO102999 


LPN101208 


68% 


63.4% 


78.9% 


ECO102999 


LMO101512 


56% 


70.4% 


87.7% 


ECO102999 


MCA101455 


67% 


100% 


100% 


ECO102999 


NGO103576 


68% 


63.4% 


81.8% 


ECO102999 


NME200467 


70% 


84.5% 


85.7% 


ECO102999 


PMU101239 


83% 


100% 


100% 


ECO102999 


PRT1 03336 


95% 


100% 


100% 


ECO102999 


PAE200578 


81% 


100% 


100% 


ECO102999 


PSY102551 


80% 


100% 


100% 


ECO102999 


SPA100115. 


100% 


100% 


100% 


ECO102999 


STY10O8O8 


100% 


100% 


100% 


ECO102999 


STM101264 


100% 


100% 


100% 


ECO102999 


SAU801575 


56% 


74.6% 


91.4% 


ECO102999 


SEP203226 


56% 


74.6% 


91.4% 


ECO102999 


SHA101643 


56% 


74.6% 


91.4% 


ECO102999 


SMU102404 


64% 


70.4% 


75.8% 


ECO 102999 


SPN401270 


62% 


70.4% 


75.8% 


ECO102999 


SPY200574 


64% 


70.4% 


£6.2% 


ECO102999 


TPA100750 


40% 


100% 


100% 


ECO102999 


VCH100511 


88% 


100% 


100% 


ECO102999 


YPS001963 


100% 


100% 


100% 


ECO103000 


ABA100135 


40% 


71.8% 


744% 


ECO103000 


BAN108415 


46% 


10.8% 


100% 


ECO103000 


BAN103625 


38% 


66.8% 


64.9% 


ECO103000 


BFR100350 


32% 


75.6% 


66.4% 


ECO103000 


BPT103140 


46% 


75.7% 


65.1% 


ECO103000 


BBU100709 


29% 


70.9% 


78.8% 


ECO103000 


BCE103536 


49% 


40.4% 


94.3% 


ECO103000 


BFU102598 


46% 


77.6% 


75.7% 


ECO103000 


BMA106679 


41% 


95.4% 


91.7% 


ECO103000 


CJU101544 


33% 


64.2% 


59.8% 


ECO103000 


CPN200902 


31% 


75.0% 


72.6% 


ECO103000 


CTR200170 


33% 


64.4% 


61.3% 
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ECO103000 


CAC100870 


37% 


72.5% 


69.1% 


ECO103000 


CBO101827 


39% 


61.8% 


59.2% 


ECO103000 


CDF100203 


34% 


70.9% 


66.9% 


ECO103000 


CDP100521 


31% 


85.0% 


77.8% 


ECO103000 


EBC100341 


90% 


66.6% 


99.7% 


ECO103000 


EFA201925 


40% 


61.8% 


58.2% 


ECO103000 


EFM102089 


36% 


24.3% 


90% 1 


ECO103000 


ECO103000 


100% 


100% 


100% 


ECO103000 


HIN100511 


56% 


98.3% 


97.0% 


ECO103000 


HPY100011 


35% 


64.7% 


64.9% 


ECO103000 


KPN301044 


90% 


100% 


100% 


ECO103000 


LPN100532 


43% 


99.3% 


98.4% 


ECO103000 


LMO101045 


40% 


65.2% 


61.3% 


ECO103000 


MCA102484 


41% 


3.3% 


14.0% 


ECO103000 


MAV100979 


33% 


73.1% 


88.5% 


ECO103000- 


MBV105699 


32% 


85.7% 


78.2% 


ECOl 03000 


MLP100501 


31% 


85.7% 


78.3% 


ECO103000 


MTU202309 


32% 


85.7% 


78.2% 


ECO103000 


MGE100254 


27% 


54.0% 


53.7% 


ECO103000 


MPN100483 


28% 


59.6% 


57.6% 


ECO103000 


NGO100326 


44% 


88.6% 


88.6% 


ECO103000 


NME201595 


45% 


88.6% 


88.6% 


ECO103000 


PMU101240 


57% 


100% 


99.3% 


ECO103000 


PRT100374 


73% 


79.7% 


99.4% . . 


ECO103000 


PAE200576 


55% 


72.5% 


64.0% 


ECO103000 


PPU100647 


54% 


98.8% 


97.7% 


ECO103000 


PSY103379 


54% 


98.3% 


97.2% 


ECO103000 


SPA101806 


85% 


98.5% 


99.7% 


ECO103000 


STY100820 


86% 


100% 


100% 


ECO103000 


STM101266 


86% 


100% 


100% 


ECO103000 


SAU801562 


37% 


61.1% 


58.7% 


ECO103000 


SEP200998 


35% 


65.9% 


63.9% 


ECO103000 


SHA101656 


36% 


61.1% 


62.0% 


ECO103000 


SMU100153 


27% 


71.4% 


95.5% 


ECO103000 


SPN400978 


31% 


75.7% 


75.0% 


ECO103000 


SPY200576 


32% 


73.1% 


70.7% 


ECO103000 


TPA100488 


28% 


80.0% 


79.0% 


ECO103000 


UUR100499 


27% 


63.3% 


58.5% 


ECO103000 


YPS001962 


76% 


100% 


99.8% 


ECO103001 


ABA104769 


62% 


99.5% 


99.0% 1 


ECO103001 


BAN102742 


65% 


39.0% 


96.0% | 


ECO103001 


BAN100470 


62% 


34.1% 


9.4% 


ECO103001 


BFR11674 


41% 


43.7% 


92.3% 


ECO 103001 


BPT103127 


55% 


99.0% 


81.9% 


ECO103001 


BBU100711 


30% 


100% 


99.2% 


ECO103001 


BCE1 13968 


66% 


6.9% 


23.5% 


ECO103001 


BCE107290 


55% 


98.7% 


90.5% 


ECO103001 


BFU102597 


55% 


99.0% 


90.6% 


ECO103001 


BMA103953 


55% 


99.0% 


90.6% 


ECO103001 


CJU100929 


36% 


92.7% 


91.3% 


ECO103001 


CPN201097 


61% 


44.5% 


46.2% 


ECO103001 


CTR200894 


37% 


99.7% 


94.4% 


ECO103001 


CAC102729 


63% 


34.1% 


9.3% 


ECO103001 


CBO103068 


64% 


| 34.1% 


9.7% 
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ECO103001 


CDF103183 


66% 


38.8% 


1.5% 


ECO103001 


CDP100305 


54% 


34.9% 


0.6% 


ECO103001 


EBC101192 


97% 


15.8% 


16.1% 


ECO103001 


EFA201924 


63% 


34.1% 


9.5% 


ECO103001 


EFM100355 


61% 


34.1% 


10.5% 


ECO103001 


ECO103001 


100% 


100% 


100% 


ECO103001 


HIN100512 


67% 


100% 


100% 


ECO103001 


HPY100086 


38% 


85.2% 


77.2% 


ECO103001 


KPN301045 


95% 


100% 


100% 


ECO103001 


LPN102321 


62% 


99.7% 


98.2% 


ECO103001 


LMO101276 


61% 


34.1% 


9.4% 


ECO103001 


MCA100749 


60% 


99.0% 


97.4% 


ECO103001 


MAV103013 


41% 


6.7% 


26.5% 


ECO 103001 


MBV101368 


60% 


35.6% 


2.3% 


ECO103001 


MLP100627 


60% 


39.8% 


5.2% 


ECO103001 


MTU202666 


60% 


35.6% 


2.3% 


ECO103001 


MGE100253 


37% 


65.6% 


96.2% 


ECO103001 


MPN100484 


44% 


44.7% 


62.7% 


ECO103001 


NGO100336 


52% 


99.5% 


96.1% 


ECO103001 


NME201596 


53% 


99.5% 


96.1% 


ECO103001 


PMU101241 


72% 


100% 


100% 


ECO103001 


PRT100575 


87% 


100% 


100% 


ECO103001 


PAE200575 


66% 


99.2% 


98.9% 


ECO103001 


PPU100648 


63% 


99.0% 


99.3% 


ECO103001 


PSY101423 


66% 


99.2% 


98.9% 


ECOl 03001 


SPA101807 


79% 


98.4% 


100% 


ECO103001 


STY100822 


97% 


100% 


93.2% 


ECO103001 


STM101268 


97% 


100% 


93.2% 


ECO103001 


SAU801561 


61% 


34.1% 


9.5% 


ECOl 03001 


SEP200997 


55% 


27.1% 


19.8% 


ECO103001 


SHA100172 


61% 


34.1% 


10.6% 


ECO103001 


SMU100154 


65% 


35.6% 


7.0% 


ECO103001 


SPN400979 


64% 


35.6% 


7.0% 


ECO103001 


SPY200577 


65% 


35.6% 


7.0% 


ECO103001 


TPA100489 


35% 


99.8% 


99.7% 


ECO103001 


UUR1 00351 


45% 


44.2% 


62.1% 


ECO103001 


VCH100509 


77% 


100% 


100% 


ECO103001 


YPS001961 


91% 


100% 


100% 


ECO103020 


BCE109431 


28% 


62.6% 


90.6% 


ECO103020 


BFU102845 


30% 


62.6% 


58.0% 


ECO 103020 


BMA103254 


28% 


74.0% 


70.3% 


ECO103020 


CAC100416 


44% 


96.7% 


98.2% 


ECO103020 


CDF101374 


43% 


97.3% 


98.8% 


ECO103020 


EBC102580 


84% 


97.6% 


98.2% 


ECO103020 


EFA202154 


38% 


97.0% 


99.7% 


ECO103020 


EFM200659 


38% 


97.3% 


98.8% 


EOO103020 


ECO103020 


100% 


100% 


100% 


ECO103020 


KPN303709 


80% 


98.2% 


99.7% 


ECO103020 


LPN100369 


24% 


74.9% 


71.1% 


ECO103020 


LMO100582 


40% 


96.7% 


99.7% 


ECO103020 


SPA1 08751 


80% 


97.0% 


100% 


ECOl 03020 


STY100856 


83% 


97.6% 


94.8% 


ECO103020 


STM101299 


83% 


97.6% 


98.2% 


ECO103020 


SMU100226 


32% 


97.0% 


99.4% 
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ECO 103020 


SPN401334 


34% 


97.0% 


A1 OO/ 

91.8% 


ECO103020 


SPY200315 


31% 


OT 1 ft/ 

87.1% 


A1 00/ 

91.8% ! 


ECO103020 


YPS001888 


73% 


97.3% 


AO AO/ 


ECO103021 


ABA105571 


53% 


A A A ft/ 

99.4% 


AA AO/ 

99.4% 


ECO103021 


CAC102504 


28% 


TO AA/ 

73.2% 


OA CD/ 


ECO103021 


CDP 100423 


35% 


OA TO/ 

89. I /O 


OA OO/ 

>U. /to 


ECO1C3021 


EBC102581 


85% 


OA Aft/ 

99.4% 


DO "*0/ 


ECO103021 


EFM103205 


22% 


A A AO/ 

44.9% 


/io co/ 


ECO103021 


ECO 103021 


100% 


1 AAA/ 

100% 


1 AAO/ 


ECO103021 


HPY200518 


42% 


13.7% 


19.4% 


ECO103021 


KPN303711 


87% 


99.4% 


OO 00/ 

yo.oyo 


ECO103021 


LPN102662 


52% 


96.6% 


AT OO/ 

97.8% 


ECO103021 


MCA101267 


21% 


61.1% 


CO 1 0/ 

53.1% 


ECO 103021 


MAV1 00595 


27% 


28.3% 


AT 10/ 

27.370 


ECO103021 


MBV102718 


32% 


A A Aft/ 

94.4% 


7Q 10/ 

79.1% 


ECO103021 


MLP100145 


22% 


1 A AO/ 

34.0% 


11 00/ 


ECO 103021 


MTU202686 


32% 


A A Aft/ 

94.4% 


*70 10/ 

/y. ito s 


ECO103021 


NGO 102022 


c eft/ 

55% 


A A 00/ 

92.8% 


OO 00/ 


ECO 103021 


NME200243 


55% 


A A 00/ 

92.8% 


OO 00/ 

92.970 


ECO 103021 


PRT101901 


34% 


A A Art / 

90.0% 


A A AO/ 


ECO 103021 


PAE202547 


A /TO/ 

46% 


A 1 AO/ 

91.0% 


OO AO/ 
O3.O70 


ECO103021 


PPU1H253 


46% 


AO CO/ 

93.5% 


OO AO/ 


ECO 103021 


PSY105168 


. 34% 


93.5% 


AA 00/ 

92.7% 


ECO 103021 


SPAl 08753 


acts/ 

85% 


A A 1 ft/ 

99.1% 


OO 00/ 

9o.o7o 


ECO103021 


Willi y » AAnrn 

STY100858 


86% 


A A 1 ft/ 

99.1% 


OO 00/ 
90.070 


ECO 103021 


nrm f -t s"v -f AAA 

STM101302 


OTO/ 

87% 


aa 1 o/ 

99.1% 


OO 00/ 


ECO 103021 


SPN401382 


25% 


O C CO/ 

35.5% 


000/ 


ECO 103021 


VCH103270 


40% 


A 1 Afi/ 

91.0% 


Ol 00/ 
9 1 .Z70 


ECO103021 


YPS002741 


33% 


94.4% 


A A AO/ 

94.2% 


ECO103024 


BMA106155 


28% 


94.9% 


AT "JO/ 

97.3% 


ECO103024 


CJU 100448 


35% 


76.4% 


a ^ AO/ 

96.9% 


ECO103024 


CAC101727 


58% 


99.4% 


AA AO/ 

99.2% 


ECO 103024 


CDF101611 


34% 


76.4% 


C\£ AO/ 

96.9% 


ECO 103024 


EBC 104084 


85% 


79.2% 


1 AAO/ 

100% 


ECO 103024 


EFM200772 


55% 


99.4% 


OO yiO/ 

98.4% 


ECO103024 


ECO 103024 


100% 


t AAO/ 

100% 


1 AAO/ 
1UU70 


ECO 103024 


KPN306321 


87% 


1 AAO/ 

100% 


1 0O0/ i 


ECO 103024 


YPS001858 


79% 


aa /in/ 

99.4% 


AA 00/ 

y9.Z7o 


ECO 103029 


EBC 104070 


63% 


100% 


1 AAO/ 
100% 


ECO103029 


ECO 103029 


100% 


1 AAO/ 

100% 


1 AAO/ 


ECO 103029 


KPN301952 


60% 


1 AAO/ 

100% 


OO AO/ 

9z.U7o 


ECO 103029 


SPAl 01 871 


68% 


AT ^0/ 

97.6% 


OT /CO/ 

97.070 


ECO 103029 


STY100864 


68% 


AT /TO/ 

97.6% 


AT £ft/ 
9 /.070 


ECO 103029 


STM1013H 


on/ 

68% 


AT /TO/ 

97.6% 


AT CO/ 

9 /.070 


ECO 103029 


YPS001848 


o ao/ 

39% 


87.4% 


0/1 CO/ 


ECO103030 


CJU101325 


29% 


CO/ 

83.5% 


A/1 00/ 


ECO 103030 


CPN200721 


29% 


/1A CO/ 

42.5% 


1 O AO/ 
12.U70 


ECO103030 


EBC 104087 


70% 


1 AAO/ 
1UU% 


1 ooo/ 
lUU/o 


ECO103030 


ECO103030 


100% 


i AAO/ 

100% 


1 ono/ 
1UU% 


ECO103030 


KPN301954 


68% 


100% 


100% 


ECO103030 


PRT103868 


42% 


89.0% 


87.7% 


ECO103030 


PAE200541 


36% 


88.2% 


82.7% 


ECO103030 


PPU102582 


41% 


74.8% 


72.3% 


ECO103030 


PSY106182 


40% 


88.2% 


81.6% 
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ECO103030 


SPA101872 


84% 


96.1% 


1 f\f\0/ 

100% j 


ECO103030 


STY100866 


84% 


96.1% 


1 AAO/ 
100% 


ECO103030 


STM101314 


84% 


96.1% 


1 AAO/ 

100% 


ECO103030 


YPS001846 


42% 


f\ r- oft/ 

96.9% 


r\n 

97.0% 


ECO103047 


EBC1O4067 


90% 


AA 10/ 

99.3% 


r\H AO/ 
97.0% 


ECO103047 


ECO103047 


1 AAA/ 

100% 


1 AAA/ 

100% 


IUU70 


ECO103047 


KPN302949 


87% 


QA 10/ 

99.3% 


0*7 ao/ 
y /.u/o 


ECO 103047 


SPA101135 


92% 


aq no/ 

Vo. /to 


07 AO/ 

y /.U/o 


ECO103047 


STY100910 


93% 


AA 10/ 

99.3% 


07 no/ 
y /.u/o 


ECO103049 


CDF100099 


22% 


11 CO/ 

23.5% 


<o/ 


ECO103049 


EBC104077 


88% 


1 AAO/ 

100% 


1 AAO/ 


ECO 103049 


ECO 103049 


100% 


100% 


1 AAO/ 

100% 1 


ECO103049 


KPN302952 


90% 


100% 


lUL/% 


ECO103049 


SPA1 02422 


94% 


1 AAO/ 

100% 


1 AAO/ 
1UU% 


ECO103054 


CAC103652 


22% 


AO AO/ 

48.9% 


/!< Q0/ 
43. 0/0 


ECO103054 


CBO100821 


23% 


C/T 10/ 

56.2% 


10 ao/ 
Zo. / /o 


ECO103054 


ECO 103054 


100% 


1 AAO/ 

100% 


1 AAO/. 


ECO103054 


LMO101991 


21% 


/)A oo/ 


Q0/ 
3 J. 0/0 


ECO 103054 


SEP100701 


22% 


A A 10/ 

44.3% 


/1/C ^0/ 
4O.D/0 


ECO103055 


ECO103055 


100% 


1 AAO/ 

100% 


1 AAO/ 

1UU% 


ECO103059 


ECO 103059 


100% 


1 AAO/ 

100% 


1 AAO/ 


ECO103059 


KPN301970 


86% 


1 AAO/ 

100% 


1 AAO/ 


ECO103059 


MAV101420 


22% 


ai no/ 

91.7% • 


Q< AO/ 

oj.U/o 


ECO103059 


PAE202208 


31% 


AI AO/ 

93.0% 


OA OOyi 


ECO103059 


SAU802512 


26% 


9o.4% 


0< H*L 

90. / /o 


ECO103059 


SEP201038 


27% 


A/C AO/ 

96.4% 


O/r no/ 

yo.y/o 


ECO 103059 


SHA101788 


27% 


A/C /CO/ 

96.6% 


OA 70/ 

y 0. / /o 


ECO 103064 


BCE109317 


51% 


ai on/ 

91.8% 


1 AAO/ 


ECO103064 


BMA108844 


47% 


99.3% 


1 AAO/ 
100% 


ECO 103064 


CDF103015 


23% 


73.7% 


HO /TO/ 

73.6% 


ECO103064 


EBC100019 


86% 


8.9% 


1 AAO/ 

100% 


ECO103064 


EBC100022 


86% 


8.9% 


1 AAO/ 

100% 


ECO103064 


EBC103089 


90% . 


9.4% 


ai <rn/ 

97.6% 


ECO103064 


EBC 104063 


84% 


68.5% 


1 AAO/ 

100% 


ECO103064 


ECO 103064 


100% 


100% 


1 AAO/ 

1UU% 


ECO103064 


PRT102737 


62% 


r\A 10/ 

99.3% 


AA 10/ 

99.3% 


ECO103064 


YPS002910 


63% 


AA 10/ 

99.3% 


QT 00/ 

y /.y% 


ECO103069 


ABA100914 


33% 


AO 10/ 

98.3% 


A/1 <o/ T 

y4.57o 


ECO103069 


BFR11934 


34% 


AA HO/ 

99.7% 


AT 00/ 

y /.9/0 


ECO103069 


BPT102002 


33% 


99.7% 


AI 10/ 

93.2% 


ECO103069 


BFU1 11409 


34% 


99.7% 


AI AO/ 
93.0% 


ECO103069 


CAC 102554 


53% 


no 10/ 

98.3% 


AA 10/ 

99.3% 


ECO103069 


CBO101667 


56% 


97.2% 


A*7 ZTO/ 

97.6% 


ECO103069 


CDF100408 


46% 


99.3% 


1 AAO/ 

100% 


ECO103069 


CDF101639 


47% 


99.0% 


AT /CO/ 

9 /.o% 


ECO103069 


EBC103878 


91% 


r\f\ 10/ 
99.3% 


AT AO/ 

97.9% 


ECO103069 


EFA201312 


37% 


A A AO/ 

99.0% 


AA no/ 

yy. /% 


ECO103069 


EFM201347 


38% 


An AO/ 

99.0% 


AA AO/ 

yy.u% 


ECOl 03069 


ECO103069 


100% 


1 AAO/ 

100% 


1 AAO/ 
1UU% 


T?r~*f\ n ai A/TA 


XTDVI AA1 HI 

rir i 1UU1 to 


J l /o 


98.6% 


99.7% 


ECO103069 


KPN100140 


40% 


40.9% 


93.7% 


ECO103069 


LMO100774 


38% 


97.9% 


98.6% 


ECO103069 


MCA100353 


31% 


99.7% 


95.7% 


ECO103069 


MAV102852 


34% 


31.8% 24.8% 
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ECO103069 


MAV103638 


34% 


31.8% 


31.4% 


ECO103069 


MPN100129 


34% 


98.3% 


99.3% 


ECO103069 


PAE200554 


34% 


99.7% 


93.2% 


ECO103069 


PPU104672 


33% 


99.7% 


94.6% 


ECO103069 


SMU101408 


38% 


99.0% 


99.7% 


ECO103069 


SPN400530 


38% 


99.0% 


99.7% 


ECO103069 


SPY201455 


37% 


99.0% 


99.7% 


ECO103069 


TPA100654 


36% 


99.0% 


97.9% 


ECO103069 


UUR100603 


35% 


98.6% 


98.6% 


ECO103069 


YPS000084 


59% 


99.0% 


99.6% 


ECO103074 


ECO103074 


100% 


100% 


100% 


ECO103075 


EBC102522 


42% 


96.5% 


85.8% 


ECO103075 


ECO103075 


100% 


100% 


100% 


ECO103075 


KPN306854 


41% 


96.5% 


97.7% 


ECO103075 


PAE202130 


34% 


96.1% 


97.5% 


ECO103076 


EBC102524 


47% 


96.4% 


96.0% 


ECO 103076 


ECO103076 


100% 


100% 


100% 


ECO103076 


KPN203709 


39% 


97.3% 


97.8% 


ECO103076 


SPA1 03706 


40% 


93.2% 


99.9% 


ECO103094 


BAN102211 


37% 


73.4% 


99.6% 


ECO103094 


BAN103847 


45% 


95.5% 


96.2% 


ECO103094 


BFR10255 


33% 


94.7% 


93.6% 


ECO103094 


CAC103020 


36% 


85.4% 


97.5% 


ECO103094 


CBO102910 


35% 


83.0% 


99.0% 


ECO103094 


CDF103369 


38% 


85.6% 


98.1% 


ECO103094 


CDP101075 


52% 


85.3% 


97.0% 


ECO103094 


EBC103897 


91% 


96.9% 


99.7% 


ECO103094 


EFA200476 


43% 


71.1% 


88.7% 


ECO103094 


EFM201829 


41% 


73.5% 


93.9% 


ECO103094 


ECO103094 


100% 


100% 


100% 


ECO103094 


HIN100222 


62% 


93.8% 


98.5% 


ECO103094 


KPN300133 


97% 


22.8% 


100% 


ECO103094 


KPN301427 


94% 


97.4% 


100% 


ECO103094 


LPN103085 


43% 


86.4% 


99.2% 


ECO103094 


LMO100391 


43% 


72.0% 


87.7% 


ECO103094 


MAV100272 


48% 


88.9% 


97.7% 


ECO103094 


MBV105490 


46% 


89.5% 


97.9% | 


ECO 103094 


MLP100490 


42% 


56.7% 


69.9% 


ECO103094 


MTU201236 


46% 


89.5% 


97.9% 


ECO103094 


MGE100435 


30% 


58.0% 


85.1% 


ECO103094 


MPN100219 


33% 


54.3% 


79.6% 


ECO 103094 


PMU101U2 


61% 


94.4% 


99.5% 


ECO103094 


PRT1 02432 


79% 


95.7% 


99.0% 


ECO103094 


PAE202838 


48% 


86.4% 


97.2% 


ECO103094 


PPU101891 


46% 


85.3% 


96.0% 


ECO103094 


PSY103180 


47% 


85.3% 


95.8% 


ECO103094 


SPA101061 


91% 


72.3% 


100% 


ECO103094 


STY100977 


97% 


100% 


100% 


ECO103094 


SAU802081 


39% 


73.2% 


92.5% 


ECO103094 


SEP201342 


39% 


ni Qo/ 


yA.o /o 


ECO103094 


SHA100953 


40% 


73.8% 


96.6% 


ECO103094 


SMU100751 


42% 


74.8% 


92.6% 


ECO103094 


SPN401439 


40% 


73.5% 


95.2% 


ECO103094 


SPY201084 


38% 


95.7% 


93.7% 
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ECO103094 


TPA100762 


44% 


56.2% 


55.9% 


ECO103094 


UUR100589 


30% 


58.8% 


86.2% 


ECO103094 


VCH103524 


45% 


96.7% 


93.2% 


ECO103094 


YPS001037 


80% 


96.6% 


99.2% 


ECO103097 


ABA104153 


69% 


100% 


100% 


ECO103097 


BAN1 12139 


56% 


100% 


100% 


ECO103097 


BAN1 12261 


56% 


100% 


100% 


ECO103097 


BFR101219 


58% 


34.8% 


96.9% 


ECO103097 


BPT102559 


65% 


100% 


100% 


ECO 103097 


BBU1O0803 


55% 


89.9% 


90.9% 


ECO 103097 


BCE1 14521 


66% 


100% 


100% 


ECO103097 


BFU106341 


65% 


98.9% 


97.8% 


ECO 103097 


BMA104593 


67% 


100% 


100% 


ECO103097 


CJU100816 


54% 


98.9% 


97.8% 


ECO103097 


CPN200838 


46% 


100% 


100% 


ECO103097 


CTR200226 


46% 


100% 


100% 


ECO103097 


CAC101338 


53% 


89.9% 


92.0% 


ECO103097 


CBO102464 


58% 


89.9% 


76.9% 1 




/^iT*T"<1 AAOTf 
K^LSl' 1UUO J J 


/on/ 
/o 


m r\o/ 

y A, iU f\t 


95.3% 


ECO103097 


CDP100449 


57% 


100% 


100% 


ECO103097 


EBC103888 


93% 


100% 


100% 


ECO103097 


EFA202022 


52% 


100% 


100% 


ECO103097 


EFM202414 


56% 


100% 


100% 


ECO103097 


ECO103097 


100% 


100% 


100% 


ECO103097 


HIN101437 


80% 


100% 


100% 


ECO103097 


HIN101294 


80% 


100% 


100% 


ECO103097 


HPY101023 


51% 


98.9% 


97.8% 


ECO103097 


KPN301430 


92% 


100% 


100% 


ECO103097 


LPN100705 


59% 


69.7% 


95.4% 


ECO103097 


LMO101938 


57% 


100% 


100% 


ECO103097 


MCA100389 


65% 


100% 


100% 


ECO103097 


MAV100300 


53% 


100% 


100% 


ECO103097 


MBV101245 


52% 


100% 


100% 


ECO103097 


MLP100514 


56% 


100% 


100% 


ECO103097 


MTU202747 


52% 


100% 


100% 


ECO103097 


MGE100434 


47% 


77.5% 


80.2% 


ECO103097 


MPN100220 


50% 


76.4% 


79.1% 


ECO103097 


NGO100722 


60% 


100% 


100% 


ECO 103097 


NME200754 


60% 


100% 


100% 


ECO103097 


PMU100301 


78% 


100% 


100% 


ECO 103097 


PRT102435 


88% 


100% 


100% 


ECO103097 


PAE204737 


69% 


100% 


100% 


ECO103097 


PPU105055 


70% 


100% 


100% 


ECO103097 


PSY104828 


77% 


70.8% 


100% 


ECO103097 


SPA101259 


95% 


100% 


100% 


ECO103097 


STY101470 


97% 


100% 


100% 


ECO103097 


SAU801273 


55% 


100% 


100% 


ECO103097 


SEP201566 


53% 


100% 


100% 


ECO103097 


SHA100171 


55% 


100% 


100% 


ECO103097 


SMU101327 


52% 


100% 


100% 


ECO103097 


SPN401466 


51% 


100% 


100% 


ECO103097 


SPY201503 


52% 


100% 


100% 


ECO103097 


TPA100877 


46% 


100% 


100% 


ECO103097 


UUR100204 


48% 


98.9% 


98.9% 
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ECO103097 


VCH100634 


74% 


100% 


100% 


ECO103097 


YPS006344 


86% 


100% 


100% 


ECO103098 


ABA100464 


48% 


95.9% 


96.0% 


ECOl 03098 


BAN1 11627 


34% 


81.8% 


84.0% 


ECOl 03098 


BAN109916 


38% 


81.8% 


83.4% 


ECO103098 


BFR100430 


32% 


68.2% 


94.8% 


ECO103098 


BPT100250 


46% 


73.9% 


98.0% 


ECO103098 


BBU100802 


36% 


66.2% 


74.5% 


ECO103098 


BCE108686 


46% 


98.1% 


96.8% 


ECO103098 


BFU101157 


45% 


98.1% 


97.1% 


ECO103098 


BMA109950 


45% 


96.2% 


98.0% 


ECO103098 


CJU101028 


30% 


66.9% 


77.2% 


ECO103098 


CPN200432 


41% 


64.3% 


86.0% 


ECO 103098 


CTR200363 


42% 


67.2% 


87.6% 


ECO103098 


CAC102432 


36% 


92.7% 


97.2% 


ECO103098 


CBO100717 


35% 


90.8% 


95.2% 


ECO103098 


CDF100873 


35% 


91.4% 


94.7% 


ECO103098 


CDP100454 


39% 


66.9% 


72.7% 


ECO103098 


EBC101433 


90% 


99.7% 


100% 


ECO103098 


EFA200593 


38% 


83.1% 


84.6% 


ECO 103098 


EFM202633 


36% 


83.8% 


78.4% 


ECO 103098 


ECO103098 


100% 


100% 


100% 


ECO103098 


HIN101257 


60% 


93.6% 


92.3% 


ECO103098 


KPN301431 


89% 


100% 


100% 


ECO103098 


LPN102640 


43% 


95.2% 


95.7% 


ECO103098 


LMO102138 


38% 


83.8% 


85.5% 


ECO103098 


MCA100805 


37% 


98.4% 


98.7% 


ECO 103098 


MAV100285 


38% 


66.6% 


71.8% 


ECO103098 


MBV101244 


42% 


66.6% 


71.8% 


ECO103098 


MLP100948 


35% 


92.0% 


87.5% 


ECO 103098 


MTU202755 


42% 


66.6% 


71.8% 


ECO 103098 


NGO101078 


42% 


93.0% 


92.2% 


ECO103098 


NME201447 


42% 


93.0% 


92.2% 


ECO103098 


PMU1 00756 


57% 


99.0% 


99.3% 


ECO 103098 


PRT102436 


70% 


98.7% 


97.5% 


ECO103098 


PAE204738 


50% 


98.4% 


99.3% 


ECO103098 


PPU107161 


50% 


98.4% 


99.0% 


ECO103098 


PSY104829 


49% 


98.4% 


99.0% 


ECO103098 


SPA101258 


93% 


100% 


100% 


ECO 103098 


STY101471 


93% 


100% 


100% 


ECO103098 


SAU801271 


37% 


69.7% 


74.4% 


ECO103098 


SEP201564 


39% 


67.8% 


72.5% 


ECO103098 


SHA100169 


34% 


53.8% 


73.0% 


ECO103098 


SMU100957 


38% 


74.5% 


82.5% 


ECO103098 


SPN401091 


38% 


75.2% 


84.9% 


ECO103098 


SPY200961 


33% 


95.5% 


99.7% 


ECO 103098 


TPA100879 


29% 


64.0% 


61.2% 


ECO103098 


UUR100356 


33% 


65.6% 


92.1% 


ECO103098 


VCH 100633 


66% 


97.5% 


98.1% 


ECO103098 


YPS001049 


72% 


99.0% 


96.0% 


ECO 103 100 


ABA104593 


51% 


99.9% 


100% 


ECO103100 


BAN113310 


37% 


72.8% 


94.4% 


ECO103100 


BAN1 10029 


49% 


74.3% 


96.4% 


ECO103100 


BFR11714 


43% 


91.1% 


81.5% 
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ECO103100 


BPT100248 


50% 


89.3% 


95.4% 


ECO103100 


BBU100800 


45% 


69.9% 


71.3% 


ECO103100 


BCE101969 


56% 


79.8% 


100% 


ECO103100 


BFU100867 


49% 


99.9% 


100% 


ECO103100 


BMA109716 


50% 


99.3% 


100% 


ECO103100 


CJU100125 


38% 


99.9% 


100% 


ECO103100 


CPN200434 


33% 


98.7% 


97.9% 


ECO103100 


CTR200365 


33% 


98.7% 


97.9% 


ECO103100 


CAC 100425 


53% 


64.9% 


84.4% 


ECO103100 


CBO103185 


48% 


74.3% 


94.1% 


ECO103100 


CDF102888 


53% 


65.2% 


90.6% 


ECO103100 


CDP 100479 


50% 


64.3% 


96.5% 


ECO103100 


EBC101431 


93% 


19.4% 


32.3% 


ECO103100 


EFA200621 


44% 


82.6% 


95.1% 


ECO103100 


EFM201052 


45% 


80.3% 


99.0% 


ECO103100 


ECO103100 


100% 


100% 


100% 


ECO103100 


HIN101252 


70% 


94.2% 


99.4% 


ECO103100 


HPY101031 


37% 


94.5% 


90.9% 


EC0 103 100 


KPN301426 


95% 


93.7% 


99.9% 


ECO103100 


LPN102343 


71% 


49.0% 


100% 


ECO103100 


LMO100282 


47% 


83.0% 


92.8% 


ECO 103 100 


MCA100802 


50% 


92.9% 


98.3% 


ECO 103 100 


MAV100286 


48% 


64.7% 


97,5% 


ECO103100 


MBV104310 


50% . 


48.8% 


99.8% 


ECO103100 


MLP100953 


44% 


71.5% 


71.9% 


ECO103100 


MTU202801 


45% 


71.8% 


72.9% 


ECO103100 


MGE100144 


42% 


63.6% 


91.4% 


ECO103100 


MPN100676 


41% 


67.5% 


97.6% 


ECO103100 


NGO101494 


51% 


89.2% 


99.9% 


ECO103100 


NME201748 


47% 


99.9% 


100% 


ECO103100 


PMU100759 


71% 


93.9% 


98.8% 


ECO103100 


PRT102425 


78% 


99.9% 


99.9% 


ECO103100 


PAE204740 


57% 


99.9% 


100% 


ECO103100 


PPU108488 


55% 


99.9% 


100% 


ECO103100 


PSY1 04832 


68% 


62.2% 


100% 


ECO103100 


SPA101256 


93% 


52,0% 


100% i 


ECO103100 


STY101473 


96% 


100% 


100% 


ECO103100 


SAU801269 


48% 


77.3% 


99.6% 


ECO103100 


SEP201562 


47% 


81.3% 


99.9% 


ECO103100 


SHA100514 


47% 


77.9% 


93.8% 


ECO103100 


SMU1 00784 


40% 


88.9% 


89.0% 


ECO 103 100 


SPN400481 


39% 


96.7% 


96.2% 


ECO103100 


SPY201321 


41% 


90% 


81.3% 


ECO103100 


TPA100881 


47% 


72.0% 


80.8% 


ECO103100 


UUR100322 


44% 


64.5% 


93.3% 


ECO103100 


VCH100631 


71% 


99.9% 


99.9% 


ECO103100 


YPS001051 


82% 


100% 


100% 


ECO103101 


ABA103925 


53% 


, 99.2% 


99.8% 


ECO103101 


BAN1 04708 


34% 


67.7% 


94.9% 


ECO103101 


BAN102313 


37% 


69.3% 


92.9% 


ECO103101 


BFR10840 


30% 


67.9% 


89.5% 


ECG103101 


BPT100246 


51% 


99.8% 


100% 


ECO103101 


BBU100799 


25% 


96.6% 


94.8% 


ECO103101 


BCE107342 


49% 


99.2% 


99.8% 
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ECO103101 


BFU100866 


50% 


99.2% 


99.8% 


ECO103101 


BMA107734 


50% 


99.2% 


99.8% 


ECO103101 


CJU100425 [ 


30% 


69.3% 


94.2% 


ECO103101 


CPN200435 


30% 


95.2% 


99.8% 


ECO103101 


CTR200366 


31% 


92.5% 


98.6% 


ECO103101 


CAC100279 


36% • 


71.3% 


99.7% 


ECO103101 


CBO102108 


36% 


72.1% 


77.7% 


ECO103101 


CDF102471 


36% 


77.4% 


98.4% 


ECO103101 


CDP100481 


33% 


54.9% 


83.4% 


ECO103101 


EBC101239 


93% 


99.2% 


100% 


ECO103101 


EFA200624 


35% 


79.0% 


100% 


ECO103101 


EFM201833 


36% 


77.4% 


99.0% 


ECO103101 


ECO103101 


100% 


100% 


100% ! 


ECO103101 


HIN101251 


73% 


99.8% 


100% 


ECO103101 


HPY101493 


26% 


70.7% 


95.2% 


ECO103101 


KPN300994 


95% 


100% 


100% 


ECO103101 


LPN100039 


60% 


99.2% 


99.8% 


ECO103101 


LMO100131 


39% 


68.3% 


90.6% 


ECO103101 


MCA100801 


47% 


99.2% 


99.8% ! 


ECO 103 101 


MAV103287 


27% 


39.4% 


97.8% 


ECO103101 


MBV103220 


34% 


67.3% 


91.9% 


ECO103101 


MLP100955 


32% 


70.7% 


96.8% i 


ECO 103 101 


MTU202803 


34% 


67.3% 


91.9% 


ECO103101 


MGE100143 


29% 


71.3% 


67.6% 


ECO103101 


MPN100677 


28% 


70.1% 


65.4% 


ECO103101 


NGO101492 


48% 


99.0% 


99.8% 


ECO103101 


NME201747 


47% 


99.8% 


98.8% 


ECO103101 


PMU100760 


74% 


99.6% 


100% 


ECO103101 


PRT102427 


85% 


100% 


100% 


ECO103101 


PAE204741 


64% 


99.2% 


99.8% 


ECO 103 101 


PPU108490 


63% 


89.9% 


99.8% 


ECO103101 


PSY104834 


63% 


99.2% 


99.8% 


ECO103101 


SPA101734 


89% 


100% 


100% i 


ECO103101 


STY101474 


93% 


100% 


100% i 


ECO103101 


SAU801266 


38% 


69.1% 


87.2% 


ECO103101 


SEP201559 


37% 


77.6% 


94.8% 


ECO103101 


SHA101153 


38% 


69.1% 


90.2% 


ECO103101 


SMU100777 


33% 


69.7% 


90.4% 


ECO103101 


SPN400478 


32% 


70.7% 


96.3% 


ECO 103 101 


SPY201324 


32% 


70.7% 


95.3% 


ECO103101 


TPA100882 


29% 


91.5% 


94.4% 


ECO103101 


UUR100320 


27% 


66.3% 


77.1% 


ECO103101 


VCH100630 


78% 


100% 


100% 


ECO103101 


YPS001052 


88% 


100% 


100% 


ECO103104 


BPT101520 


35% 


85.6% 


100% 


ECO103104 


ECO103104 


100% 


100% 


100% 


ECO103104 


HPY201308 


25% 


77.9% 


79.6% 


ECO103104 


PRT105681 


32% 


92.9% 


94.7% 


ECO103115 


ABA101804 


72% 


97.6% 


97.6% 


ECO103115 


BAN102544 


58% 


95.3% 


83.3% 


ECO103115 


BAN1 11062 


58% 


95.3% 


85.1% 


ECO103115 


BFR10883 


63% 


96.5% 


91.0% 


ECO103115 


BPT102470 


71% 98.8% 


97.7% 


ECO103115 


BBU100779 


65% | 96.5% 


98.8% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


xiomoiog coverage 


ECO103115 


BCE103036 


65% 


r\C CO/ 

96.5% 


OA 10£ 


ECO103115 


BFU106480 


63% 


t\£ co/ 

96.5% 


OA 10/ 


ECO103115 


BMA101618 


65% 


AZ* CO/ 

96.5% 


(SA 10/ 


ECO103115 


CJU1 00084 


65% 


96.5% 


CiC AO/ 

9o.4to 


ECO103115 


CPN200204 


56% 


100% 


CSH CO/ 

97.6% 


ECO103U5 


CTR200690 


56% 


96.5% 


Af 00/ 

95.2% 


ECO103U5 


CAC103330 


70% 


95.3% 


80% 


ECO103115 


CBO102962 


66% 


nrt any 1 

90.6% 


1 1 /0 


ECO103115 


CDF101911 


£ z*o/ 

66% 


91.8% 


81 9 D / 

o 1 .Z /o 


ECO103115 


CDP101220 


£ An/ 

64% 


C\£L CO/ 

96.5% 


AA Q0Z 

yu.y /o 


ECO103115 


EBC 100461 


aco/ 

95% 


1 f\(\0/ 

100% 


Iw/o 


ECO103115 


EFA202214 


61% 


AC 10/ 

95.3% 


51 AO/ 
81.0/0 


ECO103U5 


EFM200824 


64% 


95.3% 


OO CO/ 

82.5% 


ECO103115 


ECO103115 | 


100% 


100% 


1 AAO/ 


ECO103115 


HIN100859 


87% 


100% 


100% 


ECO103115 


HPY100293 


63% 


100% 


AC CO/ 

95.5% 


ECO103115 


KPN300596 


94% 


100% 


1 AAO/ 
lUU% 


ECO103U5 


LPN100139 


70% 


100% 


AO /10/ 


ppnimi 1 ^ 


T MO1007Q8 


60% 


no oo/ 
98.8% 


C£ CO/ 

oO.jyo 


ECO103115 


MCA101440 


r- ao / 

69% 


1 AAO/ 
100% 


1 AAO/ 

lUU/o 


ECO103115 


MAV104122 


64% 


ao oo/ 

98.8% 


Q1 00/ 


ECO103115 


MBV104431 


64% 


r\/~ CO/ 

96.5% 


AO AO/ 


ECO103115 


MLP100903 


64% 


98.8% 


C\1 00/ 

93.2% 


ECO103115 


MTU202405 


64% 


96.5% 


A1 AO/ 

93.0% 


ECO103115 


MGE100239 


55% 


90.6% 


HA AO/ 

74.0% 


ECO103115 


MPN100509 


57% 


90.6% 


*7>1 AO/ 

74.0% 


ECO103115 


NGO101635 


76% 


96.5% 


A1 10/ 

91.1% 


ECO103115 


NME202000 


76% 


96.5% 


A1 1A/ 

91.1% 


ECO103115 


PMU100348 


90% 


100% 


1 AAO/ 

100% 


ECO103115 


PRT100790 


95% 


100% 


1 AAO/ 
100% 


ECO103115 


PAE204565 


76% 


98.8% 


no oo/ 
98.0% 


ECO103115 


PPU109793 


69% 


98.8% 


AO OO/ 

98.8% 


ECO103115 


PSY102707 


70% 


96.5% 


AA 1 O/ 

90.1% 


ECO103115 


SPA100460 


95% 


100% 


1 AAO/ 

100% 


ECO103115 


STY101487 


95% 


100% 


1 AAO/ 

100% 


ECO103115 


SAU801645 


60% 


97.6% 


82.8% 


ECO103115 


SEP201610 


60% 


97.6% 


nn OO/ 

82.8% 


ECO103115 


SHA100024 


59% 


97.6% 


OO 00/ 

82\o% 


ECO103115 


SMU100757 


60% 


95.3% 


oo CO/ 
OZ.J70 


ECO103115 


SPN401014 


59% 


95.3% 


oo. oo/ 


ECO103115 


SPY200612 


59% 


95.3% 


Ol CO/ 


ECO103115 


TPA100735 


52% 


100% 


OC /10/ 


ECO103115 


UUR100211 


58% 


80% 


/TOO/ 

68% 


ECO103.115 


VCH100431 


89% 


97.6% 


f\£ CO/ 

96.5% 


ECO103115 


YPS002142 


94% 


100% 


100% 


ECO103116 


ABA105440 


61% 


99.0% 


99.0% 


ECO103116 


BAN107763 


44% 


100% 


100% 


ECO103116 


BAN108298 


44% 


100% 


100% 


ECO103116 


BFR10884 


37% 


100% 


oc oo/ 

86.8% 


ECO103116 


BP1 1U4/04 


47% 


100% 


*»i.U /0 


ECO103116 


BBU100777 


32% 


98.1% 


98.1% 


ECO103116 


BCE1 11959 


44% 


100% 


100% 


ECO103116 


BFU106477 


43% 


100% 


83.1% 


ECO103116 


BMA107479 


43% | 100% 


100% 
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Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103116 


CJU100083 


40% 


100% 


i aao/ 


ECO103116 


CPN200203 


38% 


97.1% 


AC 10/ 

95.3% 


ECO103116 


CTR200691 


43% 


94.2% 


ao cn/ 

92.5% 


ECO103116 


CAC100327 


38% 


100% 


100% 


ECO103116 


CBO100385 


44% 


100% 


78.2% 


ECO103116 


CDF101910 


41% 


100% 


97.2% 


ECOi031i6 


CDP101222 


3S% 


98.1% 


f\f\ AA/ 

99.0% 


ECO103116 


EBC100460 


100% ! 


31.1% 


100% 


ECO103116 


EFA202217 


41% 


100% 


96.2% 


ECO103116 


EFM200259 


43% 


100% 


1 A AO/ 

100% 


ECO103116 


ECO103116 i 


100% 


100% 


1 AAO/ 

100% 


ECO103116 


HIN100860 


79% 


100% 


1 A AO/ 
100% 


ECO103116 


HPY100292 


46% 


99.0% 


AO 1 O/ 

98.1% 


ECO103116 


KPN300595 


96% 


87.4% 


1 A AO/ 

100% 


ECO103116 


LPN100481 


53% 


98.1% 


no 1 o/ 

98.1% 


ECO103116 


LMO101855 


42% 


100% 


1 AAO/ 

100% 


ECO103116 


MCA101422 


62% 


100% 


1 AAO/ 

100% 


ECO103116 


MAV102387 


39% 


97.1% 


1 O/ 

96.1% 


ECO103U6 


MBV104430 


37% 


ao 1 o/ 

98.1% 


A/ OO/ 


ECO103116 


MLP100904 


37% 


r\ri 1 ft/ 

97.1% 


Q/Z 1 0/ 

96.1% 


ECO103116 


MTU202406 


37% 


ao 1 o/ 

98.1% 


A/C 00/ 


ECO103116 


MGE100237 


32% 


nc •% ft/ 

95.1% 


A/f 0/ 

94% 


ECO103116 


MPN1005U 


34% 


95.1% 


94% 


ECO103116 


NGO101632 


54% 


99.0% 


OA CO/ 

89.5% 


ECO103116 


NME201999 


54% 


99.0% 


100% 


ECO103U6 


PMU100347 


83% 


100% 


100% 


ECO103U6 


PRT100789 


78% 


99.0% 


1 AAO/ 

100% 


ECO103116 


PAE204566 


64% 


100% 


1 AAO/ 

100% 


ECO103116 


PPU108773 


60% 


99.0% 


iTC AO/ 

65.0% 


ECO103116 


PSY108282 


56% 


100% 


CA OO/ 

64.8% 


ECO103U6 


SPA10G461 


97% 


69.9% 


1 AAO/ 
100% 


ECO103116 


STY101488 


99% 


1 AAO/ 

100% 


1 AAO/ 
100% 


ECO103116 


SAU801647 


41% 


100% 


1 AAO/ 
100% 


ECO103116 


SEP201612 


39% 


100% 


1 AAO/ 

100% 


ECO103116 


SMU100215 


36% 


99.0% 


AO 1 O/ 

97.1% 


ECO103116 


SPN401012 


39% 


99.0% 


AT 1 ft/ 

97.1% 


ECO103116 


SPY200610 


37% 


99.0% 


97.1% 


ECO103116 


TPA100737 


32% 


98.1% 


AO 1 0/ 

97.1% 


ECO103116 


UUR100213 


42% 


99.0% 


AOO/ 

98% 


ECO103116 


VCH100430 


78% 


100% 


1 AAO/ 
100% 


ECO103116 


YPS002148 


88% 


100% 


1 AAO/ 

100% 


ECO103159 


ABA10O671 


35% 


96.7% 


AC >10/ 

95.4% 


ECO103159 


BPT102294 


42% 


93.9% 


AA CO/ 

99.5% 


ECO103159 


BCE101468 


44% 


93.9% 


AA CO/ 

99.5% 


ECO103159 


BFU100537 


39% 


56.6% 


A A OO/ 

99.2% 


ECO103159 


BMA107004 


44% 


93.9% 


An co/ 

99.5% 


ECO103159 


EBC102178 


95% 


99.5% 


99.5% 


ECO103159 


ECO103159 


100% 


100% 


1 AAO/ 

100% 


ECO103159 


HIN101410 


62% 


95.8% 


AC 00/ 

95.8% 


Y?/~*/^\ 1 AO 1 ca 

ECO 103 159 


VDXT1 AO A A1 


010/ 


/o 


99.5% 


ECO103159 


LPN101126 


63% 


98.1% 


99.0% 


ECO103159 


MCA100934 


40% 


87.3% 


90.8% 


ECO103159 


NGO101309 


44% 


93.9% 


99.5% 


ECO103159 


NME200463 


45% 


93.9% 


99.5% 
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Homolog LocusID 


Identity 


Query Coverage 


^T"V_o_ rift i^A^ rArorta 

Jtiomoiog coverage 


ECO103159 


PMU100522 


67% 1 


94.3% 


OA ^0/ 


ECO103159 


PRT100887 


81% 


no co/ 
98.0% 


Oft 

yo.l /o 


ECO 103 159 


PAE204426 


53% 


no ao/ 

93.4% 


07 1°/ 

y / . 1 /o 


ECO103159 


PPU1 11756 


56% 


no AO/ 

93.4% 


OA 1°/ 
yO. 1 /0 


ECO103159 


PSY103836 


57% 


Q1 AO/ 

9 J .4% 


Q7 10/ 
7 / . L /0 


ECO103159 


SPA100956 


97% 


QQ 1 0/ 

yy. 1 /o 


100% 


ECO 103 159 


STY101557 


97% 


on so/ 
yy.j/o 


QQ <;o/ 

. d /o 


ECO103159 


VCH100566 


TOO/ 

72% 


QQ CO/ 

99.5% 


100% 


ECO103159 


YPS002273 


83% 


no ao/ 


08 10/ 

70. 1 /0 


ECO103160 


ABA1 00673 


76% 


1 nno/ 
100% 


1 nno/, 


ECO103160 


BAN 112009 


53% 


100% 


100% 


ECO 103 160 


BAN109246 


55% 


100% 


1 nno/ 
IOOto 


ECO103160 


BFR11427 


50% 


no i o/ 

93.1% 


O/l CO/ 

y4. j /o 


ECO103160 


BPT102858 


64% 


1 nno/ 
100% 


1 nno/ 
lOO/o 


ECO103160 


BBU100337 


56% 


9 /. /% 


QO AOA 


ECO103160 


BCE104886 


63% 


1 nno/ 
100% 


1 00% 


ECO103160 


BFU 103523 


65% 


i nno/. 
lOOyo 


1OO0/, 
1UU/0 


ECO 103 160 


BMA 104857 


^"O o/ 

63% 


1 nno/ 
100% 


inno/ 
lUl/Zo 


ECO103160 


CJU101395 


49% 
47% 


oc /o/ 
95.4% 


QA Q0/, 

yo.y /o 


ECO103160 


CPN200506 


no oo/ 
93.0% 


Q1 Q0/ 
y 1.5/0 


ECO103160 


/snm A AAA Ay* 

CTR200396. 


47% 


no oo/ 


Q1 70/ 

y i . / /o 


ECO103160 


CAC 102494 


63% 


1 nno/ 
100% 


1 nno/ 

100 70 


ECO103160 


CBO103462 


59% 


1 nno/ 
100% 


1 000/ 

iOO/o 


ECO103160 


CDF1 00063 


60% 


1 nno/ 
100% 


inno/ 
lUU/o 


ECO103160 


CDP 100047 


50% 


no i o/ 
93.1% 


£Q /t0/ 


ECO103160 


EBC102179 


99% 


1 nno/ 
100% 


1 nno/ 
IOO/o 


ECO103160 


EFA200812 


52% 


i nno/ 
100% 


1 000/ 
IOO/o 


ECO103160 


EFM201820 


52% 


1 nno/ 
100% 


1 nno/ 
100/0 


ECO103160 


ECO103160 


100% 


1 AAO/ 

100% 


1 nno/ 
lOOyo 


ECO103160 


HIN101411 


86% 


1 AAA/ 

100% 


i nno/ 
100% 


ECO103160 


HPY100081 


51% 


95 .4%o 


n/£ no/ 
9o.9% 


ECO103160 


KPN302005 


100% . 


1 Ann/ 

100% 


1 nno/ 
100% 


ECO103160 


LPN102542 


61% 


1 AAO/ 

100% 


i nno/ 
100% 


ECO103160 


LMO100441 


55% 


1 AAO/ 

100% 


i nno/ 
100% 


ECO 103 160 


MCA100086 


73% 


AC ilO/ 

95.4% 


OA 00/ 

yo.y /o 


ECO 103 160 


MAV103416 


51% 


no 1 o/ 
93.1% 


77 Q0/ 

/z.y/o 


ECO103160 


MBV10U53 


52% 


OO 1 0/ 

93.1% 


SO 10/ 
oU. 1 /o 


ECO103160 


MLP 100233 


46% 


no co/ 
98.5% 


70/ 


ECO103160 


MTU203395 


52% 


no 1 0/ 

93.1% 


on i o/ 
oO. 1 /o 


ECO103160 


MGE1 00427 


46% 


1 nno/ 
100% 


1 nno/ 
IOO/o 


ECO103160 


MPN100226 


47% 


i nno/ 
100% 


1 AOO/ 
IOO/o 


ECO103160 


NGO 102668 


64% 


n/c oo/ 
96.2% 


OA 70/ 

yo.z/o 


ECO103160 


.NME200353 


64% 


n^ oo/ 

96.2% 


0£ 70/ 

yo.Z/o 


ECO103160 


PMU100521 


89% 


i nno/ 
100% 


1 nno/ 
lOOyo 


ECO103160 


PRT1 00490 


91% 


i nno/ 
100% 


1 000/ 
IOO/o 


ECO103160 


PAE204430 


76% 


1 nno/ 
100% 


1 000/ 

100% 


ECO103160 


PPU105982 


75% 


1 nno/ 
100% 


1000/ 

lOOyo 


ECO103160 


PSY108021 


76% 


i nno/ 
100% 


1 ooo/ 
lOOyo 


ECO103160 


SPA100957 


99% 


1 AAO/ 

100% 


1 nno/ 
100% 


ECO 103 160 


OTV1 A1 CCCk 

M Y 101559 


GQ0/. 


100% 


100% 

Ivv /O 


ECO103160 


SAU802217 


50% 


100% 


100% 


ECO103160 


SEP202046 


50% 


100% 


100% 


ECO103160 


SHA100041 


50% 


100% 


100% 


ECO103160 


SMU101370 


52% 


100% 


100% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


rtomoiog coverage 


ECO103160 


SPN400272 


50% 


1 AAO/ 
100% 


1 AAO/ 

IUU/o 


ECO103160 


SPY201485 


50% 


1 AAO/ 
100% 


1 AAO/ 

lUUyo 


ECO103160 


TPA101014 


49% 


98.5% 


AA 00/ 

yy.zyo 


ECO103160 


UUR100583 


55% 


A/C AO/ 

96.9% 


y4. /To 


ECO103160 


VCH100561 


90% 


1 AAO/ 
100% 


1 AA0/ 


ECO103160 


YPS002276 


92% 


100% | 


1 AAO/ 

lUOyo 


ECO103161 


ABA100676 


71% 


1 AAO/ 

100% 


1 Af>0/ 


ECO103161 


BAN101291 


58% 


AO /CO/ 

98.6% 


A/C AO/ 

yo.o/o 


ECO103161 


BAN111521 


58% 


98.6% 


n/: /co/ 

yo.o/o 


ECO103161 


BFR11426 


48% 


99.3% 


AO CO/ 

yj.jyo 


ECO103161 


BPT102861 


65% 


nn oo/ 

99.3% 


yy.D /o 


ECO103161 


BBU100338 


51% 


rtr t O/ 

95.1% 


OO ^0/ 

yz.D /o 


ECO103161 


BCE107311 


64% 


1 AAO/ 

100% 


OA 70/ 
oU. / /o 


ECO103161 


BFU 103522 


65% 


i aao/ 
100% 


1UU/0 


ECO 103 161 


BMA107182 


64% 


1 AAO/ 

100% 


70 7°/ 

/y.j /o 


ECO103161 


CJU101396 


52% 


AO *70/ 

93.7% 


AC AO/ 

yj.u/o 


ECO103161 


CPN200505 


47% 


AO 0 0/ 

yy.3% 


yo.j/o 


ECO 103 161 


CTR200395 


52% 


AO /TO/ 

98.6% 


04 70/. 

y*f . / /o 


ECO103161 


CAC102148 


52% 


1 AAO/ 
100% 


OB AO/ 

yo.o/o 


ECO103161 


CBO103121 


54% 


1 AAO/ 
100% 


Q7 00/ 

y /.y /o 


ECO103161 


CDF100062 


c Aft/ 1 

54% 


AO OO/ 


AO /CO/ 

yo.o/o 


ECO103161 


AfSni AAA A & 

CDP100045 


47% 


AO 10/ 

99.3% 


AC Q0/ 

yD.yyo 


ECO103161 


EBC102180 


Aon/ 

98% 


1 AAO/ 

100% 


1 AAO/ 
lUU/o 


ECO103161 


EFA200811 


58% 


AO /CO/ 

yo.o% 


O^ 00/ 

yo.y/o 


ECO103161 


EFM201491 


60% 


AO /CO/ 

9o.o% 


70 <,0/ 

/y.D/o 


ECO103161 


ECO 103 161 


100% 


1 AAO/ 

100% 


1 AAO/ 
lUU/o 


ECO103161 


HIN101412 


91% 


1 AAO/ 

100% 


1 AAO/ 
lUU/o 


ECO103161 


HPY100082 


51% 


AO TO/ 

93.7% 


Q/l 70/ 

y4.Jyo 


ECO103161 


KPN301994 


96% 


100% 


1 AAO/ 


ECO103161 


LPN102178 


71% 


1 AAO/ 

100% 


oo ao/ 
yo.Oyo 


ECO103161 


LMO100177 


55% 


AO /CO/ 

98.6% 


QA AO/ 
yo.OTo 


ECO103161 


MCA103453 


68% 


rvo ^o/ 

98.6% 


Q*7 00/ 

y /.yyo 


ECO 103 161 


MAV103415 


51% 


96.5% 


AO 00/ 


ECO103161 


MBV101152 


52% 


AC 1 O/ 

95.1% 


AO 00/ 

oy./yo 


ECO103161 


MLP100232 


49% 


1 AAO/ 

100% 


OA AO/ 

yo.oyo 


ECO103161 


MTU203396 


52% 


rv/r co/ 

96.5% 


OO 00/ 

yi.Zyo 


ECO103161 


MGE100428 


43% 


AC 1 O/ 

95.1% 


QO 00/ 


ECO103161 


MPN 100225 


42% 


A/C CO/ 

96.5% 


07 Q0/ 

y 3.0/0 


ECO103161 


NGO101071 


/•on/ 

68% 


1 AAO/ 
100% 


QQ 70/ 

yy.j /o 


ECO103161 


NME200352 


67% 


1 AAO/ 
100% 


QQ 70/ 

yy.j /o 


ECO103161 


PMU 100520 


90% 


1 AAO/ 

100% 


1 aao/ 

lUU/o 


ECO103161 


PRT100489 


93% 


1 AAO/ 
100% 


1 AAO/ 

lUU/o 


ECO103161 


PAE204431 


74% 


1 AAO/ 
100% 


1 AAO/ 


ECO103161 


PPU105984 


73% 


1 AAO/ 
100% 


1 AAO/ 

iUU/o 


ECO103161 


PSY103838 


74% 


A/C CO/ 

yo.jyo 


OA ^0/ 
r/O.J/o 


ECO103161 


SPA100958 


1 AAO/ 

100% 


1 AAO/ 

100% 


1 AAO/ 
IUU/o 


ECO103161 


STY101563 


1 rwvo/ 

100% 


1 AAO/ 
100% 


1 AAO/ 


ECO103161 


SAU802218 


coo/ 

58% 


A/C CO/ 

9o.5% 


OA 5.0/ 

y4.D /o 


ECO103161 


SEP202048 


C AO/ 

54% 


a/c coy 

yo.t>% 


OA ^0/ 

y*h d /o 






56% 


72.5% 


92.0% 


ECO103161 


SMU101369 


55% 


98.6% 


94.6% 


ECO103161 


SPN400271 


58% 


98.6% 


94.6% 


ECO103161 


SPY201486 


57% 


98.6% 


94.6% 


ECO103161 


TPA101015 


48% 


96.5% 


96.5% 
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Identity 


Query Coverage 


riomoio^ coverage 


ECO 103 161 


UUR100584 


46% 


92.3% I 


OO CO/ 

Oo.j/o 


ECO103161 


VCH100560 


77% 


1 AAO/ 

1UU% 


1000^ 


ECO103161 


YPS002279 


aco/ 


1 AAO/ 


1 00% ! 


ECO103163 


EBC102436 


90% 


AO CO/ 

98.0% 


1 AAO/ 


ECO103163 


ECO103163 


1 AAO/ 

100% 


1 AAO/ 
100% 


lUU/o 


ECO103163 


T r M'V T 4 ^ 4 F f\ A 

HIN101594 


TfO/ 

37% 


AO CO/ 

92.5% 


OA £.0/ 


ECO103163 


KPN301998 


92% 


1 AAO/ 

100% 


lUU/o 


ECO103163 


PMU100688 


40% 


AO CO/ 

92.5% 


oo aq/ 


ECO103163 


PRT100487 


68% 


98.5% 


no 00/ 


ECO103163 ! 


PAE204439 


24% 


86.6% 


Q1 CO/ 

51.070 


ECO103163 ! 


PPU111785 


23% 


90.3% 


o/z 00/ 
00.2% 


ECO 103 163 


PSY103846 


25% 


82.1% 


OC AO/ 


ECO 103 163 


SPA1 00846 


0/ 

93% 


ort 00/ 
99.3% 


A/r >io/ 
V 0.4/0 


ECO 103 163 


STY101569 


A^O/ 

96% 


1 AAO/ 
1UU% 


lUU/o 


ECO 1 03 1 63 


STM101859 


9 /to 


1 fMW. 
lUU/o 


100% 
1UU /o 


ECO103163 


VCH100557 


/i ao/ 

44% 


A/1 AO/ 

94.U% 


0 /.O/o 


ECO 1 03 1 63 


YPS002289 


80% 


A /I AO/ 

94.0% 


Q/l Q0/ 


ECO103164 


ABA102114 


35% 


90.3% 


00 Ao/ 


ECO103164 


BPT102616 


37% 


96.7% 


AjC /10/ 

96.4% 


ECO103164 


BCE1 14751 


42% 


rrr £0/ 

75.6% 


0< 10/ 
00.370 


ECO103164 


BFU102903 


42% 


75.4% 


OA 00/ 

84.5% 


ECO103164 


BMA102577 


42% 


*7C ^0/ 

75.6% 


Q/T 10/ 

00. iyo 


ECO 1 03 1 64 


CPN200861 


36% 


c\n 00/ 

97.8% 


7£ 00/ 

/O.Z/o 


ECO103164 


CAC101858 


40% 


75.2% 


/TQ AQ/ 


ECO103164 


CDF103193 


41% 


TA /TO/ 

79.0% 


71 CO/ 


ECO103164 


CDP100135 


36% 


T> £"0/ 

73.6% 


00/ 
74.870 


ECO103164 


EBC102437 


84% 


100% 


1 nAO/ 
100% 


ECO103164 


ECO103164 


100% 


100% 


1 AAO/ 
100% 


ECO103164 


HIN101231 


57% 


100% 


1 AAO/ 

100% 


ECO103164 


KPN302000 


81% 


100% 


1 AAO/ 

100% 


ECO103164 


MBV 100623 


35% 


73.4% 


00 00/ 
88.2% 


ECO103164 


MTU200972 


34% 


73.4% 


iCA 00/ 

o9.2% 


ECO 1 03 1 64 


NGO101854 


34% 


91.4% 


QQ Q0/ 

08.070 


ECO 1 03 1 64 


NME200654 


35% 


91.4% 


OO 00/ 
88.0% 


ECO103164 


PMU100734 


58% 


100% 


1 AAO/ 
1UU70 


ECO103164 


PRT100486 


65% 


99.8% 


no <o/ 
98.:)% 


ECO103164 


SPA100847 


89% 


100% 


1 AA0/ 
100% 


ECO103164 


STY101572 


90% 


100% 


1 AAO/ 
1UU% 


ECO 1 03 1 64 


STM101862 


89% 


100% 


1 AAO/ 

1UU% 


ECO103164 


SPN402042 


35% 


71.9% 


O/l 1 0/ 

84.170 


ECO 1 03 1 64 


YPS002292 


72% 


1 AAO/ 

100% 


1 AAO/ 
1UU70 


ECO103175 


BPT105606 


23% 


AO/ 

76.4% 


£H 10/ 
0/.Z70 


ECO 1 03 1 75 


BCE1OO520 


30% 


00 CO/ 

22.5% 


/IT 10/ 

4/.J70 


ECO103175 


BFU102649 


21% 


otz 10/ 

86.1% 


£1 £0/ 
0 J .070 


ECO103175 


BMA1 06473 


22% 


O/T 1 0/ 
86.1% 


AO/ 

04.070 


ECO103175 


nn A-* AAA A r 

EBC 100005 


73% 


A CO/ 

9.5% 


CA 10/ 


ECO103175 


EBC103540 


75% 


99.2% 


T7 OO/ 

77.8% 


ECO103175 


ECO 103 175 


100% 


100% 


1 AAO/ 
100% 


ECO103175 


KPN302541 


71% 


98.5% 


1 AAO/ 

100% 


ECO 103 175 


LrNluzyyu 


010/ 
21/0 


GO AOA 


/J.O f0 


ECO103175 


PRT101519 


38% 


99.9% 


77.7% 


ECO103175 


PAE204474 


21% 


97.9% 


75.7% 


ECO103175 


PPU109810 


20% 


98.7% 


76.1% 


ECO103175 


PSY104777 


22% 


93.3% 


72.7% 
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Identity 


Query Coverage 


Homolog Coverage 


ECO103175 


SPA100160 


74% 


34.4% 


100% 


ECO103175 


STY101629 


79% 


100% 


78.0% 


ECO103175 


VCH100415 


27% 1 


97.9% 


75.1% 


ECO103175 


YPS003182 


48% 


99.9% 


78.5% 


ECO103176 


BCE109237 


27% 


24.5% 


68.0% 


ECO103176 


ECO103176 


100% 


100% | 


100% 


ECO103176 


KPN305789 


74% 


100% 


100% 


ECO103176 


SPA101850 


81% 


99.3% 


100% 


ECQ103181 


ABA101202 


68% 


93.5% 


98.6% 


ECO103181 


BAN1 11944 


44% 


89.1% 


96.8% 


ECO103181 


BAN102999 


58% 


90.5% 


97.1% 


ECO103181 


BFR10062 


45% 


89.6% 


96.5% 


ECO103181 


BPT102509 


73% 


91.3% 


96.8% 


ECO103181 


BBU100714 


52% 


87.7% 


89.2% 


ECO103181 


BCE109815 


71% 


93.2% 


98.6% 


ECO103181 


BFU108081 


70% 


91.6% 


97.1% 


ECO103181 


BFU113174 


71% 


93.2% 


98.6% 


ECO103181 


BMA103717 


71% 


93.2% 


98.6% 


ECO103181 


CJU100248 


55% 


92.1% 


97.4% 


ECO103181 


CPN201000 


55% 


95.1% 


94.3% 


ECO103181 


CTR200082 


54% 


95.1% 


94.3% 


ECO103181 


CAC102861 


58% 


88.6% 


95.8% 


ECO103181 


CBO101490 


59% 


89.4% 


96.1% 


ECO103181 


CDF101880 


57% 


90.5% 


94.1% 


ECO103181 


EBC103541 


100% 


94.6% 


100% 


ECO103181 


ECO103181 


100% 


100% 


100% 


ECO103181 


HIN100036 


78% 


96.5% 


93.9% 


ECO103181 


HPY101353 


51% 


94.3% 


99.7% 


ECO103181 


KPN302551 


99% 


94.6% 


100% 


ECO103181 


LMO102883 


57% 


90.7% 


97.6% 


ECO103181 


PMU101955 


80% 


94.6% 


99.4% 


ECO103181 


PRT101213 


95% 


94.6% 


100% 


ECO103181 


PAE204479 


79% 


94.6% 


100% 


ECO103181 


PPU108925 


79% 


97.8% 


100% 


ECO103181 


PSY104799 


81% 


57.2% 


100% 


ECO103181 


SPA101315 


91% 


78.2% 


100% 


ECO103181 


STY101647 


100% 


94.6% 


100% 


ECO103181 


TPA100493 


52% 


92.1% 


96.8% 


ECO103181 


VCH100410 


90% 


94.6% 


100% 


ECO103181 


YPS003161 


99% 


94.6% 


100% 


ECO103182 


BPT101055 


23% 


63.5% 


65.3% 


ECO103182 


EBC103543 


76% 


100% 


100% 


ECO103182 


ECO103182 


100% 


100% 


100% 


ECO103182 


KPN302547 


73% 


100% 


100% 


ECO103182 


LPN102746 


22% 


75.1% 


782% 


ECO103182 


PAE201432 


22% 


81.1% 


79.2% 


ECO103182 


PPU107473 


21% 


81.1% 


79.6% 


ECO103182 


SPA101314 


83% 


99.2% 


100% 


ECO103182 


STY101649 


84% 


100% 


100% 


ECO 103 182 


VCH100393 


32% 


100% 


f\£ AO/ 

96.9% 


ECO103182 


YPS003159 


50% 


99.2% 


100% 


ECO103185 


ABA100121 


43% 


97.4% 


96.4% 


ECO103185 


BAN102691 


32% 


100% 


95.4% 


ECO103185 


BAX100195 


35% 


98.7% 


97.6% 
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Query LocusED 


Homolog LocusED 


Identity 


yuery coverage 


nomoiog coverage i 


ECO103185 


BFR12359 


33% 


Q1 AO/ 


oo.v/o 


ECO103185 


BPT102941 


56% 


GO AO A 

yyA/o 


yy,j /o 


ECO103185 


BCE100976 


55% 


CA 1 0/ 

o4.1yo 


!7 / .O /O j 


ECO103185 


BFU107829 


54% 


OA AO/ 

yyA/o 


QQ 4% 


ECO103185 


BMA1 04958 


52% 


A A AO/ 

yyA/o 


77.4/0 


ECO103185 


CJU101215 


37% 


1 AAO/ 

100% 


Oft 7% 

70, / /O 


ECO103185 


CPN200574 


29% 


fl*7 AO/ ' 

97.4% 


O^ 0% 


ECO103185 


CTR200393 


31% 


c\n ao/ 

97.4% 


o£ 

yo.J /o _ 


ECO103185 


CAC102521 


33% 


r\C\ AO/ 

99.4% 


00 1°/ 

yo.i /o 


ECO103185 


CBO102046 


31% 


1 aao/ 

100% 


Oft 7Q/ 

yo. / /o 


ECO103185 


CDF101397 


32% 


1 AAO/ 

100% 


AO 70/ 

70. / /o 


ECO103185 


EBC103552 


91% 


1 AAO/ 

100% 


1 nno/k 

l\)\J/Q 


ECO103185 


EFA203429 


32% 


c\n AO/ 

y lA/o 


AC 70/ 

SO. / /O 


ECO103185 


EFM200558 


31% 


1 AAO/ 


07 A 0 /, 

so »*f /o ^ 


ECO103185 


ECO103185 


100% 


1 AAO/ 

100% 


lUU/o 


ECO103185 


HIN100950 


69% 


1 AAO/ 

100% 


IUU/O 


ECO103185 


HPY10O367 


29% 


i AAO/ 

100% 


QR 7°/. 


ECO103185 


KPN307946 


88% 


1 AAO/ 

100% 


1 on 0 /. 


ECO103185 


LPN101729 


51% 


1 AAO/ 

100% 


1 AAO/ 
JLUU/O 


ECO103185 


LMO100213 


39% 


an AO/ 
y/A/o 


SO. 3 /O 


ECO103185 


MCA103068 


38% 


AO 1 0/ 

98.1% 


Q7 1% 

yf. 1/0 


ECO103185 


NGO101619 


61% 


A A AO/ 

yyA/o 


OQ 1% 


ECO103185 


NME200553 


60% 


OA AO/ 

yyA/o 


QQ 1% 

77.J /0 


ECO103185 


PMU101092 


65% 


1 AAO/ 

100% 


1 AJW 
IUU/O 


ECO103185 


PRT101210 


69% 


1 AAO/ 

100% 


inn 0 /. 


ECO103185 


PAE204842 


64% 


AA AO/ 

99.4% 


QQ AP/ 
yyA/o 


ECO103185 


PPU108140 


66% _j 


A A AO/ 

99.4% 


QQ 10/ 
yy.j/o 


ECO103185 


PSY100848 


61% 


nA a n/ 

99.4% . 


QQ 10/ 


ECO103185 


SPA101602 


92% 


100% 


1 AAO/ 

100% 


ECO103185 


STY101662 


92% 


100% 


1 AAO/ 

lUUyo 


ECO103185 


STM102306 


92% 


1 AAO/ 

100% 


1 AAO/ 

lUUyo 


ECO103185 


SAU801527 


34% 


100% 


1 AAO/ 


ECO103185 


SEP200910 


34% 


1 AAO/ 

100% 


1 f\f\0A 


ECO103185 


SHA101871 


35% 


1 AAO/ 

100% 


1 AAO/ 

lUU/o 


ECO103185 


SMU100535 


34% 


1 AAO/ 

100% 


IUU/o 


ECO103185 


SPN400383 


37% 


1 AAO/ 

100% 


1 aa°/ 
lw/o 


ECO103185 


SPY201346 


34% 


1 AAO/ 

100% 


1 AAO/ 
1UU/0 


ECO103185 


VCH100292 


72% 


1 AAO/ 

100% 


7fi 1 0/ 

/o.lyo 


ECO103185 


YPS003132 


82% 


1 AAO/ 

100% 


1 AAO/ 

IUU/o 


ECO103186 


ABA100122 


64% 


AO AO/ 

98.9% 


Q7 10/ 

y /.1 /o 


ECO103186 


BAN102154 


47% 


97.8% 


OQ QO/ 

yy.oyo 


ECO103186 


BAN1 13444 


53% 


AO AO/ 

98.4% 


AO 70/ 

yo. / /o 


ECO103186 


BFR11898 


48% 


AA 00/ 

99.5% 


80 1% 
07. 1 /o 


ECO103186 


BFR11613 


50% 


AO AO/ 

98.4% 


on ao/ 


ECO103186 


BPT102938 


67% 


AO AO/ 

9o.yyo 


QQ 1% 

y y. 1 /0 


ECO103186 


BCE104481 


66% 


1 AAO/ 
100% 


AO 70/ 
yo. / /0 


ECO103186 


BFU1 15826 


65% 


1 AAO/ 

100% 


yo. / /0 


ECO103186 


BMA101045 


66% 


98.9% 


Q7 /CO/ 

y /.oyo 


ECO103186 


CJU101214 


53% 


98.2% 


A A 10/ 

yy.iyo 


ECO 103 186 


pr>\Tn r\(\ cnc 


n\7 /o 


98 7% 

/O. / /0 


97.8% 


ECO103186 


CTR200394 


51% 


98.7% 


97.2% 


ECD103186 


CAC103617 


57% 


98.9% 


99.6% 


ECO103i86 


CBO103874 


55% 


98.9% 


99.3% 


ECO103186 


CDF101399 


53% 


98.2% 


97.6% 
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Identity 


Query Coverage 


Homolog Coverage 


ECO103186 


CDP100823 


46% 


96.0% 


38.1% 


ECO103186 


EBC102634 


93% 


70.2% 


1 A AO/ 

100% 


ECO103186 


EFA200245 


52% 


98.4% 


97.4% 


ECO103186 


EFM201807 


52% 


98.7% 


96.9% 


ECO103186 


ECO 103 186 


100% 


100% 


100% 


ECO103186 


HIN100951 


82% 


99.8% 


100% 


ECO103186 


HPY100366 


51% 


98.2% 


96.3% 


ECO103186 


KPN308876 


96% 


100% 


100% 


ECO103186 


LPN102993 


74% 


98.9% 


99.3% 


ECO103186 


LMO101165 


53% 


98.4% 


97.8% 


ECO103186 


MCA102208 


62% 


98.2% 


aq An/ 

98.4% 


ECO103186 


MAV103606 


47% 


98.9% 


62.9% 


ECO103186 


MBV101167 


45% 


98.7% 


68.2% 


ECO103186 


MLP100439 


45% 


94.4% 


70.9% 


ECO103186 


MTU202464 


45% 


98.7% 


68.2% I 


ECO103186 


NGO101616 


68% J 


98.2% 


97.4% 


ECO103186 


NME200552 


69% 


98.2% 


97.4% 


ECO103186 


PMU101091 


83% 


99.8% 


100% 


ECO 103 186 


PRT100504 


86% 


99.8% 


1 a Aft/ 

100% 


ECO103186 


PAE204843 


71% 


99.8% 


aa on/ 

99.8% 


ECO103186 


PPU108141 


70% 


99.6% 


AA 1 ft/ 

99.1% 


ECO103186 


PSY108097 


69% 


99.6% 


1 aao/ 

100% ! 


ECO103186 


SPA101601 


95% 


98.9% 


100% 


ECO103186 


STY101665 


96% 


100% 


100% 


ECO103186 


STM102307 


96% 


100% 


100% 


ECO103186 


SAU801526 


53% 


98.2% 


98.2% 


ECO103186 


SEP200908 


52% 


98.2% 


98.0% 


ECO103186 


SHA100988 


52% 


98.2% 


98.2% 


ECO 103 186 


SMU100533 


51% 


96.9% 


97.1% 


ECO103186 


SPN400385 


53% 


98.0% 


97.4% 


ECO103186 


SPY201344 


52% 


98.0% 


97.6% 


ECO103186 


VCH100291 


85% 


99.6% 


100% 


ECO103186 


YPS003128 


92% 


99.8% 


99.8% 


ECO 103 188 


BAN108690 


42% 


96.3% 


98.7% 


ECO103188 


BAN1 12300 


47% 


96.3% 


97.9% 


ECO103188 


BFR12375 


25% 


89.1% 


87.4% 


ECO 103 188 


BPT101875 


22% 


89.5% 


67.2% 


ECO103188 


BBU100813 


33% 


90.1% 


97.7% 


ECO103188 


CPN200265 


25% 


71.1% 


72.5% 


ECO103188 


CBO103269 


26% 


88.2% 


AA AO/ 

90.9% 


ECO103188 


CDF103913 


25% 


94.8% 


no en/ 

98.5% 


ECO103188 


EBC102639 


92% 


99.6% 


100% 


ECO 103 188 


ECO103188 


100% 


100% 


100% 


ECO103188 


HIN100955 


64% 


96.9% 


97.1% 


ECO103188 


KPN302542 


89% 


99.6% 


100% 


ECO103188 


LMO101454 


24% 


30.3% 


53.2% 


ECO103188 


PMU101089 


59% 


96.9% 


98.7% 


ECO103188 


PRT100502 


78% 


98.8% 


99.8% 


ECO103188 


SPA101599 


91% 


98.8% 


100% 


ECO103188 


STY101671 


010/ 




IUU/0 


ECO103188 


STM102309 


93% 


99.6% 


100% 


ECO 103 188 


SMU101245 


32% 


20.8% 


47.3% 


ECO103188 


YPS003121 


82% 


96.9% 


97.1% 


ECO103195 


BFR10437 


32% 


90.9% 


94.9% 
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Homolog LocusID 
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i^uery coverage 






ECO103195 


CJU100335 


^ AO/ 

30% 


01 oo/. 
y 1 y /o 


04. 3% 

7*T.^ /0 




ECO103195 


ECO103195 


1 A AO/ 
100% 


1 AAO/ 

lUU/o 


100% 
i w /o 




ECO103195 


KPN308332 


nco/ 

75% 


OQ TO/ 

Vo. /to 


100% 




ECO103195 


LPN101631 


30% 


OA 1 0/ 

89.1% I 


BO 1°/ 
O^.J /o 




ECO103195 


STM102321 


88% 


AO no/ 
98.7% 


AO 70Z 




ECO103212 


ABA105502 


40% 


AO ^°0/ 

98.6% 


07 AO/ 




ECO103212 


BAN107407 


30% 


AA AO/ 

90.4% 


oy.iyo ! 




ECO103212 


BAN101826 


32% 


AA OO/ 

99.3% 


OO CO/ 
yy . 3 /o 




ECO103212 


BPT100805 


36% 


AO/ 

97.9% 


OA 70/. 




ECO103212 


BCE107697 


37% 


at 70/ 
y/J/o 


8fi 0°>i 
oO.U /o 




ECO103212 


BFU101027 


O AO/ 

39% 


QA 00/ 

yo. /% 


go CO/ 
OZ.J /O 




ECO103212 


BMA101603 


36% 


m 70/ 

y /./% 


00 ioz 

/o 




ECO103212 


CPN200071 


27% 


£1 CO/ 
61.3% 


£/: co/ 
OO. 0 /o 




ECO103212 


CTR200830 


28% 


/CA £0/ 

oO.oyo 


£4 OOA 

o4.y /o 




ECO103212 


CAC100526 


31% 


AT 1 0/ 


/0 




ECO103212 


CBO102152 


30% 


AO £.0/ 

98.6% 


OO 10 L I 

yy.3% 




ECO103212 


CDF102436 


30% 


AC 1 0/ 

95.1% 


AT 10/ 

yo. 1 /o 


ECO103212 


CDP 100308 


32% 


OC AO/ 

86.0% 


1 AAO/ 

lUU/o 


F.m Krai?. 


RBC103645 


86% 


1 AAO/ 


07 TO/ 

y /. / /o 


ECO103212 


EFA201559 


010/ 
31% 


AO AO/ 

yj.vJyo 


ao i% • 


ECO103212 


EFM201913 


31% 


Q1 AO/ 


AO AOL 

70.*T /0 


ECO103212 


ECO103212 


1 AAO/ 

100% 


1 AA0/ 


1OO0/» 
lUv/o 


ECO103212 


HIN100605 


51% 


no ao/ 


Q/f 70/. 

y*h / /o 


ECO103212 


KPN301222 


86% 


1 AAO/ 
100% 


QO <0A 

yy.j /o 


ECO103212 


LMOlOOlll 


31% 


A A 00/ 

99.8% 


QO 10/ 

yy.jyo 


ECO103212 


MCA102831 


37% 


99.8% 


AO /I0/ 


ECO103212 


MAV100826 


30% 


87.4% 


OA CO/ 


ECO103212 


MBV102144 


30% 


86.0% 


OO 00/ 

oz.yyo 


ECO103212 


MTU201388 


30% 


86.0% 


OO GO/ 

o/.yyo 


ECO103212 


NGO101723 


40% 


98.1% 


AO *30/ 


ECO103212 


NME200155 


40% 


AO 1 O/ 

98.1% 


QQ 0.0/ 

yo.jyo 


ECO103212 


PMU101561 


53% 


AA OO/ 

99.8% 


y/.o/o 


ECO103212 


PRT105024 


68% 


100% 


1 AAO/ 
100% 


ECO103212 


PAE200017 


50% 


98.6% 


AO QO/ 


ECO103212 


PPU103623 


49% 


98.6% 


AO /10/ 

98.4% 


ECO103212 


PSY103506 


48% 


98.6% 


A/C AO/ 

96.9% 


ECO103212 


SPA1 04301 


88% 


84.4% 


AA *70/ 

99.7% 


ECO103212 


STY101845 


88% 


100% 


1 AAO/ 

100% 


ECO103212 


STM102354 


88% 


1 AAO/ 

100% 


1 AAO/ 


ECO103212 


SAU801217 


28% 


AO QO/ 


yj .3 /o 


ECO103212 


SEP201495 


28% 


OA 1 0/ 

yy.iyo 


QO 10/, 

yy.i /o 


ECO103212 


SMU101505 


31% 


or 1 0/ 

85.1% 


QO 70/ 
oZ. / /o 


ECO103212 


SPN401577 


33% 


AO 1 0/ 

92.1% 


OH AO/. 

yu.*f /0 


ECO103212 


SPY201253 


30% 


AA /<0/ 

90.4% 


QO AO/. 

oo.yyo 


ECO103212 


VCH100044 


62% 


98.8% 


y /. /yo 


ECO103212 


YPS002538 


73% 


100% 


1 AA0/ 

100% 


ECO103216 


BAN110095 


31% 


75.4% 


ao /CO/ 

7o.o% 


ECO103216 


BAN104882 


38% 


75.4% 


HA AO/ ! 

74.0% 


ECO103216 


BCE 107484 


37% 


97.5% 


00. / /o 


ECO 1032 16 


TJT7TT1 Ci'X f 70C\ 


JO/O 


77.*» /u 


71.0% 


ECO103216 


BMA101250 


50% 


62.3% 


57.1% 


ECO103216 


EBC103642 


74% 


99.2% 


99.2% 


ECO103216 


ECO103216 


100% 


100% 


100% 


ECO103216 


KPN300812 


79% 


98.4% 


98.4% 
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ECO103216 


Tin 4 aaa //i 

PRT1 00263 


51% 


Q7 ^0/ 


0*. 00/ 


ECO103216 


SPA104310 


86% 




1 AAO/ 

lUUyo 


ECO103216 


STY101840 


86% 


1 AAO/ 


1 AAO/ 


ECO103217 


ABA100130 


70% 


Q'? ^0/ 

y / .07b 


AA OO/ 

99.2% 


ECO103217 


BAN103288 


47% 


or oo/ 


A*7 CO/ 

97.5% 


ECO 1032 17 


BAN102478 


47% 


or on/ 
OJ.5% 


A*» co/ 

97.5% 


ECO1032i7 


BFRi00896 


5i% 


A/1 CO/ 

V4.5% 


HA CO/ 


ECO103217 


BPT100897 


68% 


1 AAO/ 
100% 


A£ Q0/ 

96.9% 


ECO103217 


nnr ti aa /-a a 

BBU100502 


44% 


AiT An/ 

yo.9% 


1 AAO/ 

lUUyo 


ECO103217 


BCE1 09774 


70% 


Q/C AO/ 

96.9% 


AO AO/ 

93.yyo 


ECO103217 


BFU101597 


66% 


1 AAO/ 

100% 


AT *70/ 

97.7% 


ECO103217 


BMA104335 


71% 


fl/C AO/ 

96.9% 


AO AO/ 

yi.yyo 


ECO 1032 17 


CJU101502 


49% 


A1 OO/ 

91.3% 


OO 1 0/ 

99.1% 


ECO 1032 17 


CPN200120 


43% 


A1 OO/ 

91.3% 


AO /CO/ 

9o.oyo 


ECO103217 


CTR200782 


41% 


Al OO/ 

91.3% 


OO fJb/ 

95.0% 


ECO103217 


C AC 100809 


43% 


Of OO/ 

85.8% 


AC /CO/ 

95. o% 


ECO 1032 17 


r"*T^/"V4 Art 4 A A 

CBO 102497 


43% 


Of OO/ 

85.8% 


O/C CO/ 

9o.5% 


ECO 1032 17 


/OT*\T"»1 AO 1 /"A 

CDF 102 169 


48% 


or OO/ 

o5.o% 


Q/C CO/ 


ECO103217 


CDP 100024 


52% 


A>! CO/ 

94.5% 


'7'7 1 0/ 

77.1% 


ECO103217 


EBC 103646 


1 AAO/ 

100% 


1 AAO/ 
100% 


1 AAO/ 


ECO103217 


T7T7 i 1A1 Cx't A 

EFA201974 


A 00/ 

48% 


On AO/ 

o/A/o 


AO AO/ 

9o.4yo 


g~\g~\ 1 AO O 1 T 

ECO103217 


EFM201685 


44% 


on ao/ 
87.4% 


AA AO/ 


ECO 103217 


ECO 1032 17 


1 AAA/ 

100% 


1 AAO/ 

100% 


1 AAO/ 

1UU% 


ECO 1032 17 


TTTVT1 AftlO y| 

HIN 100784 


89% 


1 AAO/ 

100% 


AA 00/ 

99.2% 


ECO103217 


t riyt ri a 1 rt T >t 

HPY101274 


43% 


A1 OO/ 

91.3% 


1 AAO/ 
100% 


ECO 1032 17 


T^TVK TO A AO "1 O 

KPN300813 


98% 


1 AAO/ 

100% 


1 AAO/ 
100% 


ECO103217 


LMO 100340 


42% 


85.8% 


A<"7 OO/ 

97.8% 


ECO 1032 17 


% M A 4 /*\ J /*\ jg rt^4 

MCA 100427 


75% 


AO AO/ 

92.9% 


AA OO/ 

99.2% 


ECO103217 


MAV101006 


53% 


O/T ^O/ 

86.6% 


OC 00/ 


ECO103217 


x mT n AAitAO 

MBV 100492 


52% 


O/T £.0/ 

86.6% 


/C1 1 0/ 

ol.lyo 


ECO103217 


X jTT 4 A -t •% AO 

3VILP101193 


y| OA/ 

47% 


c\A coy 

94.5% 


OC Q0/ 
/D.9% 


■n/*i/% 4 ai A 4 

ECO103217 


■k jrrrrr TrtAO /I A A 

MTU203409 


on/ 

52% 


o/r ao/ 
86.6% 


<1 10/ 

Ol.lyo 


Tl/^/"\1 A»4jA4 

ECO 1 032 17 


Tk //TT 1 AA1 01 

MGE100181 


35% 


OO CO/ 

83.5% 


Ol 10/ 

91.1% 


ECO 1032 17 


* *TW t 4 A A X" rt A * 

MPN 100639 


O <4A/ 

34% 


oh zro/ 

86.6% 


AO CO/ 

93.5% 


ECO 1032 17 


NGO 100883 


70% 


AO AO/ 

92.9% 


A/C OO/ 

96.7% 


ECO 1032 17 


NME200096 


71% 


92.9% 


C\C TO/ 

96.7% 


ECO103217 


PMU101389 


89% 


100% 


1 AAO/ 
1UU% 


ECO 1032 17 


PRT101773 


AO O/ 

93% 


1 AAO/ 

100% 


1 AAO/ 
1UU% 


«/>l/\ 4 AAA 4 M 

ECO103217 


T** A 1~»rt A ^A^f 

PAE204235 


75% 


AO vlO/ 

98.4% 


OO 00/ 

99.z% 


T'/^l/^V 1 AO O 1 *0 

ECO103217 


TYTYT TI Ay1C5C 

PPU 104535 


TOO/ 

79% 


AO AO/ 


OO 00/ 

yz.z/o 


ECO 1032 17 


PSY105785 




AO AO/ 


QO 00/ 


ECO 1032 17 


OTl A 1 A/tO 1 O 

SPA104312 


96% 


1 AAO/ 

lUUyo 


iUU/o 


ECO103217. 


nnrnri At OOA 

STY101829 


AAO/ 

99% 


1 AAO/ 
1UU% 


1 AAO/ 

1UU% 


-f— i /~4/"*v -i AO A 4 « 

ECO103217 


OAT TO AOOOO 

SAU802223 


47% 


or oo/ 

85. o/o 


AO CO/ 

y /.jyo 


i r^l/N 4 AO A 4 « 

ECO103217 


SEP202058 


47% 


OC OO/ 

85.8% 


OO CO/ 
9/. 3% 


ECO103217 


SHA100503 


A 00/ 

48% 


o/r zro/ 

86.6% 


AO /CO/ 

97.6% 


ECO 1032 17 


OX iTT T1 AAf Oil 

SMU 100584 


y| TO/ 

47% 


OC OO/ 

85.8% 


AO 00/ 

97.7% 


4—i s~%r~\ 4 AO A 1 «""» 

ECO 1032 17 


SPN400216 


/J /CO/ 

46% 


OC 00/ 

83.8% 


AO 00/ 

9 /. /% 


tlO/M A ^ A 4 m 

ECO 1032 17 


SPY101855 


46% 


OC OO/ 

85.8% 


AO *70/ 
9 /. /% 




tp a inn?i i 


JU/O 


2^^. 1 /o 


71 ^% 

/ A . J /0 


ECO103217 


UUR100260 


45% 


78.7% 


89.1% 


ECO103217 


VCH102533 


91% 


100% 


100% 


ECO103217 


YPS002494 


94% 


99.2% 


98.4% 


ECO103218 


ABA100129 


66% 


99.1% 


96.7% 



747 



WO 02/077183 PCT/US02/09107 



Query LocusED 


Homolog Locus ID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103218 


BAN107601 


34% 


92.7% 


97.5% 


ECO103218 


BAN108468 


45% 


93.6% 


98.1% 


ECO103218 


BFR10426 


39% 


96.7% 


98.2% 


ECO103218 


BPT100896 


61% 


98.2% 


98.8% 


ECO103218 


BBU100501 


35% 


95.4% 


91.3% 


ECO103218 


BCE103299 


59% 


97.6% i 


98.8% 


ECO103218 


BFU101596 


61% 


97.6% 


98.8% 


ECO103218 


BMA100053 


60% 


97.6% 


98.8% 


ECO103218 


CJU101501 


33% 


95.7% 


92.9% 


ECO103218 


CPN200119 


38% 


90.0% 


80.6% 


ECO103218 


CTR200783 


38% 


90.6% 


80.5% 


ECO103218 


CAC100456 


44% 


95.1% 


99.4% 


ECO103218 


CBO 100600 


44% 


93.6% 


97.8% 


ECO103218 


CDF104551 


45% 


94.5% 


98.1% 


ECO103218 


CDP100022 


42% 


96.4% 


92.9% 


ECO103218 


EBC103650 


99% 


100% 


100% 


ECO103218 


EFA201975 


45% 


95.4% 


99.4% 


ECO103218 


EFM200465 


45% 


95.4% 


99.4% 


ECO103218 


ECO103218 


100% 


100% 


100% 


ECO103218 


HIN100783 


91% 


100% 


100% 


ECO103218 


HPY101275 


29% 


94.2% 


91.3% 


ECO103218 


KPN300703 


99% 


76.9% 


100% 


ECO103218 


LMO100649 


45% 


93.6% 


98.1% 


ECO103218 


MCA100426 


64% 


98.2% 


96.1% 


ECO103218 


MAV101008 


43% 


94.5% 


89.3% 


ECO103218 


MBV100494 


44% 


93.9% 


88.8% 


ECO103218 


MLP101194 


44% 


93.9% 


88.8% 


ECO103218 


MTU203410 


44% c 


93.9% 


88.8% 


ECO103218 


MGE100180 


31% 


86.0% 


89.9% 


ECO103218 


MPN100640 


31% 


86.6% 


90.8% 


ECO103218 


NGO100885 


62% 


99.1% 


99.1% 


ECO103218 


NME200097 


62% 


99.1% 


99.1% 


ECO103218 


PMU101390 


. 92% 


100% 


100% 


ECO103218 


PRT101775 


97% 


100% 


100% 


ECO103218 


PAE204236 


73% 


99.1% 


97.6% 


ECO103218 


PPU104534 


73% 


99.1% 


97.6% 


ECO103218 


PSY100281 


80% 


46.8% 


93.9% 


ECO103218 


SPA104314 


100% 


100% 


100% 


ECO103218 


STY101828 


100% 


100% 


100% j 


ECO103218 


SAU802224 


42% 


93.6% 


98.1% 


ECO103218 


SEP202059 


42% 


93.6% 


98.1% 


ECO103218 


SHA1OO502 


42% 


93.6% 


98.1% 


ECO103218 


SMU100586 


45% 


93.6% 


98.1% 


ECO103218 


SPN400215 


45% 


93.6% 


98.4% 


ECO103218 


SPY200063 


45% 


93.6% 


98.1% 


ECO103218 


TPA100210 


37% 


93.9% 


91.2% 


ECO103218 


UUR100259 


36% 


93.6% 


98.5% 


ECO103218 


VCH102534 


90% 


100% 


100% 


ECO103218 


YPS002493 


99% 


100% 


100% 


ECO103219 


ABA100128 


71% 


100% 


1 AAD/ 

100% 


ECO103219 


BAN103804 


49% 


100% 


100% 


ECO103219 


BFR10425 


49% 


100% 


100% 


ECO103219 


BPT100895 


64% 


100% 


100% 


ECO103219 


BBU100614 


44% 


96.6% 


95.2% 
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ECO103219 


BCE103241 


70% 


100% 


100% 


ECO103219 


BFU101595 


71% 


100% 


100% 


ECO103219 


BMA100015 


71% 


100% 


100% 


ECO103219 


CJU101500 


50% 


100% 1 


100% 


ECO 103219 


CPN200012 


39% 


94.7% 


91.9% 


ECO103219 


CTR200903 


38% 


99.5% 


98.6% 


ECO103219 


CAC102218 


50% 


100% 


100% 


ECO103219 


CBO101434 


54% 


100% 


1 AAA/ 

100% 


ECO 103219 


CDF103315 


50% 


91.3% 


99.0% 


ECO103219 


CDP100020 


47% 


100% 


100% 


ECO 103219 


EBC103653 


97% 


100% 


100% 


ECO103219 


EFA202012 


45% 


100% 


99.0% 


ECO103219 


ECO103219 


100% 


100% 


100% 


ECO103219 


HIN100782 


89% 


100% 


100% 


ECO103219 


HPY101276 


49% 


100% 


100% 


ECO103219 


KPN3O0702 


98% 


100% 


100% 


ECO103219 


LMO100680 


48% 


100% 


100% 


ECO103219 


MCA100425 


67% 


100% 


1 a no/ 
100% 


ECO103219 


MAV101010 


46% 


100% 


100% 


ECO103219 


MBV100325 


47% 


100% 


100% 


ECO103219 


MLP10U95 


46% 


100% 


100% 


ECO103219 


MTU203411 


47% 


100% 


100% 


ECO103219 


MGE100317 


38% 


99.0% 


98.0% 


ECO103219 


MPN100395 


39% 


99.0% 


98.0% 


ECO103219 


NGO100887 


73% 


100% 


100% 


ECO103219 


NMB200098 


73% 


100% 


100% 


ECO103219 


PMU101391 


89% 


100% 


100% 


ECO103219 


PRT104446 


94% 


100% 


100% 


ECO103219 


PAE204237 


74% 


100% 


1 AAA/ 

100% 


ECO103219 


PPU108168 


73% 


100% 


100% 


ECO103219 


PSY107923 


73% 


100% 


100% 


ECO103219 


SPA104316 


99% 


100% 


100% 


ECO103219 


STY101827 


99% 


100% 


100% 


ECO103219 


SAU801719 


47% 


100% 


100% 


ECO103219 


SEP201745 


47% 


100% 


100% 


ECO103219 


SHA100142 


47% 


100% 


100% 


ECO103219 


. SMU101344 


45% 


100% 


99.0% 


ECO103219 


SPN400078 


45% 


100% 


99.0% 


ECO103219 


SPY201664 


45% 


100% 


AA Aft/ 

99.0% 


ECO103219 


TPA100303 


39% 


95.6% 


96.1% 


ECO103219 


UUR100503 


40% 


100% 


99.0% 


ECO103219 


VCH102535 


87% 


100% 


100% 


ECO103219 


YPS002492 


96% 


100% 


100% 


ECO103220 


ABA100127 


78% 


95.3% 


96.1% 


ECO103220 


BAN102381 


62% 


100% 


100% 


ECO103220 


BAN1 10714 


65% 


100% 


100% 


ECO103220 


BFR10424 


51% 


100% 


1 AAA/ 

100% 


ECO103220 


BPT100894 


70% 


100% 


100% 


ECO103220 


BBU100500 


52% 


99.2% 


95.5% 


ECO 103220 


T> /~\y-> 1 AA/T 1 A 

BCE109619 


/ I /O 


SO. D /o 


yA.o /o 


ECO103220 


BFU101594 


71% 


95.3% 


91.8% 


ECO103220 


BMA109746 


72% 


95.3% 


92.5% 


ECO 103220 


CJU101499 


51% 


100% 


100% 


ECO103220 


CPN200118 


51% 


100% 


100% 
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ECO103220 


CTR200784 


55% 


93.8% 


90.9% 


ECO103220 


CAC100574 


63% 


93.8% 


92.4% 


ECO103220 


CBO101814 


67% 


93.8% 


91.7% 


ECO103220 


CDF101597 


62% 


98.4% 


96.2% 


ECO103220 


CDP100018 


58% 


93.8% 


90.3% 


ECO103220 


EBC103656 


97% 


100% 


100% 


ECO103220 


EFA201976 


59% 


100% 


100% 


ECO103220 


EFM200112 


58% 


100% 


100% 


ECO103220 


ECO103220 


100% 


100% 


100% 


ECO103220 


HIN100781 


92% 


100% 


100% 


ECO103220 


HPY101277 


52% 


100% 


100% 


ECO103220 


KPN300701 


99% 


100% 


100% 


ECO103220 


LMO102707 


62% 


100% 


100% 


ECO 103220 


MCA100424 


75% 


95.3% 


96.2% 


ECO103220 


MAV101012 


60% 
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Query LocusBD 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103225 


STY105107 


96% 


1 AAA/ 

100% 


1 AAO/ 

100% ! 


ECO103225 


C\ A T TA AAA A 

SAU802232 


50% 


1 AAA/ 

100% 


AO 10/ 

98.3% 


ECO103225 


SEP202555 


47% 


100% 


A/"" *IO/ 

96.7% 


ECO103225 


SHA100092 


49% 


100% 


ao *>n/ 

98.3% 


ECO 103225 


SMU102834 


52% 


93.2% 


91.7% 


ECO 103225 


SPN400207 


54% 


93.2% 


91.7% 


ECO103225 


SPY200055 


49% 


93.2% 


91.7% 


ECO 103225 


VCH102541 


78% 


94.9% 


96.6% 


ECO 103225 


YPS004281 


86% 


100% 


1 A AO/ 

100% 


ECO 103226 


ABA100109 


76% 


A A An/ 

99.4% 


1 A AO/ 

100% 


ECO103226 


BAN111381 


52% 


98.8% 


1 AAO/ 

100% 


ECO 103226 


BAN1 12822 


54% 


99.4% 


1 AAO/ 

100% 


ECO 103226 


BFR10783 


52% 


92.8% 


A A 1 ft/ 

90.1% 


ECO 103226 


BPT100869 


67% 


93.4% 


A 1 0 0/ 

91.2% 


ECO103226 


BBU100494 


49% 


92.2% 


93.3% . 


ECO103226 


BCE102110 


66% 


71.9% 


88.2% 


ECO103226 


BFU100390 


66% 


93.4% 


90.7% 


ECO103226 


BMA101481 


67% 


AO /IO/ 

93.4% 


A A 10/ 

92.3% 


ECO 103226 


CJU101594 


50% 


OA 00/ 

80.8% 


A 1 00/ 

91.8% 


ECO103226 


CPN200H4 


44% 


AO AO/ 

92.2% 


no 10/ 

93.3% 


ECO 103226 


CTR200788 


A 10/ 

43% 


QO £0/ 

00.0% 


AA 10/ 


ECO 103226 


CAC100146 


53% 


97.0% 


AO OO/ 

98.8% 


ECO 103226 


CBO 100463 


50% 


A^7 £"0/ 

97.6% 


AO OO/ 

98.8% 


ECO 103226 


/ 11 V %™\ « A A A A 

CDF100733 


54% 


94.0% 


AA AO/ 

92.9% 


ECO 103226 


CDP101728 


59% 


91.0% 


73.1% 


ECO103226 


EBC103648 


100% 


99.4% 


100% 


ECO 103226 


EFA201981 


54% 


99.4% 


100% 


ECO 103226 


EFM200438 


53% 


99.4% 


100% 


ECO103226 


ECO103226 


100% 


100% 


1 A Aft/ 

100% 


ECO 103226 


HIN100775 


92% 


AA Att/ 

99.4% 


1 AAO/ 

100% 


ECO103226 


HPY101284 


C Aft/ 

50% 


oo/ 

83.8% 


A1 CO/ 

91.5% 


ECO 103226 


KPN300491 


97% 


1 A AO/ 

100% 


1 AAO/ 
100% 


ECO103226 


LPN 100995 


62% 


92.2% 


Al TO/ 

91.7% 


ECO 103226 


LMO101368 


55% 


r» << Aft/ 

94.0% 


94.0% 


ECO103226 


MCA100160 


75% 


99.4% 


100% 


ECO 103226 


MAV1 02079 


59% 


91.0% 


67.6% 


ECO 103226 


MBV101605 


59% 


91.0% 


69.1% 


ECO 103226 


■% 4 A. -* -4 Ax A 

MLP101120 


58% 


A1 Aft/ 

91.0% 


70.0% 


ECO 103226 


MTU200718 


59% 


Al AO/ 

91.0% 


/CO 1 0/ 


ECO 103226 


MGE100171 


Am/ 

42% 


AT AO/ 

97.0% 


H/Z OO/ 
76.570 


ECO 103226 


MPN100649 


>i on/ 

43% 


no oo/ 
92.8% 


TA 00/ 
/U.0% 


ECO 103226 


\Tri/M AAA1 A 

NGO100919 


/AO/ 

60% 


97.0% 


r\A qo/ 

94.8% 


ECO 103226 


NME200106 


60% 


A*7 ^0/ 

97.6% 


(\A 00/ 

94.8% 


ECO 103226 


PMU101398 


92% 


99.4% 


100% 


ECO 103226 


PRT100558 


92% 


99.4% 


1 AAO/ 

100% 


ECO103226 


PAE204244 


77% 


98.8% 


100% 


ECO 103226 


PPU104527 


78% 


91.0% 


91.6% 


ECO 103226 


PSY105833 


74% 


a*7 z*n/ 

97.6% 


AO 10/ 

98.2% 


ECO 103226 


SPA104328 


98% 


1 AAft/ 

100% 


1 AAO/ 
100% 


Jil-AJiUJZZO 


CTV1 fk1 


i nno/ 


lUU/o 


1 nn% 


ECO103226 


SAU802233 


55% 


98.2% 


98.8% 


ECO103226 


SEP200249 


55% 


98.2% 


98.8% 


ECO103226 


SHA100091 


55% 


98.2% 


98.8% 


ECO103226 


SMU100600 


54% 


94.0% 


95.7% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103226 


SPN400206 


52% 


94.0% 


95.7% 


ECO103226 


SPY200054 


54% 


94.0% 


95.7% 


ECO103226 


TPA100204 


51% 


94.0% 


91.3% 


ECO103226 


UUR100250 


47% 


95.8% 


79.3% 


ECO103226 


VCH102542 


84% 


94.6% 


94.6% 


ECO103226 


YPS002482 


95% 


100% 


100% 


ECO103227 


ABA100U0 


56% 


99.1% 


98.3% 


ECO103227 


BAN106991 


53% 


99.1% 


95.8% 


ECO103227 


BFR100058 


44% 


76.9% 


97.7% 


ECO103227 


BPT100868 


57% 


100% 


100% 


ECO103227 


BBU100493 


32% 


95.7% 


95.0% 


ECO 103227 


BCE1 13907 


54% 


100% 


100% 


ECO103227 


BFU10O389 


56% 


100% 


100% 


ECO103227 


BMA109275 


55% 


100% 


100% 


ECO103227 


CJU101595 


31% 


97.4% 


92.4% 


ECO103227 


CPN200113 


37% 


98.3% 


94.3% 


ECO103227 


CTR200789 


37% 


98.3% 


94.3% 


ECO103227 


CAC 102283 


48% 


100% 


99.1% 


ECOl 03227 


CBO100811 


49% 


99.1% 


93.4% 


ECO103227 


CDF103929 


48% 


99.1% 


95.9% 


ECO103227 


CDP101725 


49% 


98.3% 


84,4% 


ECO103227 


EBC103652 


96% 


100% 


100% 


ECO103227 


EFA201982 


50% 


99.1% 


95.8% 


ECO103227 


EFM200146 


50% 


99.1% 


95.8% 


ECO103227 


ECO103227 


100% 


100% 


100% 


ECO103227 


HIN100774 


84% 


100% 


100% 


ECO103227 


HPY101285 


32% 


96.6% 


90.8% 


ECO103227 


KPN300490 


100% 


100% 


100% 


ECO103227 


LPN101342 


44% 


100% 


100% 


ECO103227 


LMO102391 


44% 


100% 


96.6% 


ECO103227 


MCA100159 


58% 


99.1% 


98.3% 


ECO103227 


MAV102077 


42% 


98.3% 


84.4% 


ECO103227 


MBV101604 


45% 


98.3% 


93.4% 


ECO103227 


MLP101121 


40% 


98.3% 


94.2% 


ECO103227 


MTU200717 


45% 


98.3% 


93.4% 


ECO103227 


MGE100170 


31% 


99.1% 


96.5% 


ECO103227 


MPN100650 


37% 


97.4% 


99.1% 


ECO103227 


NGO100921 


53% 


100% 


100% 


ECO103227 


NME200107 


53% 


100% 


100% 


ECO103227 


PMU101399 


83% 


100% 


100% 


ECO103227 


PRT1 00557 


92% 


100% 


100% 


ECO103227 


PAE204245 


59% 


98.3% 


97.4% 


ECO103227 


PPU104526 


59% 


99.1% 


98.3% 


ECO103227 


PSY105780 


60% 


85.5% 


100% 


ECO103227 


SPA104494 


89% 


100% 


100% 


ECO103227 


STY101821 


99% 


100% 


100% 


ECO103227 


SAU802234 


45% 


100% 


96.6% 


ECO103227 


SEP200251 


45% 


100% 


96.7% 


ECO103227 


SHA100055 


47% 


100% 


96.7% 


ECO 103227 


SMU100601 


47% 


99.1% 


95.8% 


ECO103227 


SPN400205 


49% 


99.1% 


95.8% 


ECD103227 


SPY200053 


48% 


99.1% 


95.8% 


ECO103227 


TPA100203 


35% 


99.1% 


95% 


ECO 103227 


UUR100249 


43% 


93.2% 


91.7% 
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Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103227 


VCH102543 


83% 


100% 


1 AAO/ 

100% 


ECO103227 


YPS002455 


92% 


100% 


1 AAO/ 

100% 


ECO103228 


ABA100111 


62% 


100% 


100% 


ECO103228 


BAN102950 


47% 


98.9% 


A A AO/ 

99.4% 


ECO103228 


BAN1 10172 


50% 


98.9% 


AO OO/ 

98.3% 


ECO103228 


BFR10781 


41% 


98.9% 


A*7 AOS 

9 /A/o 


ECO103228 


BPT1G0367 


58% 


100% 


iuu% 


ECO 103228 


BBU100492 


37% 


r-\o aq/ 

98.9% 


AO 00/ 

97.2% 


ECO103228 


BCE105068 


57% 


100% 


1 AAO/ 
100% 


ECO103228 


BFU100388 


57% 


100% 


1 AAO/ 

100% 


ECO103228 


BMA103347 


58% 


100% 


1 AAO/ 

100% 


ECO103228 


CJU101596 


48% 


98.9% 


97.8% 


ECO103228 


CPN200112 


42% 


98.9% 


r\£ AO/ 

96.2% 


ECO103228 


CTR200790 


43% 


98.9% 


n ✓* ao/ 

96.2% 


ECO103228 


CAC101071 


47% 


98.9% 


AO OO/ 

98.3% 


ECO103228 


CBO102597 


46% 


98.9% 


r\H OO/ 

97.8% 


ECO103228 


CDF100753 


48% 


rvo An / 

98.9% 


AO OO/ 

97.8% 


ECO103228 


CDP101722 


44% 


ao ao/ 

98.9% 


AO 10/ 


ECO103228 


EBC103655 


92% 


-1 AAO/ 

100% 


1 AAO/ 
1UU% 


ECO103228 


EFA201983 


48% 


98.9% 


AO "50/ 

98.3% 


ECO103228 


EFM201241 


46% 


98.9% 


AO OO/ 

98.3% 


ECO103228 


ECO103228 


100% 


100% 


1 AAO/ 

100% 


ECO103228 


HIN100773 


75% 


100% 


1 AAO/ 

100% 


ECO103228 


HPY101286 


42% 


98.9% 


97.8% 


ECO 103228 


KPN300489 


100% 


19.8% 


100% 


ECO103228 


LPN100869 


56% 


100% 1 


100% 


ECO103228 


LMO102101 


46% 


98.9% 


98.3% 


ECO103228 


MCA100158 


58% 


100% 


100% 


ECO103228 


MAV102075 


43% 


98.9% 


98.3% 


ECO103228 


MBV101643 


43% 


98.9% 


98.3% 


ECO103228 


MLP101122 


42% 


98.9% 


98.3% 


ECO103228 


MTU200716 


43% 


98.9% 


98.3% 


ECO103228 


MGE100169 


40% 


98.9% 


96.7% 


ECO103228 


MPN100651 


40% 


98.9% 


96.7% 


ECO103228 


NGO 100923 


59% 


100% 


100% 


ECO103228 


NME200108 


59% 


100% 


100% 


ECO103228 


PMU101400 


79% 


100% 


1 AAO/ 

100% 


ECO103228 


PRT100556 


85% 


100% 


1 AAO/ 

100% 


ECOl 03228 


PAE204246 


62% 


100% 


1 AAO/ 

100% 


ECO103228 


PPU104525 


62% 


100% 


1 AAO/ 

100% 


ECO 103228 


PSY100295 


61% 


100% 


1 AAO/ 

100% 


ECO103228 


SPA104330 


98% 


100% 


1 AAO/ 

100% 


ECO103228 


STY101820 


98% 


100% 


1 AAO/ 

100% 


ECO103228 


SAU802235 


44% 


98.9% 


98.3% 


ECO103228 


SEP200253 


45% 


98.9% 


98.3% 


ECO103228 


SHA100054 


49% 


58.8% 


97.2% 


ECO 103228 


SMU100602 


49% 


98.9% 


98.3% 


ECO 103228 


SPN400204 


46% 


98.9% 


98.3% 


ECO 103228 


SPY200052 


45% 


98.9% 


98.3% 


T*/'-»/"\1 AOOAO 

ECO 103228 


TT> A 1 aao AO 


JO/0 


yo.y /o 


07 R% 
y i .o/o 


ECO103228 


UUR100248 


39% 


98.9% 


96.7% 


ECO103228 


VCH102544 


73% 


100% 


100% 


ECO103228 


YPS002454 


89% 


100% 


100% 


ECO103229 


ABA100112 


65% 


100% 


100% 
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Ouerv LocusID 


Homolog LocusID 1 


Identity < 


2uery Coverage 1 


Xt\mr\]r\cr PrtUpraOP 
LlOmOlOg ^/OYClogC 


ECO 103229 


BAN113611 


50% ! 


so co/ < 
?8.5% : 


JC ffiA 

7 J, 0/0 <i 


ECO103229 


BAN101892 


51% ! 


29.2% ' 


30 9% 


ECO103229 


BFR10780 


43% 


f\t *to/ 

97.7% 


7^.2/0 


ECO103229 


BPT100866 


67% 


1 AAO/ 
100% 


1 AAO/ 

lUU/o 


ECO103229 


BBU100491 


35% 


AA AO/ 

99.2% 


OQ 9°Z 

yy.z/o 


ECO103229 


BCE101537 


62% 


1 AAO/ 

100% 


1UU/0 


ECO103229 


BFU100387 


64% j 


1 AAO/ 


inn% 

1UV/0 


ECO103229 


BMA101128 


64% 


1 AAO/ 

IOUto 


1UW /o 


ECO103229 


CJU101597 


41% 


A*7 10/ 

97.7% 


OR ^% 

7O.J/0 j 


ECO103229 


CPN200111 


40% 


96.2% 


o< coz 


ECO103229 


CTR200791 


37% 


96.2% 


QC C°Z 

yj.j/o 


ECO103229 


CAC102421 


53% 


99.2% 


OQ 9<*Z 

yy .z /o 


ECO103229 


CBO102964 


52%' 


99.2% 


QO 0°/ 

yy.z/o 


ECO103229 


CDF100752 


48% 


AA AO/ 

99,2% 


OQ 

yy.z/o 


ECO103229 


CDP101719 


52% 


99.2% 


A A AO/ 

yy.zyo 


ECO103229 


EBC103658 


97% 


1 AAO/ 
100% 


1 nn% 

1UU /o 


ECO 103229 


EFA201984 


48% 


AA 10/ 

99.2% 


QO 9% 
yy.z. /o 


ECO 103229 


EFM200970 


48% 


AA AO/ 

y 9.2% 


aq 70/ 
^7.^ /o 


ECO103229 


ECO103229 


100% 


1 AAO/ 

100% 


1 nn% 

i\J\) /o 


ECO103229 


HIN100772 I 


86% 


100% 


lOUTo 


ECO103229 


HPY101287 


39% 


97.7% 


AO CO/ 

yc.D /o 


ECO103229 


KPN300573 


98% 


OiT AO/ 

86.9% 


AO 00/ 

yo.->/o 


ECO103229 


LPN100471 


56% 


1 AAO/ 

100% 


1 AAO/ 


ECO103229 


LMO100791 


48% 


99.2% 


OQ 90/ 

yy .z /0 


ECO103229 


MCA100157 


59% 


100% 


1 AAO/ 

lUU/o ! 


ECO103229 


MAV102073 


48% 


99.2% 


00 00/ 

yy .x /o _^ 


ECO103229 


MBV101642 


47% 


99.2% 


OQ 

yy.z/o 


ECO103229 


MLP101123 


45% 


AA AO/ 

99.2% 


AA AO/ 

yy.z/o 


ECO103229 


MTU200715 


47% 


99.2% 


A A AO/ 

yy.z/o 


ECO103229 


MGE100168 


44% 


96.2% 


Q1 CO/ 

y 1 . j/o 


ECO103229 


MPN100652 


45% 


96.2% 


AA 00/ 

yu.070 


ECO103229 


NGO100925 


71% 


100% 


1 AAO/ 

100% 


ECO103229 


NME200109 


71% 


100% 


1 AAO/ 
100/0 


ECO103229 


PMU101401 


88% 


100% 


1 AAO/ 
10U70 


ECO103229 


PRT1 00555 


95% 


100% 


1 AAO/ 


ECO103229 


PAE204247 


64% 


99.2% 


OQ 9% 

yy.z/o 


ECO103229 


PPU108197 


63% 


AA AO/ 

99.2% 


OQ 9% 

yy.z/o 


ECO 103229 


PSY108276 


63% 


AA AO/ 

99.2% 


QO 9% 

yy.z/o 


ECO103229 


SPA104332 


100% 


1 AAO/ 

100% 


1 uu /o . 


ECO103229 


STY101809 


100% 


100% 


lUU/o 


ECO103229 


SAU802236 ' 


51% 


99.2% 


AQ AO/ 

yy.z/o 


ECO103229 


SEP200255 


50% 


99.2% 


OQ 9°Z 

yy.z/o 


ECO 103229 


SHA101609 


43% 


72.3% 


1 AAO/ 

1UU70 


ECO103229 


SMU100603 


51% 


99.2% 


A A 00/ 

yy.zyo i 


ECO103229 


SPN400203 


48% 


99.2% 


OQ 9 OA 

yy.z/o 


ECO103229 


SPY200051 


47% 


99.2% 


00 90/ 
yy.z/o 


ECO103229 


TPA100201 


46% 


99.2% 


QO AO/ 

yy.z/o 


ECO103229 


UUR100247 


46% 


96.2% 


0*7 no/ 


ECO103229 


VCH102545 


80% 


100% 


1 AA0/ 
lUU/o 


ECO103229 


■vm c A A 1 /!C 1 




100% 


100% 


ECO103230 


ABA100113 


63% 


100% 


100% 


ECO103230 


BAN104895 


55% 


42.6% 


70.5% 


ECO103230 


BAN100258 


55% 


42.6% 


70.5% 


ECO 103230 


BFR103418 


53% 


95.0% 


100% 
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Query Locus ID 


Homolog LocusED 


Identity 


Query Coverage 


Homolog Coverage 


ECO103230 


BPT104100 


64% 


100% 


1 AAO/ 
100% 


ECO103230 


BBU100490 


44% 


53.5% 


T> AO/ 

73.0% 


ECO103230 


BCEH4286 


59% 


100% 


1 AAO/ 

100% j 


ECO103230 


BFU100386 


63% 


100% 


1 AAO/ 
100% 


ECO103230 


BMA106945 


63% 


100% 


100% 


ECO103230 


CJU101598 


51% 


42.6% 


*7A CO/ 


ECO 103230 


CPN200907 


50% 


100% 


1 AAO/ 


ECO103230 


CTR200165 


52% 


1 AAA/ 

100% 


1 AA0Z 
100% 


ECO103230 


CAC102855 


54% 


43.6% 


TO 1 0/ 


ECO103230 


CBO101206 


48% 


£?t AO/ 

61.4% 


OQ CO/ 

OoJ /0 


ECO 103230 


CDF102552 


54% 


43.6% 


TO 1 0/ 

72.1% 


ECO103230 


CDP100129 


52% 


100% 


1 AAO/ 

100% 


ECO103230 


EBC103661 


93% 


100% 


1 AAO/ 
100% 


ECO103230 


EFA201445 


44% 


100% 


1 AAO/ 
100% 


ECO103230 


EFA203574 


50% 


100% 


1 AAO/ 

100% 


ECO103230 


EFM201806 


61% 


o o zro/ 

38.6% 


C/i 00/ 


ECO103230 


ECO103230 


100% 


1 AAO/ 

100% 


1 AAO/ 

1 UU /o 


ECO103230 


HIN100771 


91% 


1 AAO/ 

100% 


1 AAO/ 


ECO103230 


HPY101288 


53% 


42.6% | 


*7A <0/ 

/O.D/o 


ECO103230 


KPN300574 


98% 


100% 


1 AAO/ 

100% 
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EFA205258 


45% 


r\/r oo/ 

96.8% 


OR /10/ 

yo.4/o 


ECO103235 


EFM200524 


45% 


A£ OO/ 

96.8% 


QO AO/ 


ECO103235 


ECO103235 


100% 


1 AAO/ 

100% 


1 HA0/ 

lUUyo 


ECO103235 


HIN100765 


75% 


AO /iO/ 

98.4% 


OR AO/ 
yo.4yo 


ECO103235 


HPY101293 


37% 


AO 1 0/ 

92.1% 


R7 QO/ 

o/.y /o 




JSj'InZUjOIU 


yj /o 


100% 

IW /o 


100% 


ECO103235 


LMO100756 


40% 


95.2% 


95.2% 


ECO103235 


MCA100557 


50% 


95.2% 


92.3% 


ECO103235 


MAV108778 


46% 


88.9% 


72.7% 


ECO103235 


MBV101011 


46% 


88.9% 


72.7% 
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ECO 103235 


MLP101129 


a on/ 

48% 


88.9% 


69.1% 


ECO103235 


MTU200706 


46% 


88.9% 


72.7% 


ECO103235 


MGE100162 


A 1 A/ 

41% 


92.1% 


29% 


ECO103235 


MPN100658 


43% 


92.1% 


52.3% 


ECO103235 


"v t y^v -* AAA//" 

NGO103266 


63% 


95.2% 


95.2% 


ECO 103235 


NME200115 


63% 


95.2% 


95.2% 


ECO103235 


PMU101407 


77% 


98.4% 


98.4% 


ECO 103235 


PRT1 04948 


91% 


73.0% 


100% 


ECO103235 


PAE204253 


75% 


98.4% 


98.4% 


ECO103235 


T\T\T f 4 /\ /-k /> A 

PPU108202 


72% 


98.4% 


96.9% 


ECO 103235 


PSY103398 


72% 


98.4% 


96.9% 


ECO103235 


SPA1 04959 


100% 


47.6% 


71.4% 


ECO 103235 


STY107537 


98% 


100% 


100% 


ECO 103235 


SAU802242 


40% 


95.2% 


87.0% 


ECO103235 


SEP202582 


40% 


95.2% 


87.0% 


ECO 103235 


SHA103379 


40% 


95.2% 


87.0% 


ECO 103235 


SMU102853 


50% 


88.9% 


81.2% 


ECO 10323 5 


SPN400197 


50% 


88.9% 


82.4% 


ECO 103235 


SPY200045 


48% 


88.9% 


82.4% 


-i->/~i/~\ 1 Alio c 

ECO103235 


UUR100241 


36% 


92.1% 


77.3% 


ECO 103235 


YCH102551 


82% 


100% 


100% 


ECO103235 


YPS005126 


93% 


100% 


100% 


ECO 103236 


ABA 100087 


75% 


85.3% 


98.3% 


ECO103236 


BAN 105442 


58% 


97.8% 


93.1% 


ECO103236 


BFR12478 


59% 


97.8% 


93.1% 


ECO 103236 


BPT1 04060 


75% 


99.3% 


98.6% 


ECO103236 


BBU100484 


55% 


97.8% 


97.1% 


ECO103236 


BCE 110254 


75% 


97.8% 


97.1% 


ECO103236 


BFU 100274 


76% 


97.8% 


97.1% 


ECO 103236 


BMA108797 


76% 


97.8% 


97.1% 


ECO103236 


CJU101604 


67% 


97.8% 


95.0% 


ECO 10323 6 


CPN2001 05 


53% 


97.8% 


97.1% 


ECO103236 


CTR200797 


55% 


97.8% 


97.1% 


ECO103236 


CAC 102622 


56% 


97.8% 


91.2% 


ECO103236 


CBO 103643 


56% 


97.8% 


91.2% 


ECO103236 


CDF100749 


55% 


97.8% 


93.7% 


ECO 103236 


CDP101572 


54% 


52.2% 


94.7% 


ECO103236 


EBC103654 


97% 


100% 


100% 


ECO103236 


EFA201987 


53% 


100% 


95.1% 


ECO 103236 


EFM200770 


54% 


100% 


95.1% 


ECO103236 


ECO103236 


100% 


100% 


100% 


ECOl 03236 


TT1\T1 *r\sf\t*9 *r a 

HINl 00764 


89% 


100% 


100% 


ECO103236 


HPYI01294 


. 62% 


97.1% 


94.3% 


ECO103236 


KPN300638 


95% 


91.2% 


100% 


ECO103236 


LMO101423 


55% 


97.8% 


93.1% 


ECO103236 


MCA100019 


77% 


100% 


100% 


ECO 10323 6 


MAV102093 


50% 


97.8% 


97.1% 


ECO103236 


MBV101012 


48% 


94.9% 


94.2% | 


ECOl 0323 6 


MLP10H30 


49% 


97.8% 


97.1% 




MTU200705 


49% 


A*7 on/ 

97.8% 


97.1% 


ECO103236 


MGE100161 


45% 


92.6% 


92.0% 


ECO103236 


MPN100659 


47% 


92.6% 


91.4% 


ECO103236 


NGO100936 


79% 


99.3% 


98.6% 


ECO103236 


NME200U6 


79% 


99.3% 


98.6% 
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ECO103236 


PMU101408 


92% 


1 AAO/ 

1 00% 


1 AAO/ 
100% 


ECO103236 


PRT100078 


94% 


1 AAO/ 
100% 


1 AAO/ 
100% 


ECO 103236 


PAE204254 


77% I 


1 AAO/ 

100% 


1 AAO/ 

100% 


ECO103236 


PPU104518 


78% 


1 AAO/ 

100% 


1 AAO/ 

100% 


ECO103236 


PSY103397 


78% 


1 AAn/ 

100% 


1 AAO/ 

100% 


ECO103236 


SPA104307 


98% 


100% 


1 AAO/ 

100% 


ECO 103236 


STY101803 [ 


98% 


100% 




ECO103236 


SAU802243 


54% 


97.8% 


AO 1 0/ 

93.1% 


ECO103236 


SEP200265 


53% 


97.8% 


AO 1 O/ 

93.1% 


ECO103236 


SHA100775 


53% 


97.8% 


AO 1 0/ 

93.1% 


ECO103236 


SMU100608 


53% 


a*? on/ 

97.8% 


AT QO/ 

97.8% 


ECO103236 


SPN400196 


53% 


a*t on/ 

97.8% 


AT 00/ 

97.0% 


ECO103236 


SPY200044 


54% 


97.8% 


A*7 OO/ 

97.8% 


ECO103236 


TPA100194 


54% 


97.1% 


95.7% 


ECO103236 


UUR100240 


52% 


97.8% 


A^T 1 O/ 

97.1% 


ECO103236 


VCH102552 


87% 


100% 


1 AAO/ 

100% 


ECO103236 


YPS002443 


91% 


100% 


1 AAO/ 

100% 


ECO103237 


ABA100086 


68% 


98.3% 


A A 10/ 

99.1% 


ECO 103237 


BANH2122 


55% 


*70 1 O/ 

78.1% 


1 AAO/ 
100% 


ECO103237 


BAN102487 


57% 


OA OO/ 

89.3% 


A/f CO/ 


ECO103237 


BFR10672 


54% 


89.7% 


or ao/ 


ECO 103237 


BPT100851 


61% 


100% 


qt 1 o/ 
87.1% 


ECOl 03237 


BBUl 00483 


47% 


on in/ 

89.7% 


TO AO/ 

72.4% 


ECO 103237 


BCEH0191 


62% 


99.1% 


87.2% 


ECO 103237 


BFU100273 


60% 


100% 


99.1% 


ECO103237 


BMA108753 


62% 


99.1% 


87.2% 


ECO 103237 


CJU101605 


57% 


98.3% 


99.1% 


ECO 103237 


CPN200104 


53% 


95.3% 


97.8% 


ECO103237 


CTR200798 


55% 


88.4% 


A A AO/ 

92.0% 


ECO 103237 


CAC103109 


55% 


89.3% 


A/! 1 0/ 

94.1 % 


ECO 103237 


CBO100517 


54% 


95.3% 


1 AAO/ 

100% 


ECO 103237 


CDFl 00748 


51% 


98.7% 


OA 00/ 

82.3% 


ECO103237 


CDP101570 


53% 


98.3% 


OA 00/ 

89.8% 


ECO 103237 


EBC103657 


100% 


100% 


1 AAO/ 

100% 


ECO 103237 


EFA201993 


59% 


89.3% 


r\f aa/ 

95.0% 


ECO103237 


EFM201332 


57% 


89.3% 


95.0% 


ECO 103237 


ECO103237 


100% 


100% 


1 AAO/ 

100% 


ECO 103237 


HINl 00763 


87% 


100% 


1 AAO/ 

100% 


ECO103237 


HPY101295 


55% 


1 AAO/ 

100% 


AO TO/ 

9o.7% 


ECO 103237 


KPN300639 


99% 


1 AAO/ 

100% 


1 AAO/ 
100% 


ECO 103237 


LMO101810 


59% 


OA <iO/ 

89.3% 


ac AO/ 


ECO 103237 


MCA100254 


63% 


1 AAO/ 

100% 


AT Aft/ 

97.9% 


ECO103237 


MAV102092 


49% 


99.1% 


Of AD/ 

85.4% 


ECO103237 


MBV101013 


49% 


100% 


or Aa/ 

85.4% 


ECO103237 


MLP101131 


50% 


98.3% 


0 1 CO/ 

81.5% 


ECO103237 


MTU200704 


49% 


100% 


Of .do/ 

85.4% 


ECO103237 


MGE100160 


41% 


98.7% 


O^ AO/ 

86.2% 


ECO103237 


MPN100660 


41% 


99.6% 


OT AO/ 

87.2% 


ECO103237 


t ^"v •« A\A\f\*% r\ 

NGO 100939 


59% 


98.3% 


AT OO/ ' 

9 /.o% 




JNlVuiZUUI i / 


£AO/ 


AO <JO/ 

yo.j /o 


97 8% 

^ 1 .O /O 


ECO103237 


PMU101409 


88% 


100% 


100% 


ECO103237 


PRT103066 


97% 


100% 


100% 


ECO103237 


PAE204255 


73% 


96.6% 


98.7% 


ECO103237 


PPU104517 


72% 


98.7% 


96.2% 



765 



WO 02/077183 PCT/US02/09107 



Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103237 


PSY103396 


71% 


AO *"70/ 

98.7% 


100% 


ECO103237 


SPA104309 


100% 


1 A AO/ 

100% 


1 A AO/ 

100% 


ECO103237 


STY101802 


100% 


1 A AO/ 

100% 


1 A AO/ 

100% 


ECO 103237 


SAU802244 


55% 


OA 00/ 

89.3% 


nc >io/ 


ECO103237 


/I tt-%ta A A A A y**^ 

SEP200267 


53% 


OA 10/ 

89.3% 


AC >10/ 

So .4% 


ECO103237 


SHA1 00774 


54% 


OA 10/ 

89.3% 




ECO103237 


SMU100609 


57% 


OA 10/ 

89.3% 


Of y«0/ < 


ECO 103237 


SPN400195 


57% 


OA 10/ 

89.3% 


Of yfft/ 


ECO103237 


/I YVH T"A AAA J*^ 

SPY200043 


57% 1 


OA 10/ 

89.3% 


Of xo/ 

So .4% 


ECO 103237 


TPA100193 


48% 


89.7% 


Of /ID/ 

85.4% 


ECO 103237 


UUR1 00239 


43% 


OA *?0/ 

89.7% 


OA C 0/ 

82.5% 


ECO103237 


VCH102553 


87% 


100% 


1 AAO/ I 

100% 


ECO103237 


YPS002439 


98% 


100% 


1 AAO/ 

100% 


ECO 103238 


ABA100085 


74% 


97.3% 


A^7 Oft/ 

97.3% 


ECO103238 


BAN109858 


53% 


100% 


97.4% 


ECO103238 


BAN1H310 


60% 


1 AAD/ 

100% 


AT 00/ 


ECO103238 


BFR102815 


46% 


a/ An/ 

96.4% 


A1 CO/ 

91.5% 


ti 4 a a f\ a A 

ECO103238 


BPT104052 


70% 


10/ 

97.3% 


AO OO/ 


ECO 103238 


BBU100482 


a no/ 

42% 


r\/- An/ 

96.4% 


OA 10/ 

89.2% 


m v— i y-v 4 a a a a a 

ECO 103238 ! 


BCE103775 


61% 


oa 1 o/ 

99.1% 


100% 


X^y^j^S. t A A A a a 

ECO103238 


BFU 100272 


£ i O/ 

61% 


aa i n / 

99.1% 


1 AAO/ 
100% 


ECO 103238 


BMA1 04499 


61% 


AA 10/ ' 

99.1% 


1 AAO/ 
100% 


ECO 103238 


CJU101606 


35% 


OA 1 ft/ 

89.1% 


/T^ *70/ 

66.7% 


ECO103238 


CPN200103 


41% 


A^ >f 0/ 

96.4% 


AC CO/ 

95.5% ! 


ECO103238 


*~%ri TTX A A A ^ A A 

CTR200799 


41% 


96.4% 


Af CO/ 

95.5% 


ECO103238 


CAC102305 


50% 


100% 


no 1 0/ 

99.1% 


ECO 103238 


ATA A 4 A A A^A 

CBO100872 


49% 


100% 


A A 10/ ! 

99.1% | 


ECO103238 


CDF103249 


48% 


100% 


AA AO/ 

92.4% i 


ECO103238 


CDP102437 


52% 


96.4% 


OO Oft/ 

88.3% 


ECO103238 


EBC103660 


97% 


100% 


100% 


ECQ103238 


EFA201995 


54% 


96.4% 


90.6% 


ECO103238 


EFM202159 


55% 


96.4% 


92.2% 


ECO103238 


ECO103238 


100% 


100% 


100% 


ECO103238 


HIN100762 


91% 


100% 


100% 


ECO 103238 


HPY101296 


40% 


92.7% 


80.3% 


ECO103238 


KPN300640 


97% 


44.5% 


1 AAO/ 

100% 


ECO 103238 


LMO 100543 


59% 


90% 


OO AO/ 

83.9% 


ECO103238 


MCA100253 


70% 


99.1% 


1 AAO/ 

100% 


ECO 10323 8 


MAV102091 


54% 


97.3% 


CA VlO/ 

59.4% 


ECO103238 


MBV101014 


53% 


97.3% 


CA 10/ 

54.3% 


ECO103238 


MLP10H32 


52% 


97.3% 


£1 10/ 

61.1% 


ECO103238 


MTU200703 


53% 


97.3% 


C A 10/ 

54.3% j 


ECO103238 


MGE100159 


44% 


99.1% 


75.7% 


ECO103238 


MPN100661 


50% 


99,1% 


f A no/ 

59.2% 


ECOl 03238 


NGO102695 


66% 


99.1% 


100% 


ECO103238 


NME200H8 


66% 


99.1% 


1 OAft/ 

100% 


ECO 103238 


PMU101410 


90% 


100% 


1 AAO/ 

100% 


ECO103238 


PRTl 03067 


95% 


100% 


100% 


ECO 103238 


PAE204256 


69% 


100% 


100% 


ECO 10323 8 


PFU 104507 


/COO/ 




1UU/0 


ECO103238 


PSY107686 


69% 


83.6% 


100% 


ECO103238 . 


SPA104311 


100% 


100% 


100% 


ECO103238 


STY101801 


100% 


100% 


100% 


ECO103238 


SAU802245 


54% 


99.1% 


93.2% 



766 



WO 02/077183 



PCT/US02/09107 



Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103238 


SEP200269 


54% 


99.1% 


93.2% 


ECO103238 


SHA100773 


54% 


99.1% 


93.2% 


ECO103238 


SMU100610 


53% 


96.4% 


93.0% 


ECO103238 


SPN400194 


54% 


96.4% 


93.0% 


ECO103238 


SPY200042 


55% 


96.4% 


93.0% 


ECO103238 


TPA100192 


41% 


95.5% 


85.5% 


ECO103238 


UUR100238 


47% 


92.7% 


33.1% 


ECO103238 


VCH102554 


81% 


100% 


100% 


ECO103238 


YPS001865 


97% 


100% 


100% 


ECO103239 


ABA100084 


72% 


98.9% 


100% 


ECO103239 


BAN101977 


54% 


95.7% 


96.6% 


ECO103239 


BAN110916 


65% 


100% 


100% 


ECO 103239 


BFR104321 


62% 


95.7% 


98.9% 


ECO103239 


BPT104048 


70% 


98.9% 


100% 


ECO103239 


BBU100481 


52% 


98.9% 


100% 


ECO103239 


BCE1 12635 


76% 


98.9% 


100% 


ECO103239 


BFU104367 


76% 


98.9% 


100% 


ECO103239 


BMA100281 


76% 


98.9% 


100% 


ECO103239 


CJU101607 


58% 


97.8% 


96.8% 


ECO103239 


CPN200102 


57% 


94.6% 


98.9% 


ECO103239 


CTR200800 


58% 


94.6% 


98.9% 


ECO103239 


CAC101096 


61% 


95.7% 


94.6% 


ECO103239 


CBO102193 


62% 


96.7% 


84.5% 


ECO103239 


CDF103424 


59% 


100% 


98.9% 


ECO103239 


CDP101567 


65% 


100% 


100% 


ECO103239 


EBC103663 


100% 


100% 


100% 


ECO103239 


EFA201997 


66% 


100% 


100% 


ECO103239 


EFM202484 


66% 


100% 


100% 


ECO103239 


ECO103239 


100% 


100% 


100% 


ECO103239 


HIN100761 


90% 


98.9% 


100% 


ECO103239 


HPY101297 


61% 


97.8% 


96.8% 


ECO103239 


KPN300699 


98% 


100% 


100% 


ECO103239 


LMO100277 


69% 


100% 


100% J 


ECO103239 


MCA100252 


72% 


98.9% 


100% 


ECO103239 


MAV102090 


67% 


100% 


100% 


ECO 103239 


MBV101015 


66% 


100% 


98.9% 


ECO 103239 


MLP101133 


67% 


100% 


100% 


ECO103239 


MTU200702 


66% 


100% 


98.9% 


ECO 103239 


MGE100158 


58% 


94.6% 


100% 


ECO103239 


MPN100662 


58% 


94.6% 


100% 


ECO 103239 


.NGO102970 


73% 


100% 


100% 


ECO103239 


NME200119 


75% 


100% 


100% 


ECO 103239 


PMU101411 


90% 


98.9% 


100% 


ECO103239 


PRT100323 


95% 


100% 


100% 


ECO103239 


PAE204257 


82% 


98.9% 


100% 


ECO103239 


PPU1 11002 


81% 


98.9% 


100% 


ECO103239 


PSY101086 


79% 


98.9% 


100% 


ECO103239 


SPA104313 


98% 


100% 


100% 


ECO103239 


STY101800 


98% 


100% 


100% 


ECO 103239 


SAU802246 


65% 


100% 


100% 


ECO103239 


SEP200271 


66% 


100% 


100% 


ECO103239 


SHA100772 


66% 


100% 


100% 


ECO103239 


SMU102869 


| 65% 


41.3% 


95% 


ECO103239 


SPN400192 


| 67% 


100% 


100% 



767 



WO 02/077183 



PCT/US02/09107 



Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103239 


SPY200041 


66% 


100% 


100% 


ECO103239 


TPA100191 


55% 


95.7% 


96.8% 


ECO103239 


UUR100237 


60% 


95.7% 


100% 


ECO103239 


VCH102555 


93% 


100% 


100% 


ECO103239 


YPS001864 


95% 


100% 


100% 


ECO103240 


ABA100083 


72% 


99.3% 


98.9% 


ECO103240 


BAN100305 


61% 


58.2% 


99.4% 


ECO103240 


BFR10675 


53% 


100% 


100% 


ECO103240 


BPT100850 


67% 


100% 


99.6% 


ECO103240 


BBU100480 


55% 


100% 


100% 


ECO103240 


BCE100228 1 


71% 


100% 


99.6% 


ECO103240 


BFU100271 


70% 


100% 


99.6% 


ECO103240 


BMA102202 


70% 


100% 


99.6% 


ECO103240 


CJU101608 


55% 


99.3% 


98.9% 


ECO103240 


CPN200101 


55% 


98.5% 


98.9% 


ECO103240 


CTR200801 


53% 


98.5% 


98.9% 


ECO103240 


CAC101509 


56% 


99.6% 


99.3% 


ECO 103240 


CBO101184 


56% 


99.3% 


98.9% 


ECO103240 


CDF100747 


57% 


100% 


100% 


ECO103240 


CDP101565 


56% 


99.3% 


97.1% 


ECO103240 


EBC103628 


99% 


100% 


100% 


ECO103240 


EFA201999 


58% 


100% 


100% 


ECO103240 


EFM200310 


59% 


82.1% 


98.7% 


ECO103240 


ECO103240 


100% 


100% 


100% 


ECO 103240 


HIN100760 


85% 


100% 


100% 


ECO103240 


HPY101298 


50% 


99.3% 


98.9% 


ECO103240 


KPN300698 


98% 


100% 


100% 


ECO103240 


LMO 100597 


58% 


100% 


99.6% 


ECO103240 


MCA100251 


72% 


99.3% 


98.5% 


ECO103240 


MAV102089 


56% 


99.3% 


97.1% 


ECO 103240 


MBV101016 


56% 


99.3% 


97.1% 


ECO103240 


MLP101134 


54% 


99.3% 


97.1% 


ECO103240 


MTU200701 


56% 


99.3% 


97.1% 


ECO103240 


MGE100157 


. 48% 


99.3% 


98.2% 


ECO103240 


MPN100663 


51% 


91.2% 


88.9% 


ECO103240 


NGO101613 


67% 


99.3% 


98.2% 


ECO103240 


NME200120 


67% 


99.3% 


98.2% 


ECO103240 


PMU101412 


86% 


100% 


100% 


ECO103240 


PRT100324 


92% 


100% 


99.6% 


ECO103240 


PAE204258 


79% 


99.3% 


99.6% 


ECO103240 


PPU104505 


76% 


99.3% 


99.6% 


ECO103240 


PSY107059 


77% 


99.3% 


99.6% 


ECO103240 


SPA104315 


98% 


100% 


100% 


ECO103240 


STY101789 


99% 


100% 


100% 


ECO103240 


SAU802247 


58% 


100% 


99.6% 


ECO103240 


SEP200273 


58% 


100% 


99.6% 


ECO103240 


SHA100771 


58% 


100% 


99.6% 


ECO103240 


SPN400191 


56% 


100% 


99.6% 


ECO103240 


SPY200040 


56% 


100% 


99.6% 


ECO 103240 


TPA100190 


56% 


99.3% 


99.6% 


ECO103240 


UUR100236 


53% 


100% 


100% 


ECO103240 


VCH102556 


83% 


100% 


100% 


ECO103240 


YPS001863 


95% 


100% 


99.6% 


ECO103241 


ABA100082 


53% 


93% 


87.7% 
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Query LocusID 
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Identity 


Query Coverage 


Homolog Coverage 


ECO103241 


BFR102748 


40% 


86% 


93.8% 1 


ECO103241 


BPT104043 


54% 


91% 


92.9% 1 


ECO103241 


BBU100479 


40% 


85% 


88.3% 


ECO103241 


BCE100645 


54% 


97% 


93.3% 


ECO103241 


BFU103900 


53% 


97% 


93.3% 


ECO103241 


BMA108040 


54% 


97% 


93.3% 


ECO103241 


CJU101609 


33% 


74% 


79.6% 


ECO103241 


CPN200100 


33% 


88% 


83.8% 


ECO103241 


CTR200802 


37% 


76% 


71.2% 


ECO103241 


CAC102428 


38% 


91% 


92.9% 


ECO103241 


CBO102507 


39% 


89% 


91.8% 


ECO103241 


CDF101975 


48% 


89% 


92.7% 


ECO103241 


CDP 102947 


45% 


89% 


88.1% 


ECO103241 


EBC101608 


94% 


98% 


100% 


ECO103241 


EFA205285 


38% 


83% 


85.4% 


ECO103241 


ECO 103241 


100% 


100% 


100% 


ECO103241 


HIN100759 


73% 


97% 


98.0% 


ECO103241 


HPY101299 


31% 


77% 


82.8% 


ECO103241 


KPN300697 


99% 


100% 


100% 


ECO103241 


LMO100631 


35% 


78% 


81.9% 


ECO103241 


MCA100250 


52% 


95% 


88.1% 


ECO103241 


MAV102088 


37% 


88% 


88% 


ECO103241 


MBV101017 


38% 


88% 


88% 


ECO103241 


MLP101135 


39% 


88% 


88% 


ECO103241 


MTU200700 


38% 


88% 


88% 


ECO103241 


• MGE100156 


27% . 


88% 


84.9% 


ECO103241 


NGO102702 


51% 


98% 


94.2% 


ECO103241 


NME200121 


52% 


98% 


92.5% 


ECO103241 


PMU101413 


74% 


100% 


100% 


ECO103241 


PRT100325 


96% 


100% 


100% 


ECO103241 


PAE204259 


53% 


99% 


100% 


ECO103241 


PPU102891 


55% 


99% 


100% 


ECO 103241 


PSY107072 


54% 


99% 


100% 


ECO103241 


SPA104317 


99% 


100% 


100% 


ECO 103241 


STY101788 


99% 


100% 


100% 


ECO103241 


SAU802248 


38% 


81% 


87.9% 


ECO103241 


SFJP200275 


39% 


81% 


87.9% 


ECO103241 


SHA100770 


40% 


81% 


87.9% 


ECO103241 


SPN400190 


39% 


81% 


82.7% 


ECOl 03241 


SPY200039 


40% 


81% 


82.7% 


ECO103241 


TPA100189 


42% 


84% 


88.3% 


ECO103241 


VCH102557 


81% 


100% 


100% 


ECO103241 


YPS005095 


92% 


100% 


100% 


ECO103242 


ABA100081 


70% 


93.5% 


94% 


ECO103242 


BFR10676 


34% 


97.0% 


94.7% 


ECO103242 


BPT100849 


58% 


98.0% 


97.6% 


ECO103242 


BBU100478 


32% 


93.0% 


90.9% 


ECO103242 


BCE103118 


56% 


95.5% 


93.7% 


ECO103242 


BFU100270 


54% 


100% 


100% 


ECO103242 


BMA104332 


55% 


64.2% 


1 A AO/ 

100% 


ECO103242 


CJU101610 


34% 


87.1% 


86.3% 


ECO103242 


CPN200099 


32% 


86.6% 


83.0% 


ECO 103242 


CTR200803 


33% 


90.5% 


87.4% 


ECO103242 


CAC100377 


41% 


94.5% 


92.2% 
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Query Coverage 


Homolog Coverage 


ECO 103242 


CBO103307 


43% 


94.5% 


92.2% 


ECO103242 


CDF100746 


39% 


94.5% 


88.0% 


ECO103242 


CDP101562 


38% 


87.1% 


81.6% 


ECO103242 


EBC101609 


98% 


100% 


100% 


ECO103242 


EFA202001 


42% 


94.5% 


92.3% 


ECO103242 


ECO103242 


100% 


100% 


100% 


ECO103242 


HIN100758 


83% 


100% 


100% 


ECO103242 


HPY101300 


40% 


86.1% 


84.7% 


ECO103242 


KPN300696 


98% 


100% 


100% 


ECO103242 


LMO 102640 


43% 


100% 


98.6% 


ECO103242 


MCA100249 


66% 


95.5% 


96% 


ECO103242 


MAV102087 


37% 


92.5% 


86.6% 


ECO103242 


MBV101018 


38% 


91.0% 


83.0% 


ECO 103242 


MLP101136 


37% 


87.1% 


77.0% 


ECO103242 


MTU200699 


38% 


91.0% 


83.0% 


ECO103242 


MGE100155 


32% 


86.1% 


84.4% 


ECO103242 


MPN100665 


31% 


91.5% 


89.2% 


ECO103242 


NGO101615 


55% 


98.5% 


98.5% 


ECO103242 


NME200122 


54% 


98.5% 


98.5% 


ECO103242 


PMU101414 


87% 


100% 


100% 


ECO103242 


PRT1 03342 


93% 


100% 


100% 


ECO103242 


PAE204260 


67% 


99.5% 


99.5% 


ECO103242 


PPU104504 


68% 


99.5% 


99.5% 


ECO103242 


PSY108736 


68% 


99.5% 


99.5% 


ECO103242 ■ 


SPA104319 


99% 


100% 


100% 


ECO103242 


STY101787 


100% 


100% 


100% 


ECO103242 


SAU802249 


40% 


94.5% 


92.3% 


ECO103242 


SEP200280 


41% 


95.0% 


92.8% 


ECO103242 


SHA100769 


40% 


94.5% 


92.3% 


ECO103242 


SPN400189 


42% 


94.5% 


92.3% 


ECO103242 


SPY200038 


42% 


95.5% 


93.2% 


ECO103242 


TPA100188 


33% 


95.0% 


88.9% 


ECO103242 


UUR100234 


35% 


80.1% 


78.2% 


ECO 103242 


VCH102558 


84% 


100% 


100% 


ECO103242 


YPS001862 


94% 


100% 


100% 


ECO103243 


ABA100080 


75% 


46.9% 


100% 


ECO103243 


BFR10677 


52% 


97.6% 


99.5% 


ECO103243 


BPT100848 


67% 


99.5% 


92.1% 


ECO103243 


BBU100477 


45% 


99.5% 


100% 


ECO 103243 


BCE1 12456 


60% 


99.0% 


96.3% 


ECO103243 


BFU100269 


59% 


99.0% 


95.4% 


ECO103243 


BMA106660 


60% 


99.0% 


95.4% 


ECO 103243 


CJU101611 


35% 


92.3% 


93.2% 


ECO103243 


CPN200098 


46% 


97.1% 


95.9% 


ECO 103243 


CTR200804 


43% 


97.1% 


95.0% 


ECO103243 


CAC103369 


46% 


99.0% 


98.6% 


ECO 103243 


CBO101061 


45% 


98.6% 


94.9% 


ECO103243 


CDF100745 


51% 


99.5% 


98.6% 


ECO 103243 


CDP1 00915 


50% 


98.6% 


94.5% 


ECO103243 


EBC101610 


99% 


100% 


100% 


ECO103243 


EFA202003 


50% 


99.0% 


98.1% 


ECO103243 


ECO103243 


100% 


100% 


100% 


ECO103243 


HIN100757 


85% 


100% 


100% 


ECO103243 


HPY101301 


35% 


92.3% 


93.7% 
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Homolog Coverage 


ECO103243 


KPN300695 


98% 


44.0% 


100% 


ECO103243 


LMO102018 


46% 


99.0% 


AO 10/ 

98.1% 


ECO103243 


MCAl 00248 


66% 


100% 


yy.jyo 


ECO103243 


MAV102086 


50% 


98.6% 


f\C 10/ 

96.3% 


ECO103243 


MBV100990 


50% 


98.6% 


96.3% 


ECO103243 


MLP10H37 


50% 


98.6% 


Af An/ 

95.9% 


ECO103243 


MTU200698 


50% 


98.6% 


96.3% 


EOO103243 


MGE100154 


39% 


98.6% 


80.9% 


ECO103243 


MPN100666 


39% 


98.6% 


72.5% | 


ECO103243 


NGO101617 


67% 


99.0% 


97.7% 


ECO103243 


NME200123 


67% 


99.0% 


97.7% 


ECO103243 


PMU101415 


86% 


100% 


1 AAO/ 
10U% 


ECO103243 


PRT102977 


92% 


100% 


1 AAO/ 


ECO103243 


PAE204261 


74% 


99.5% 


AO 1 0/ 


ECO103243 


PPUH15H 


74% 


99.5% 


AO 10/ 

98.1% 


ECO103243 


PSY106254 


73% 


99.5% 


A1 10/ 

93.2% 


ECO103243 


SPA104320 


95% 


100% 


1 AAO/ 
100% 


ECO103243 


STY101786 


98% 


100% 


100% 


ECO103243 


SAU802250 


43% 


98.6% 


96.8% 


ECO103243 


SEP200281 


46% 


92.3% 


AA AO/ 

90.9% 


ECO103243 


SHA100768 


45% 


61.2% 


f\£. AO/ 

96.9% 


ECO103243 


SMU1006H 


53% 


99.0% 


r\n co/ 
97.0% 


ECO103243 


SPN400188 


53% 


99.0% j 


A*7 /CO/ 

97.6% 


ECO103243 


SPY200037 


51% 


99.0% 


CSH CO/ 

97.6% 


ECO103243 


TPA100187 


45% 


99.5% 


AO CO/ 


ECO103243 


UUR100233 


41% 


99.5% 


OA 10/ 

89.3% 


ECO103243 


VCH102559 


83% 


100% 


100% 


ECO103243 


YPS001861 


93% 


100% 


100% 


ECO103244 


ABA100720 


80% 


64.1% 


100% 


ECO103244 


BANH2470 


60% 


81.6% 


i AAn / 

100% 


ECO103244 


BFR102501 


54% 


97.1% 


r\r\ ao/ 

99.0% 


ECO103244 


BPT104019 


76% 


99.0% 


or 10/ 

85.7% 


ECO103244 


BBU100476 


53% 


93.2% 


AO 10/ 


ECO103244 


BCEH4850 


76% 


99.0% 


O^ IO/ 

82.3% 


ECO103244 


BFU100268 


77% 


99.0% 


*71 10/ 

71.3% ! 


ECO103244 


BMA104676 


76% 


99.0% 


A A AO/ 

99.0% 


ECO103244 


CJU101612 


58% 


94.2% 


94.2% 


ECO103244 


CPN200200 


66% 


96.1% 


94.3% 


ECO103244 


CTR200710 


67% 


96.1% 


94.3% 


ECO103244 


CAC101769 


65% 


99.0% 


1 AAO/ 

100% 


ECO103244 


CBO101448 


66% 


99.0% 


1 AAO/ 

100% 


ECO103244 


CDF104153 


60% 


61.2% 


1 AAO/ 


ECO103244 


CDP100914 


61% 


97.1% 


AQ AO/ 


ECO103244 


EBC1016H 


98% 


100% 


1 AAO/ 

1U0% 


ECO103244 


EFA205288 


61% 


99.0% 


1 AAO/ 

100% 


ECO103244 


ECO103244 


100% 


100% 


1 AAO/ 

1U0% 


ECO103244 


HIN100756 


98% 


100% 


0*7 00/ 

87.3% 


ECO103244 


HPY101302 


57% 


95.1% 


94.2% 


ECO103244 


KPN304660 


97% 


100% 


/\C AO/ 

95.4% 


ECO 1 03244 


LMO100137 


CIO/ 

63% 




100% 


ECO103244 


MCA101858 


82% 


100% 


100% 


ECO103244 


MAV102085 


61% 


97.1% 


99.0% 


ECO103244 


MBV100992 


61% 


97.1% 


99.0% 


ECO103244 


MLP10H38 


61% 


97.1% 


99.0% 
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Homolog Coverage 


ECO103244 


MTU200697 


61% 


97.1% 


99.0% 


ECO103244 


MGE100153 


37% 


93.2% 


90.6% 


ECO103244 


MPN100667 


38% 


93.2% 


88.9% 


ECO103244 


NGO102546 


70% 


99.0% 


99.0% 


ECO103244 


NME200127 


70% 


99.0% 


99.0% 


ECO103244 


PMU101416 


98% 


100% 


100% 


ECO103244 


PRT100142 


98% 


100% 


100% 


ECO103244 


PAE204262 


90% 


100% 


100% 


ECO103244 


PPU104502 


88% 


91.3% 


100% 


ECO103244 


PSY106273 


90% 


100% 


83.1% 


ECO103244 


SPA104323 


81% 


100% 


95.5% 


ECO103244 


STY101785 


98% 


100% 


100% 


ECO103244 


SAU802251 


62% 


99.0% 


100% 


ECO103244 


SEP200282 


62% 


99.0% 


100% 


ECO103244 


SHA102423 


60% 


99.0% 


100% 


ECO103244 


SMU100612 


60% 


99.0% 


100% 


ECO103244 


SPN400187 


61% 


99.0% 


100% 


ECO103244 


SPY200036 


59% 


99.0% 


100% 


ECO 103244 


TPA100186 


56% 


97.1% 


98.0% 


ECO103244 


UUR100232 


52% 


97.1% 


99.0% 


ECO103244 


VCH102560 


93% 


100% 


100% 


ECO103244 


YPS005092 


98% 


100% 


100% 


ECO103245 


ECO103245 


100% 


100% 


100% 


ECO103246 


ABA103556 


32% 


13.1% 


48.1% 


ECO103246 


ECO103246 


. 100% 


100% 


100% 


ECO103246 


VCH102409 


22% 


60.9% 


57.1% 


ECO103262 


ABA100233 


85% 


33.5% 


98.5% 


ECO103262 


ABA100062 


85% 


99.5% 


99.5% 


ECO103262 


BAN 106076 


75% 


99.7% 


99.7% 


ECO103262 


BFR12122 


72% 


99.7% 


99.7% 


ECO103262 


BPT100044 


81% 


99.7% 


99.7% 


ECO103262 


BPT100847 


81% 


99.7% 


99.7% 


ECO103262 


BBU100475 


64% 


99.7% 


98.0% 


ECO103262 


BCE1 12288 


75% 


15.5% 


98.4% 


ECO103262 


BCE106056 


83% 


52.5% 


100% 


ECO103262 


BCE108906 


81% 


99.7% 


99.7% 


ECO 103262 


BFU100267 


74% 


37.3% 


99.3% 


ECO 103262 


BFU100847 


80% 


99.7% 


99.7% 


ECO103262 


BMA107343 


79% 


95.9% 


100% 


ECO103262 


BMA1063O5 


80% 


99.7% 


99.7% 


ECO103262 


CJU100435 


73% 


99.7% 


99.7% 


ECO103262 


CPN200689 


69% 


99.5% 


99.5% 


ECO103262 


CTR200588 


68% 


99.7% 


98.5% 


ECO103262 


CAC103049 


73% 


99.7% 


99.7% 


ECO103262 


CBO100671 


69% 


10.9% 


95.6% 


ECO103262 


CBO101209 


75% 


59.1% 


100% 


ECO103262 


CBO101304 


73% 


99.5% 


99.5% . 


ECO103262 


CDF100547 


74% 


99.7% 


95.9% 


ECO103262 


CDP100912 


72% 


99.7% 


99.7% 


ECO103262 


EBC101615 


99% 


34.0% 


100% 


ECO103262 


EBC100362 


98% 


47.7% 


100% 


ECO103262 


EBC102891 


98% 


100% 


100% 


ECO103262 


EFA202006 


77% 


99.7% 


99.7% 


ECO103262 


EFM100161 


75% 


71.3% 


100% 
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Homolog Coverage 


ECO103262 


ECO103262 


100% 


100% 


100% 


ECO103262 


HIN100558 


92% 


99.7% ! 


99.7% 


ECOl 03262 


HIN100613 


92% 


99.7% 


99.7% 


ECO103262 


HPY101188 


73% 


99.7% 


99.7% 


ECO103262 


KPN300520 


98% 


23.6% ! 


100% 


ECO103262 


KPN300653 


98% 


80.2% 


100% 


ECO103262 


KPN300869 


98% 


100% 


t AAQ/ 
XWU/0 


ECO103262 


LMO102516 


74% 


99.5% 


99.5% 


ECO103262 


MCA100162 


82% 


99.5% 


99.5% 


ECO103262 


MAV102941 


75% 


99.7% 


99.7% 


ECO103262 


MBV103318 


74% 


99.7% 


99.7% 


ECO103262 


MLP101139 


75% 


99.7% 


99.7% 


ECO103262 


MTU200682 


74% 


99.7% 


99.7% 


ECO103262 


MGE100460 


69% 


99.7% 


99.7% 


ECO103262 


MPN100177 


70% 


99.7% 


99.7% 


ECO103262 


NGO101673 


83% 


99.7% 


99.7% 


ECO103262 


NGO101620 


83% 


99.7% 


99.7% 


ECO103262 


NME200128 


84% 


99.7% 


99.7% 


ECO103262 


NME200143 


84% 


99.7% 


99.7% 


ECO103262 


PMU101746 


92% 


99.7% 


99.7% 


ECO103262 


PMU101357 


92% 


99.7% 


99.7% . 


ECO103262 


PRT100737 


95% 


24.6% 


100% 


ECO 103262 


PRT100321 


94% 


100% 


100% 


ECO103262 


PAE204275 


84% 


99.7% 


99.7% 


ECOl 03262 


PAE204263 


84% 


99.7% 


99.7% 


ECO103262 


PPU104463 


78% 


76.6% 


99.7% 


ECO103262 


PPU104501 


77% 


99.7% 


99.7% ! 


ECO103262 


PSY107231 


77% 


99.7% 


99.7% 


ECOl 03262 


SPA104331 


98% 


39.6% 


100% 


ECO103262 


SPA102798 


99% 


100% 


100% 


ECO103262 


STY101782 


99% 


100% 


100% 


ECO103262 


STY102689 


99% 


100% 


100% 


ECO103262 


STM102043 


99% 


100% 


100% 


ECO103262 


SAU800548 


75% 


99.7% 


99.7% 


ECO103262 


SEP200072 


75% 


99.5% 


99.5% 


ECOl 03262 


SHA101389 


75% 


99.7% 


99.7% 


ECO103262 


SMU101538 


73% 


99.5% 


99.5% 


ECO103262 


SPN401342 


72% 


99.5% 


99.5% 


ECO103262 


SPY200441 


72% 


99.5% 


99.5% 


ECO103262 


TPA100185 


69% 


99.7% 


79.6% 


ECO103262 


UUR100528 


71% 


99.2% 


99.2% 


ECO103262 


VCH100316 


87% 


99.7% 


99.7% 


ECO103262 


VCH100357 


87% 


99.7% 


99.7% 


ECO103262 


YPS000510 


93% 


99.7% 


99.7% 


ECO103262 


YPS001855 


95% 


99.7% 


99.7% 


ECO103263 


ABA100059 


72% 


88.1% 


99.7% 


ECO103263 


BAN103750 


70% 


8.8% 


84.9% 


ECO103263 


BAN1 13143 


56% 


76.0% 


98.1% 


ECO103263 


BAN108186 


63% 


99.4% 


98.3% 


ECO 103263 


BFR12249 


60% 


62.070 


QQ AO/ 


ECO103263 


BPT100846 


74% 


100% 


100% 


ECOl 03263 


BBU100539 


48% 


97.4% 


97.4% 


ECO103263 


BCE101645 


75% 


100% 


100% 


ECO103263 


BFU100846 


74% 


100% 


100% 
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ECO103263 


BMA109643 


74% 


100% 


100% 


ECO103263 


CJU100458 


64% 


99.7% 


99.7% 


ECO103263 


CPN200199 


57% 


98.6% 


98.8% 


ECO103263 


CTR200711 


58% 


98.0% 


98.3% 


ECO103263 


CAC102763 


61% 


99.3% 


99.4% 


ECO103263 


CBO100608 


59% 


99.0% 


97.4% 


ECO103263 


CDF100548 


64% 


99.7% 


100% 


ECO103263 


CDP100910 


58% 


98.6% 


95.6% 


ECO.l 03263 


EBC102893 


97% 


100% 


100% 


ECO103263 


EFA202007 


60% 


99.9% 


99.6% 


ECO103263 


EFM100881 


25% 


96.0% 


96.0% 


ECO103263 


ECO103263 


100% 


100% 


100% 


ECO103263 


HIN100559 


84% 


100% 


100% 


ECO103263 


HPY101178 


66% 


99.7% 


99.7% 


ECO 103263 


KPN300870 


97% 


98.3% 


100% 


ECO103263 


LMO102926 


62% 


99.9% 


99.1% 


ECO103263 


MCA100232 


72% 


99.4% 


98.7% 


ECO103263 


MAV102942 


59% 


98.7% 


98.1% 


ECO103263 


MBV103317 


59% 


98.7% 


98.1% 


ECO103263 


MLP101140 


59% 


98.7% 


98.1% 


ECO103263 


MTU200681 


59% 


98.7% 


98.1% 


ECO103263 


MGE100091 


55% 


99.3% 


99.4% 


ECO103263 


MPN100604 


55% 


99.7% 


99.9% 


ECO103263 


NGO101623 


74% 


99.7% 


99.7% 


ECO103263 


NME200129 


74% 


99.7% 


99.7% 


ECO103263 


PMU101356 


84% 


100% 


100% 


ECO103263 


PRT100253 


85% 


99.7% 


94.1% 


ECO103263 


PAE204264 


68% 


99.9% 


100% 


ECO103263 


PPU104500 


67% 


99.9% 


100% 


ECO103263 


PSY103391 


66% 


94.3% 


100% 


ECO103263 


SPA102789 


92% 


100% 


100% 


ECO103263 


STY101781 


97% 


100% 


100% 


ECO103263 


SAU800547 


59% 


99.4% 


99.3% 


ECO103263 


SEP200071 


58% 


99.4% 


99.3% 


ECO103263 


SMU100688 


60% 


99.4% 


99.1% 


ECO103263 


SPN400250 


60% 


99.4% 


99.1% 


ECO103263 


SPY200202 


60% 


99.4% 


99.3% 


ECOl 03263 


TPA100759 


47% 


98.6% 


97.8% 


ECO103263 


UUR100529 


58% 


98.7% 


98.8% 


ECO103263 


VCH100356 


73% 


99.9% 


100% 


ECO103263 


YPS001853 


86% 


100% 


100% 


ECO103264 


ABA100054 


69% 


87.2% 


100% 


ECO103264 


BAN101047 


47% 


87.2% 


100% . . 


ECO103264 


BAN102922 


56% 


87.2% 


100% 


ECO103264 


BFR102620 


54% 


82.7% 


85.8% 


ECO103264 


BPT100845 


66% 


87.2% 


90.2% 


ECO103264 


BBU100385 


54% 


87.2% 


100% 


ECO103264 


BCE1 14655 


66% 


87.2% 


100% 


ECO103264 


BFU100845 


67% 


87.2% 


100% 


ECO103264 


BMA108128 


66% 


87.2% 


100% 


ECO103264 


CJU100457 


58% 


86.0% 


99.4% 


ECO103264 


CPN200198 


56% 


87.2% 


100% 


ECO103264 


CTR200712 


57% 


85.5% 


98.7% 


ECO103264 


CAC101300 


57% 


87.2% 


100% 
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ECO103264 


CBO100058 


56% 


87.2% 


90.7% 


ECO103264 


CDF100549 


55% 


87.2% 


100% 


ECO103264 


CDP100907 


54% 


86.0% 


99.4% 


ECO103264 


EBC 102895 


97% 


872% 


100% 


ECO103264 


EFA202013 


53% 


87.2% 


100% 


ECO103264 


ECO103264 


100% 


100% 


^100% 


ECO103264 


HIN100560 


89% 


87.2% 


100% 


ECO103264 


HPY101179 


60% 


86.0% 


99.4% 


ECO103264 


KPN300871 


93% 


93.3% 


100% 


ECO103264 


LMO101111 


53% I 


87.2% 


100% | 


ECO 103264 


MCA100231 


68% 


87.2% 


100% 


ECO 103264 


MAV102943 


53% 


87.2% 


100% 


ECO103264 


MBV103316 


53% 


87.2% 


100% 


ECO 103264 


MLP101141 


53% 


87.2% 


100% 


ECO103264 


MTU200680 


53% 


87.2% 


100% 


ECO103264 


MGE100090 


52% 


82.7% 


95.5% 


ECO103264 


MPN100605 


48% 


86.0% 


99.4% 


ECO 103264 


NGO101627 


66% 


87.2% 


100% 


ECO103264 


NME200130 


66% 


87.2% 


100% 


ECO103264 


PMU101355 


89% 


87.2% 


100% 


ECO103264 


PRT100252 


96% 


87.2% 


100% 


ECO103264 


PAE204265 


69% 


87.2% 


100% 


ECO103264 


PPU112217 


71% 


87.2% 


100% | 


ECO103264 


PSY106485 


85% 


22.9% 


100% 


ECO103264 


SPA102393 


100% 


57.5% 


91.2% 


ECO103264 


STY101780 


99% 


87.2% 


100% 


ECO103264 


SAU800546 


60% 


87.2% 


100% 


ECO103264 


SEP200070 


60% 


87.2% 


100% 


ECO103264 


SHA102003 


45% 


22.3% 


100% 


ECO103264 


SMU100686 


55% 


87.2% 


100% 


ECO103264 


SPN400249 


56% 


87.2% 


100% 


ECO103264 


SPY200201 


52% 


87.2% 


100% 


ECO 103264 


TPA100241 


57% 


87.2% 


100% 


ECO 103264 


UUR100530 


53% 


82.7% 


95.5% 


ECO103264 


VCH100355 


87% 


87.2% 


100% 


ECO 103264 


YPS001851 


95% 


87.2% 


100% 


ECO103265 


ABA100053 


82% 


99.2% 


100% 


ECO103265 


BAN100648 


67% 


100% 


97.9% 


ECO103265 


BFR10866 


76% 


60.5% 


88.2% 


ECO103265 


BPT100844 


81% 


99.2% 


98.4% 


ECO 103265 


BBU100386 


73% 


100% 


100% 


ECO103265 


BCE108786 


81% 


100% 


98.4% 1 


ECO103265 


BFU100844 


82% 


100% 


98.4% 


ECO103265 


BMA100034 


81% 


100% 


98.4% 


ECO103265 


CJU100456 


75% 


100% 


96.9% 


ECO103265 


CPN200197 


71% 


99.2% 


100% 


ECO103265 


CTR200713 


69% 


99.2% 


100% 


ECO103265 


CAC103453 


77% 


99.2% 


98.4% 


ECO103265 


CBO102727 


73% 


99.2% 


98.4% 


ECO103265 


CDF102422 


66% 


99.2% 


Q< 1 OA 


ECO103265 


CDP100904 


73% 


99.2% 


90.4% 


ECO103265 


EBC102897 


100% 


100% 


100% 


ECO103265 


EFA202015 


70% 


100% 


100% 


ECO 103265 


ECO103265 


100% 


100% 


100% 
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ECO103265 


HIN100561 


93% 


100% 


100% 


ECO103265 


HPY101180 


71% 


100% 


91.9% 


ECO103265 


KPN200561 i 


99% 


100% 


100% 


ECO103265 


LMO101449 


68% 


99.2% 


99.3% 


ECO103265 


MCA100230 


84% 


100% i 


100% 


ECO103265 


MAV102944 


69% 


100% 


100% 


ECO103265 


MBV103315 


69% 


99.2% 


99.2% 


ECO103265 


MLP10U42 


68% 


100% 


100% 


ECO103265 


MTU200679 


69% 


99.2% 


99.2% 


ECG103265 


MGE100089 


64% 


99.2% 


97.8% 


ECO103265 


MPN100606 


65% 


100% 


98.6% 


ECO103265 


NGO101631 


85% 


99.2% 


100% 


ECO103265 


NME200131 


86% 


99.2% 


100% 


ECO103265 


PMU101354 


91% 


100% 


100% 


ECO103265 


PRT103411 


84% 


86.3% 


100% 


ECO103265 


PAE204266 


88% 


99.2% 


100% 


ECO103265 


PPU1 12031 


86% 


99.2% 


100% 


ECO103265 


PSY103389 


85% 


99.2% 


100% 


ECO103265 


SPA1 02395 


100% 


100% 


100% 


ECO103265 


STY101779 


100% 


100% 


100% 


ECO103265 


SAU800545 


65% 


99.2% 


99.3% 


ECO103265 


SEP201889 


65% 


99.2% 


99.3% 


ECO103265 


SHA101640 


65% 


99.2% 


99.3% 


ECO103265 


SMU100684 


70% 


100% 


100% 


ECO103265 


SPN400248 


69% 


100% 


100% 


ECO103265 


SPY200200 


69% 


99.2% 


99.3% 


ECO103265 


TPA100240 


70% 


100% 


100% . . 


ECO103265 


UUR100531 


63% 


99.2% 


96.5% 


ECO103265 


VCH100354 


92% 


100% 


100% 


ECO103265 


YPS001825 


95% 


100% • 


100% 


ECO103266 


EBC 102899 


63% 


100% 


100% 


ECO103266 


ECO103266 


100% 


100% 


100% 


ECO103266 


KPN300551 


58% 


100% 


100% 


ECO103266 


PRT104907 


49% 


100% 


97.9% 


ECO103266 


PAE202605 


36% 


98.9% 


95.0% 


ECO103266 


PPU110115 


33% 


98.9% 


95.9% 


ECO103266 


PSY104174 


32% 


98.9% 


96.0% 


ECO103266 


SPA102396 


68% 


100% 


100% 


ECO103266 


STY107465 


68% 


100% 


100% 


ECO103266 


VCH100353 


32% 


95.8% 


98.9% 


ECO103266 


YPS003640 


50% 


100% 


100% 


ECO103284 


BAN1 11440 


23% 


42.5% 


72.9% 


ECO 103284 


BAN104459 


24% 


45% 


77.1% 


ECO103284 


EBC103862 


65% 


77.5% 


79.9% 


ECO103284 


EFM200399 


27% 


32.5% 


83.3% 


ECO 103284 


EFM202078 


25% 


91% 


88.1% 


ECO103284 


ECO103284 


100% 


100% 


100% 


ECO103284 


HIN100958 


26% 


86% 


82.7% 


ECO103284 


HPY101142 


27% 


77% 


79.1% 


ECO103284 


KPN301330 


69% 


100% 


100% 


ECO103284 


MBV102382 


31% 


91% 


88.6% 


ECO 103284 


MTU203589 


31% 


91% 


88.6% 


ECO 103284 


NGO101050 


43% 


80.5% 


89.1% 


ECO 103284 


NME200004 


29% 


62% 


59.7% 
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ECO103284 


PRT103550 


24% 


53% 


43.3% ! 


ECO103284 


PAE201365 


21% 


57.5% 


46.1% 


ECO103284 


SPA103293 


86% 


100% 


100% 


ECO103284 


STY101440 


87% 


100% 


100% 


ECO103284 


SMU101037 


24% 


89.5% 


86.6% 


ECO103284 


SPN400494 


24% 


51% 


41.6% j 


ECO103287 


EBC103866 


88% 


98.5% 


100% 


ECO103287 


ECO103287 


100% 


100% 


100% 


ECO103287 


KPN301254 


87% 


98.7% 


98.5% 


ECO103287 


SPA103290 


91% 


98.5% 


100% 


ECO 103287 


STY101427 


91% 


100% 


100% 


ECO103287 


STM102826 


90% 


100% 


100% 


ECO103287 


SPN401452 


22% 


94.4% 


96.3% 


ECO 103287 


YPS001674 


74% 


99.5% 


99.7% 


ECO103292 


BFR104186 


36% 


65.5% 


56.2% ! 


ECO 103292 


EBC103865 


70% 


100% 


98.2% 


ECO103292 


ECO103292 


100% 


100% 


100% 


ECO 103292 


PRT105579 


58% 


96.4% 


96.4% 


ECO103292 


PPU108816 


56% 


94.5% 


87.3% 


ECO 103292 


SPA104676 


74% 


49.1% 


26.2% 


ECO103292 


STY101409 


81% 


98.2% 


96.4% 


ECO103292 


STM102840 


81% 


98.2% 


96.4% 


ECO103293 


ABA104455 


27% 


74.0% 


67.5% 


ECO 103293 


BAN100527 


22% 


84.4% 


91.5% 


ECO103293 


BAN102320 


27% 


93.7% 


89.6% 


ECO103293 


BCE1 13620 


24% 


86.8% 


96.2% 


ECO103293 


BFU102503 


26% 


93.7% 


74.4% 


ECO103293 


BMA105063 


24% 


87.7% 


90.0% 


ECO103293 


CAC101716 


21% 


28.6% 


92.8% 


ECO103293 


CAC102152 


25% 


62.3% 


93.7% 


ECO103293 


CAC102361 


27% 


73.2% 


73.0% 


ECO103293 


CBO102674 


24% 


74.0% 


78.2% 


ECO 103293 


CBO102827 


29% 


94.4% 


98.4% 


ECO103293 


CDF100725 


24% 


93.7% 


98.2% 


ECO103293 


CDF1 04332 


27% 


94.4% 


98.0% 


ECO103293 


EFA202143 


26% 


93.3% 


97.5% 


ECO103293 


EFM202324 


53% 


96.1% 


98.4% 


ECO103293 


ECO103293 


100% 


100% 


100% 


ECO103293 


KPN308934 


24% 


93.3% 


94.6% 


ECO103293 


MBV1 02542 


22% 


92.6% 


96.4% 


ECO 103293 


MTU201966 


23% 


95.0% 


94.5% 


ECO103293 


PPU108666 


27% 


74.0% 


65.4% 


ECO103293 


SAU801437 


26% 


93.9% 


98.4% 


ECO103293 


SMU101189 


23% 


89.6% 


91.1% 


ECO103293 


SPN400905 


23% 


87.9% 


89.9% 


ECO103293 


SPY200012 


25% 


91.6% 


95.2% 


ECO103293 


UUR100586 


24% 


52.2% 


46.6% 


ECO103298 


BFR103716 


27% 


30.6% 


24.9% 


ECO103298 


BFR103746 


38% 


26.8% 


21.5% 


ECO103298 


BCE107571 


27% 


OA AO/ 

80.4% 


i-IQ CO/ 

78.5% 


ECO103298 


BFU103399 


31% 


80.4% 


87.4% 


ECO103298 


BMA1 02306 


29% 


79.2% 


88.0% 


ECO103298 


CAC102623 


30% 


85.7% 


95.8% 


ECO103298 


EFM202446 


27% 


78.9% 


85.7% 



777 



WO 02/077183 



PCTAJS02/09107 



Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103298 


ECO103298 


100% 


100% 


100% 


ECO103298 


PAE202800 


25% 


85.7% 


94.1% 


ECO103298 


PSY107079 


25% 


75.8% 


80.3% 


ECO103298 


STY100833 


28% 


88.3% 


97.9% 


ECO103298 


SEP100200 


33% 


28.3% 


65.8% 


ECO103298 


VCH10U87 


28% 


84.9% 


95.3% 


ECO103302 


BFU106978 


27% 


97.9% 


95.1% 


ECO103302 


ECO103302 


100% 


100% 


100% 


ECO103302 


KPN301663 


27% 


97.6% 


93.6% 


ECO103302 


LMO100231 


32% 


99.3% 


95.1% 


ECO 103302 


MAV102129 


30% 


97.9% 


93.3% 


ECO103302 


MBV101106 


31% 


86.6% 


87.3% 


ECO103302 


MTU200229 


31% 


97.9% 


93.3% 


ECO 103302 


MPN100346 


29% 


42.5% 


96.5% 


ECO103302 


PRT104876 


29% 


96.6% 


93.9% 


ECO103302 


SPA103344 


28% 


91.4% 


89.8% 


ECO103302 


STY101301 


27% 


96.9% 


93.9% 


ECO103302 


STM103119 


27% 


96.9% 


93.9% 


ECO 103303 


ECO103303 


100% 


100% 


100% 


ECO103318 


EBC103853 


46% 


98.9% 


100% 


ECO103318 


ECO103318 


100% 


100% 


100% 


ECO103318 


KPN303186 
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94.3% 


93.2% 


ECO103399 


SEP200050 


35% 


92.7% 


91.7% 


ECO 103399 


SHA102341 


24% 


97.7% 


98.1% 


ECO 103399 


SHA102504 


25% 


96.0% 


96.2% 


ECO103399 


SPY201537 


27% 


71.8% 


69.0% 1 


ECO103399 


VCH103812 


25% 


88.0% 


86.0% 


ECO103405 


ABA100477 


25% . 


23.8% 


97.4% 


ECO103405 


ABA100225 


26% 


66.7% 


56.5% 


ECO103405 


BAN104847 


19% 


21.3% 


3.7% 


ECO103405 


BAN109223 


26% 


10.2% 


65.6% ! 


ECO103405 


BAN101440 


29% 


7.8% 


44.3% 


ECO103405 


BAN1 10288 


24% 


22.7% 


18.6% ! 


ECO103405 


BFR104422 


62% 


1.9% 


27% 


ECO103405 


BCE104951 


26% 


27.4% 


38.7% 


ECO103405 


BCE108121 


25% 


30.0% 


70.0% 


ECO 103405 


BFU107935 


28% 


23.7% 


41.6% 


ECO103405 


BFU1 00092 


47% 


6.2% 


98.9% 


ECO103405 


BFU100109 


27% 


14.2% 


55.1% 


ECO103405 


BFU102581 


29% 


10.0% 


4.6% 


ECO103405 


BMA107682 


25% 


49.6% 


25.9% 


ECO103405 


CAC 100404 


25% 


9.6% 


44.7% 


ECO103405 


EBC107494 


28% 


7.4% 


75% 


ECO103405 


EBC103412 


28% 


12.3% 


35.0% 


ECO103405 


EBC104888 


27% 


24.7% 


62.3% 


ECO103405 


ECO100686 


92% 


24.0% 


70.2% 


ECO103405 


ECO101427 


74% 


39.5% 


82.3% 


ECO103405 


ECO 100488 


74% 


99.7% 


99.6% 


ECO103405 


ECO100683 


96% 


88.4% 


89.3% 


ECO 103405 


ECO103515 


98% 


OO £0/ 

88.6% 


rtA on/ 


ECO103405 


ECO103405 


100% 


100% 


100% 


ECO103405 


PRT103688 


31% 


7.4% 


73.6% 


ECO 103405 


PRT103361 


34% 


8.0% 


78.0% 


ECO103405 


PRT103421 


25% 


54.9% 


65.1% 
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ECO103405 


PAE202682 


33% 


OO A O/ 

88.4% 


oo./% 


ECO103405 


PPU107712 


31% 


7.6% 


Ol 10/ 


ECO103405 


PPU110484 


27% 


r* c AO/ 

25.4% 


Q1 AO/ 

oi.Uyo 


ECO103405 


PPU109654 


25% 


2.7% 


OA AO/ 

84.4% 


ECO103405 


PPU107101 


39% 


3.9% 


C CO/ 

5.5% 


ECO103405 


PPU109653 


28% 


41.5% 


AC OO/ 

95.3% 


BCO103405 


PPU109652 


26% 


55.2% 


e A jtn/ 

54.5% 


ECO1034Q5 


PPU1 10482 


26% 


11.0% 


C AO/ 


ECO103405 


PSY108533 


34% 


C AO/ 

5.0% 


03. 0/0 


ECO103405 


PSY101322 


57% 


4.2% 


nA 10/ 


ECO103405 


PSY105816 


45% 


r*i Aft/ 

7.3% 


/1C 10/ 

4j. /to 


ECO103405 


PSY102083 


25% 


13.5% 


1 1 00/ 

11. 070 j 


ECO103405 


SPA106438 


45% 


6.0% 


C CO/ 

5.5% 


ECO103405 


SPA100247 


28% 


49.2% 


oo no/ 
89.9% 


ECO103405 


STY104094 


26% 


50.1% 


OO 00/ 

33.3% 


ECOl 03405 


STY104095 


30% 


24.1% 


-1A C\0/ 

74.9% 


ECO103405 


STM103807 


31% 


15.1% 


on ao/ 
o 7.4% 


ECO103405 


STM103806 


26% 


c f\ i n/ 

50.1% 


o o 10/ 
33.1% 


ECO 103405 


YPS00286O 


25% 


OC AG/ 

85.4% 


7C no/ 
7 5 .9% 


ECO103408 


BAN101523 


19% 


A T TO/ 

47.7% 


Dl./yo 


ECO103408 


BAN101319 


22% 


f\ /" OO/ 

96.8% 


AT /IO/ 

97.4% 


ECO103408 


BCE1 03943 


62% 


(\r\ CO/ 

99.5% 


yy. r/o 


ECO 103408 


BFU1 10636 


64% 


AA TO/ 

99.7% 


100% 


ECO103408 


BMA106069 


62% 


AA TO/ 

99.7% 


1 AAO/ 
100% 


ECO103408 


CDF103530 


22% 


90.7% 


OT /IO/ 

87.4% 


ECO103408 


ECO103408 


100% 


100% 


1 AAO/ 

100% 


ECO103408 


KPN302968 


88% 


99.7% 


1 AAO/ 

100% 


ECO103408 


MLP101401 


24% 


AO/ 

42.9% 


Cf\ OO/ 

59.8% 


ECO103408 


MTU402591 


25% 


O T ^O/ 

37.6% 


OA 00/ 

30.3% 


ECO103408 


PMU101981 


40% 


r\n 1 O/ 

98.1% 


AO 1 0/ 

98.1% 


ECO103408 


PRT102404 


74% 


1 000/ 

100% 


1 AAO/ 


ECO103408 


PAE205225 


69% 


Art to/ 

99.7% 


1 AAO/ 1 

1UU% 


ECO103408 


PPU109044 


49% 


99.2% 


1 AAO/ 


ECO103408 


SPA101047 


86% 


97.1% 


1 AAO/ 

100% 


ECO103408 


SAU802643 


23% 


46.1% 


1 ^ CO/ 

16.5% 


ECO103408 


VCH101585 


20% 


96.3% 


91.7% 


ECO103414 


BFR10501 


46% 


29.0% 


AT OO/ 

97.3% 


ECO103414 


CAC102057 


24% 


46.5% 


OA OO/ 

80.3% 


ECO103414 


EFM200286 


26% 


O 1 oo/ 

31.3% 


1/1 /10/ 

34.4% 


ECO 103414 


ECO103414 


100% 


100% 


1 AAO/ 
1UU% 


ECO103414 


SAU801442 


37% 


1 C 1 0/ 

15.1% 


1 1 AO/ 


ECO103422 


ABA100240 


38% 


nn co/ 

99.6% 


1 AAO/ 


ECO103422 


BPT1 00396 


43% 


t\A OO/ 

94.3% 


A/1 /10/ 
94.4% 


ECO103422 


BCE102136 


47% 


92.9% 


AO 00/ 

93.2% 


ECO103422 


BFU109218 


46% 


92.9% 


75.3% 


ECO103422 


BMA105078 


47% 


92.9% 


84.8% 


ECO103422 


EBC103766 


91% 


100% 


-t AAO/ 

100% 


ECO103422 


ECO103422 


100% 


100% 


100% 


ECO103422 


HIN100421 


66% 


100% 


1 AAO/ 

100% 


ECO 103422 


VT5XT1. A AAO A 


010/ 


40 4% 


100% 

JL V/V /U 


ECO103422 


KPN306391 


91% 


100% 


100% 


ECO103422 


LPN102191 


40% 


96.8% 


95.7% 


ECO103422 


MCA100718 


29% 


99.6% 


100% 


ECO103422 


NGO101163 


43% 


92.9% 


86.5% 
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ECO103422 


NME201159 


43% 


92.9% 


A*i ooy 

93.2% 


Tl/n/S 4 A A J AA 

ECO103422 


PMU101234 


/'Oft/ 

68% 


1 AAA/ 

100% 


1 AAO/ 

100% 


ECO103422 


PRT104285 


74% 


100% 


1 AAO/ 

100% 


ECO103422 


PAE205014 


41% 


Arv /TO/ 

99.6% 


1 A AO/ 

100% 


ECO103422 


PPU104709 


43% 


99.6% 


1 AAO/ 

100% 


ECO 103422 


PSY102791 


40% . 


99.6% 


■1 AAA/ 

100% 


ECO 103422 


SPA101521 


91% 


100% 


1 A AO/ 

100% 


ECO103422 


STY 1 0085 1 


92% 


100% 


1 AAO/ 

100% 


ECO 103422 


£*% rrrtL JT 1 A A ^ A. 

STM103579 


92% 


100% 


1 AAO/ 

100% 


ECO 103422 


VCH100185 


63% 


100% 


1 AAO/ 

100% 


ECO 103422 


YPS002520 


78% 


100% 


1 AAO/ 

100% 


ECO 103423 


T\T\rT^4 AAA ^4 * 

BPT1 02974 


44% 


1 AAA / 

100% 


AA 10/ 

99.3% 


ECO 103423 


BCE1 11388 


40% 


99.1% 


98.0% 


ECO 103423 


BMA105613 


42% • 


99.1% 


97.6% 


ECO 103423 


ir^ y\ y* 4 a A ^4/" A 

EBC103768 


92% 


100% 


100% 


ECO 103423 


EFA200772 


59% 


99.6% 


99.8% 


ECO 103423 


EFM202592 


57% 


99.1% 


99.3% 


ECO 103423 


ECO103423 


100% 


100% 


1 AAO/ 

100% 


ECO 103423 


HIN100154 


73% 


100% 


1 AAO/ 

100% 


ECO 103423 


KPN308114 


92% 


1 Ann/ 

100% 


1 AAO/ 

100% 


ECO 103423 


LPN100559 


51% 


AA s*r\ / 

99.6% 


AA 'iO/ 

99.3% 


ECO 103423 


V > JT/^V 4 AAA J A 

LMO 100940 


69% 


100% 


100% 


Tl y^l/N 4 A A J A A 

ECO 103423 


jr/— I A 4 A i A j4 A 

MCA101240 


67% 


100% 


100% 


ECO103423 


MB VI 00540 


30% . 


97.8% 


97.2% 


ECO 103423 


MTU202817 


30% 


97.8% 


97.2% 


ECO103423 


PMU101235 


78% 


100% 


100% 


ECO103423 


PRT104768 


86% 


100% 


100% 


ECO103423 


PAE202023 


44% 


100% 


99.1% 


ECO103423 


PPU1 10449 


45% 


99.1% 


98.7% 


ECO 103423 


PSY105457 


43% 


84.7% 


95.0% 


ECO103423 


SPA101522 


91% 


49.1% 


100% 


ECO103423 


STY100839 


94% 


100% 


100% 


ECO103423 


STM103581 


94% 


100% 


100% 


ECO103423 


SMU1 00200 


63% 


100% 


100% 


ECO103423 


. SPN400692 


61% 


99.6% 


99.8% 


ECO103423 


SPY200604 


63% 


99.1% 


99.1% 


ECO103423 


VCH100184 


73% 


99.8% 


99.1% 


ECO 103423 


YPS002524 


85% 


100% 


100% 


ECO 103424 


ABA101438 


51% 


67.5% 


Tl CO/ 

72.5% 


ECO 103424 


BAN101080 


40% 


61.5% 


*71 Oft/ 

71,3% ! 


ECO103424 


BPT105662 


32% 


c O 1 ft/ 

58.1% 


CA Oft/ 

59.8% 


ri/A/^l A A A A A 

ECO 103424 


BCE1 03229 


41% 


57.3% 


62.6% 


ECO 103424 


Y> 1 HW X 4 A A A A 

BFU109350 


36% 


66.7% 


62.9% 


ECO103424 


CJU101467 


36% 


47.0% 


93.2% 


ECO103424 


CAC103713 


43% 


55.6% 


52.5% 


ECO103424 


CBO102678 


40% 


57.3% 


61.7% 


ECO103424 


CDF101466 


37% 


56.4% 


53.7% 


ECO 103424 


CDP100817 


40% 


55.6% 


74.2% 


ECO103424 


EBC100218 


71% 


70.9% 


74.8% 


ECO 103424 


EBC102&30 


*C1 0/ 

61% 


oa no/ 
89.7% 


AO 1 0/ 


ECO103424 


EFA200371 


43% 


59.0% 


71.6% 


ECO103424 


ECO103424 


100% 


100% 


100% 


ECO103424 


KPN303338 


77% 


86.3% 


92.7% 


ECO103424 


LMO102929 


40% 


57.3% 


60.4% 
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ECO103424 


MAV105419 


37% 


59.0% 


50.7% 


ECO103424 


MBV100521 


44% 


56.4% 


54.0% 


ECO103424 


MLP100498 ! 


36% 


59.0% 


48.6% 


ECO103424 


MTU202605 


44% 


56.4% 


54.0% 


ECO103424 


NGO102340 


30% 


58.1% 


66.0% 


ECO103424 


PRT104823 


62% 


86.3% 


91.0% 


ECO 103424 


PAE202275 


55% 


79.5% 


80.2% 


ECO103424 


PPU109423 


57% 


70.1% 


n« An/ 

71.3% 


ECO 103424 


SAU801773 


44% 


57.3% 


63.5% 


ECO 103424 


SEP200558 


43% 


57.3% 


63.5% 


ECO103424 


SHA102314 


47% 


59.8% 


64.8% 


ECO103424 


SMU101184 


25% 


59.8% 


75% 


ECO103424 


SPY201653 


30% 


55.6% 


58.0% 


ECO103424 


VCH101049 


46% 


86.3% 


91.2% 


ECO103424 


YPS000049 


60% 


100% 


100% 


ECO103451 


ABA100014 


63% 


27.8% 


95.7% 


ECO103451 


ABA100763 


71% 


97.0% 


94.9% 


ECO 103451 


BCE107211 


63% 


94.9% 


96.4% 


ECO103451 


BFU109266 


63% 


94.9% 


96.9% 


ECO103451 


. BMA109143 


61% 


97.0% 


97.0% 


ECO103451 


CJU101117 


45% 


96.3% 


93.9% 


ECO103451 


CPN200221 


33% 


92.8% 


96.1% 


ECO103451 


CTR200671 


31% 


94.9% 


98.5% 


ECO10345.1 


CBO102516 


25% 


91.8% 


92.8% 


ECO103451 


EBC104183 


92% 


100% 


100% 


ECO103451 


ECO103451 


100% 


100% 


100% 


ECO103451 


KPN304259 


93% 


100% 


98.2% 


ECO103451 


LPN100722 


48% 


94.9% 


94.9% 


ECO103451 


MBV101054 


46% 


96.0% 


83.7% 


ECO103451 


MTU202407 


46% 


96.0% 


83.7% 


ECO103451 


PAE201182 


77% 


95.6% 


93.8% 


ECO103451 


PPU108087 


76% 


96.3% 


93.6% 


ECO103451 


PSY104546 


79% 


95.8% 


91.1% 


ECO103451 


SPA101566 


93% 


100% 


100% 




ECO103451 


STY100803 


94% 


100% 


100% 




ECO103451 


YPS002604 


86% 


97.4% 


97.2% 




ECO103452 


EBC104185 


77% 


99.5% 


97.0% 




ECO103452 


ECO103452 


100% 


100% 


100% 




ECO103452 


KPN304258 


68% 


99.5% 


97.0% 




ECO103452 


PRT103877 


38% 


32.9% 


89.8% 


ECO103452 


SPA101565 


76% 


74.8% 


100% 




ECO103452 


STY100801 


84% 


100% 


99.1% 




ECO103452 


YPS002613 


48% 


99.4% 


97.2% 




ECO103453 


ABA105278 


27% 


15.3% 


79.8% 




ECO103453 


BAN107265 


25% 


11.3% 


30.5% 




ECO103453 


BFR11466 


24% 


14.9% 


63.2% 




ECO103453 


BPT100623 


22% 


58.0% 


19.9% 




ECOl 03453 


BBU100194 


34% 


6.4% 


65.2% 




ECO103453 


BCE105408 


28% 


0.7% 


36.2% 




ECO103453 


BFU1031o7 


2070 


66 AO/. 
DO.*f /o 


/o 




ECO103453 


BMA106265 


31% 


4.6% 


32.7% 




ECOl 03453 


CTR200055 


23% 


14.5% 


57.0% 




ECO103453 


CAC103237 


22% 


13.5% 


46.9% 




ECO103453 


j CDP102065 


22% 


11.2% 


41.4% 
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ECO103453 


EBC105028 


71% 


81.5% 


100% 


ECO103453 


ECO103453 


100% 


100% 


100% 


ECO 103453 


KPN304293 


67% 


99.9% 


100% 


ECO103453 


LMO101740 


22% 


14.8% 


37.6% 


ECO103453 


PRT101998 


42% 


74.6% 


97.6% ! 


ECO103453 


PPU111885 


37% 


95.0% 


98.1% 


ECO 103453 


PSY100822 


26% 


7.9% 


28.3% 


ECO103453 


SPA100412 


70% 


39.1% 


59.1% 


ECO103453 


SAU101362 


31% 


5.2% 


27.5% 


ECO 103453 


TPA1 00066 


32% 


11.7% 


67.7% 


ECO103453 


VCH101588 


25% 


10.1% 


44.3% 


ECO103454 


BAN104131 


27% 


25.5% 


21.4% 


ECO103454 


BAN108214 


24% 


28.5% 


29.9% . | 


ECO103454 


BCE102182 


49% 


93.8% 


81.5% 


ECO 103454 


BFU103168 


42% 


92.4% 


91.6% 


ECO103454 


BMA109533 


52% 


42.9% 


100% 


ECO 103454 


BMA103069 


47% 


95.1% 


88.7% ; 


ECO103454 


EBC104189 


73% 


99.7% 


99.7% 


ECO103454 


ECO103454 


100% 


100% 


100% 


ECO103454 


KPN300078 


72% ' ? " ' 


31.5% 


100% 


ECO 103454 


KPN304291 


72% 


100% 


99.7% 


ECO103454 


PRT102683 j 


30% 


67.4% 


71.9% 


ECO103454 


PPU1 11883 


47% 


99.2% 


99.2% 


ECO103454 


PSY1 00824 


41% 


98.4% 


94.3% 


ECO103454 


SPA100719 


77% 


99.7% 


99.7% 


ECO103454 


STY1 00795 


81% 


99.7% 


99.5% 


ECO103454 


SMU100322 


25% 


79.3% 


82.1% 


ECO 103461 


BCE109623 


35% 


95.2% 


98.8% 


ECO103461 


BMA103660 


35% 


95.2% 


98.8% 


ECO103461 


EBC104191 


83% 


100% 


100% 


ECO103461 


ECO103461 


100% 


100% 


100% 


ECO103461 


KPN307938 


80% 


5.4% 


100% 


ECO103461 


KPN308657 


74% 


99.1% 


99.3% 


ECO103461 


PRT100405 


49% 


97.7% 


98.2% 


ECO103461 


PPU1 11873 


45% 


98.2% 


100% 


ECO103461 


SPA106506 


84% 


54.4% 


100% 


ECO103461 


STY105426 


84% 


100% 


100% 


ECO103461 


STM106756 


84% 


100% 


100% 


ECO103461 


YPS003633 


41% 


7.7% 


5.3% 


ECO103462 


BFU109953 


25% 


25.8% 


22.3% 


ECO103462 


ECO103462 


100% 


100% 


100% 


ECO 103462 


KPN106090 


46% 


40.4% 


90% 


ECO103462 


SPA101762 


85% 


100% 


100% 


ECOl 03462 


STY100775 


85% 


100% 


100% 


ECO103462 


STM103692 


85% 


100% 


100% 


ECO103462 


YPS002670 


62% 


98.8% 


97.7% 


ECO103466 


BCE1 08241 


65% 


100% 


100% 


ECO103466 


BFU106008 


64% 


100% 


100% 


ECO103466 


BMA106393 


65% 


100% 


100% 


ECO 103466 


CJU101489 


26% 


96.2% 


97.1% 


ECO103466 


CAC100708 


33% 


99.1% 


99.4% 


ECO103466 


CAC101801 


37% 


99.1% 


99.1% 


ECO 103466 


CAC101940 


35% 


99.7% 


100% 


ECOl 03466 


CDP100963 


38% 


99.4% 


99.7% 
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Homolog Coverage 


ECO 103466 


EBC101783 


96% 


91.4% 


98.7% j 


ECO103466 


ECO103466 


100% 


100% 


100% 


ECO103466 


HIN101160 


60% 


99.4% 


100% 


ECO103466 


HPY100295 


48% 


99.1% 


99.4% 


ECO103466 


KPN304272 


93% 


91.2% 


98.4% 


ECO103466 


LPN103397 


29% 


99.1% 


99.4% 


ECO103466 


MCA100667 


28% 


69.3% 


41.8% 


ECO103466 


MAV102745 


37% 


98.5% 


98.7% 


ECO103466 


MBV101684 


37% 


98.5% 


98.7% 


ECO103466 


MTU203611 


37% 


98.5% 


98.7% 


ECO103466 


PMU100237 


60% 


99.4% 


99.7% 


ECO103466 


PRT105623 


85% 


100% 


100% 


ECO 103466 


PAE204501 


64% 


100% 


100% 


ECO103466 


PPU101447 


64% 


100% 


100% 


ECO103466 


PSY104822 


63% 


100% 


100% 


ECO103466 


SPA102841 


94% 


93.8% 


100% 


ECO 103466 


STY100767 


97% 


100% 


100% 


ECO103466 


SAU504414 


32% 


99.1% 


70.1% 


ECO103466 


YPS002639 


87% 


91.2% 


98.1% 


ECO103467 


BCE104912 


54% 


96.8% 


95.6% 


ECO103467 


BFU1 15490 


52% 


95.9% 


93.8% 


ECO103467 


BFU113558 


56% 


97.2% 


96.1% 


ECO103467 


BMA100120 


54% 


96.8% 


90.2% 


ECO103467 


CAC102581 


48% 


9.3% 


22.9% 


ECO 103467 


CAC102670 


25% 


89.2% 


83.4% 


ECO103467 


CAC101493 


25% 


79.8% 


75.2% 


ECO103467 


CBO100751 


26% 


83.7% 


79.5% 


ECO103467 


CBO101097 


27% 


91.2% 


86.8% 


ECO103467 


CBO101308 


26% 


93.6% 


87.5% 


ECO103467 


CDF101830 


19% 


53.5% 


45.4% 


ECO103467 


CDF101269 


27% 


98.3% 


97.3% 


ECO103467 


CDP101702 


29% 


61.7% 


56.5% 


ECO103467 


EBC100767 


91% 


100% 


100% 


ECO103467 


EFM101064 


24% 


53.3% 


68.0% 


ECO103467 


ECO103467 


100% 


100% 


100% 


ECO103467 


HIN100833 


54% 


96.6% 


94.0% 


ECO103467 


HPY100294 


39% 


94.4% 


91.1% 


ECO103467 


KPN300418 


89% 


29.3% 


84.9% 


ECO103467 


KPN304271 


91% 


100% 


98.0% 


ECO103467 


LPN103438 


24% 


57.0% 


81.0% 


ECO103467 


PMU100236 


67% 


98.3% 


99.2% 


ECO103467 


PRT105891 


80% 


100% 


100% 


ECO103467 


PAE204498 


53% 


94.6% 


94.9% 


ECO103467 


PAE204494 


52% 


97.6% 


96.8% 


ECO103467 


PPU104151 


52% 


97.8% 


98.0% 


ECO103467 


PSY104769 


53% 


97.8% 


96.9% 


ECO103467 


SPA102842 


92% 


96.6% 


100% 


ECO103467 


STY100765 


93% 


100% 


100% 


ECO103467 


SAU602660 


25% 


92.5% 


90.0% 


ECO 103467 


YPS002641 


84% 


100% 


1 nno/ 

100% 


ECO103468 


EBC100465 


78% 


64.8% 


99.7% 


ECO103468 


ECO103468 


100% 


100% 


100% 


ECO103468 


KPN303031 


82% 


96.2% 


99.3% 


ECO103468 


PRT105266 


50% 


94.9% 


98.4% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO 103468 


SPA102846 


86% 


ao oo/ 
98.8% 


0/7 >!0/ 

97.4% 


ECO103468 


STY100745 


84% 


<V7 AO/ 1 

97.9% 




ECO103468 


YPS002684 


63% 


r\£ no/ 

96.7% 


AO CO/ 


ECO103478 


BAN108883 


66% 


C\A 00/ 

94.3% 


Ivvvo 


ECO103478 


BAN105755 


69% 


C\A 10/ 

94.3% 


OT AO/ 
9 /.U% 


ECO103478 


CAC100946 


62% 


f\ 1 AO/ 

91.4% | 


n/ no/ 
9 0.9% 


ECO103478 


CBO101002 


64% 


r\ 1 AO/ 

91.4% 


rv/r AO/ 

96.9% 


ECO103478 


CDF100848 


65% 


ni ao/ 

91.4% 


AC CO/ 

95.5% 


ECO103478 


CDF100586 


67% 


a 1 AO/ 

91.4% 


AC CO/ 

95.5% 


ECO103478 


CDF103776 | 


67% 


r\ i a o / 

91.4% 


AC CO/ 

95.5% 


ECO 103478 


EBC 104565 


95% 


i aaii/ 

100% 


1 AAO/ 
100% 


ECO103478 


EFA200173 


42% 


90% 


AO CO/ 

92.5% 


ECO103478 


EFA202387 


69% 


AAO/ 

90% 


AO AO/ 

93.9% 


ECO 103478 


EFM101712 


67% 


oo 1 o/ 

87.1% 


AO 00/ 

92.3% 


ECO103478 


EFM101550 


67% 


87.1% 


AO 00/ 


ECO 103478 


EFM101770 


67% 


nn 1 o/ 

87.1% 


AA AO/ 

90.9% 


ECO103478 


ECO103478 


100% 


100% 


1 AAO/ 

100% 


ECO103478 


KPN300213 


100% 


77.1% 


1 AAO/ 

100% 


ECO103478 


KPN303047 


100% 
68% 


100% 
87.1% 


1 AAO/ 

100% 


ECO103478 


LMO 102272 


AA AO/ 

90.9% 


ECO103478 


MAV105135 


65% 


91.4% 


AC CO/ 

95.5% 


ECO103478 


PRT104862 


74% 


1 AAO/ 

100% 


1 AAO/ 

100% 


ECO103478 


PRT100460 


77% 


1 AAO/ 

100% 


1 AAO/ 

100%. 


ECO 103478 


PRT101016 


78% 


1 AAO/ 

100% 


1 AAO/ 

100% 


ECO103478 


PAE203264 


59% 


A if TO/ 

95.7% 


AC 00/ 

95.7% 


ECO103478 


PPU1 11381 


59% 


95.7% 


AC OO/ 

95.7% 


ECO103478 


PSY108061 


62% 


91.4% 


1 AAO/ 

100% 


ECO103478 


SPA102026 


100% 


100% 


1 AAO/ 

100% 


ECO103478 


STY100718 


100% 


100% 


1 AAO/ 

100% 


ECOl 03478 


STM103774 


100% 


100% 


1 AAO/ 

100% 


ECO103478 


SAU800816 


67% 


91.4% 


AC CO/ 

95.5% 


ECO103479 


BFR103841 


20% 


85.0% 


OC TO/ 

85.7% 


ECO103479 


BCE103351 


26% 


A £ AO/ 

46.2% 


AO AO/ 

93.0% 


ECO103479 


BCE1 06925 


30% 


48.0% 


^A AO/ 

69.0% 


ECO103479 


BCE1 14303 


28% 


fr\ AO/ 

62.4% 


£A CO/ 

69.5% 


ECO103479 


BCE1 14066 


28% 


62,4% 


OC CO/ 

75.5% 


ECO 103479 


BCE101996 


30% 


613% 


AC OO/ 

95.7% 


ECO103479 


BCE1 14648 


30% 


61.3% 


r*c oo/ 

95.7% 


ECO103479 


BCE1 10494 


28% 


78.0% 


AO /TO/ 

93.6% 


ECO103479 


BCE100189 


29% 


78.0% 


AO iTO/ 

93.6% 


ECO103479 


BCE 106087 


29% 


no r\o/ 

78.0% 


AO CO/ 

93.6% 


ECO 103479 


BCE101088 


30% 


r\ A 00/ 

94.2% 


A1 /10/ 1 

91.4% I 


ECO103479 


BFU100233 


28% 


A>l OO/ 

94.2% 


A1 /40/ 

91.4% 


ECO103479 


BMA108532 


32% 


94.2% 


t\C OO/ 1 

95.3% 


ECO 103479 


BMA106321 


32% 


94.2% 


OA AO/ 

89.0% 


ECO103479 


CBO100985 


22% 


51.4% 


73.5% 


ECO103479 


CDP102415 


23% 


89.6% 


88.8% 


ECO103479 


CDP101144 


23% 


89.6% 


88.8% 


ECO103479 


CDP102452 


23% 


89.6% 


88.8% 


ECO 103479 


CDP101135 


0*50/ 

23% 


CO. /CO/ 

89.0% 


OO 00/ 

oo.o /o 


ECO103479 


CDP101982 


35% 


96.0% 


90.6% 


ECO103479 


CDP102843 


20% 


89.6% 


88.8% 


ECO103479 


EBC101067 


59% 


96.5% 


98.8% 


ECO103479 


EBC101652 


95% 


83.2% 


92.9% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


rlOIuOlOg V/UVCIagO 


ECO103479 


EBC104471 


94% 


1 AA0/ 


1Aft% 
1UU /o 


ECO103479 


EFA200870 


24% 


Oil 0°/.. j 

y4.z/o 


OO.J /0 j 


ECO103479 


EFM202055 


o ao/ 

30% 




oo.u /o 


ECO103479 


EFM200192 


1A0/ 

30% 


OA 0% 

y4.z /o 


OJ.H /0 


ECO 103479 


EFM201962 


1 AO/ 

30% 


QA 00/ 

y 4.Z/0 


Ot.v /O 


ECO 103479 


EFM201089 


30% 


Q/l 00/ 

y4.Z% 


R5 4% 


ECO 103479 


iiCO10j4/9 


100% 


iUV% 




ECO103479 


HIN101685 


29% 


OO /10/ 

32.4% 


OU.O /0 


ECO103479 


KPN302648 i 


41% 


jTQ 00/ 

00.2% 


R0 ^% 
oz.j) /o 


ECO103479 


KPN301346 


37% 


Q/C <o/ 


OA 0% 
y**.z /0 


ECO103479 | 


KPN306050 


37% 


QQ / O/ 

yyA/o 


07 1% 
> / . 1 /0 


ECO 103479 


KPN306422 


no/ 

37% 


yy.4/o 


yj*j /o 


ECO 103479 


X rrrrr T A f\m A A 

MTU405844 


36% 


70 OOZ 

Z / . / /o 


RR 7% 
OO. / /o 


ECO 103479 


NGO101258 


OOO/ 

28% 


QO C0Z 

oj.o/o 


R1 4% 


ECO103479 


NGO1012H 


000/ 

28% 


53. 0/O 


R1 AOA 


ECO103479 


PRT103503 


96% 


00. J /o 


1 \J\J /Q 


ECO103479 


PSY107047 


O Af%/ 

24% 


AO 00/ 
9/. /% 


QC 0% 

50. y /o 


ECO103479 


PSY109085 


24% 


AO 00/ 

97. /% 


01 ^oz 
/ 1 .3 /o 


ECO 103479 


PSY106353 


o An/ 

24% 


AO 00/ 

y /. /to 


oj.y /0 


ECO103479 


PSY101205 


O Aft/ 

24% 


AO 00/ 


OA ^OA 
/4.3/0 


ECO103479 


PSY 106020 


O AQ/ 

24% 


AO 00/ 


0^ 0% 


ECO 103479 


SAU502782 


0^0/ 

26% 


/IO 90/. 


A1 5% 


ECO103479 


OAT TZ" C\T\t\ A A 

SAU500044 


000/ 

28% 


/TO 00/ 
Oo.Z/o 


0 1% 
z. 1 /o 


ECO 103479 


SAU502067 


000/ 

2o% 


Oo.Z/o 


0 fi% 

Z.v/0 


ECO103479 


SAU500005 


o oo/ 

28% 


<c 00/ 
oo.Zyo 


0 fi% 
Z.U/o 


ECO 103479 


SAU500516 


000/ 

27% 


10/ 


01 10/ | 

Z J . 1 /0 


ECO103479 


SMU101315 


O AO/ 

20% 


<1 >io/ 
j 1 .4% 


10 0% 

jLy.z/o 


ECO103479 


SMU101317 


o 1 n/ 

21% 


O/C TO/ 
OO. /% 


1% 
OJ.l /o 


ECO103479 


SMU101999 


21% 


o<c 10/ 

86.7% 


ca 1% 
o3.I /o 


ECO103479 


SMU101889 


O 1 ft/ 

21% 


or 00/ 
OO. /% 


01 10/ 
53.1 /o 


ECO 103479 


SMU101940 


O 1 ft/ 

21% 


o/c 00/ 
OO. / % 


OA 0% 

/4»y /o 


ECO103479 


SMU101868 


010/ 
21% 


8£ 70/ 
50. / /o 


R^ 1% 


ECO 103479 


OTi\T 1 AC O 

SPN 102057 


oao/ 
2U% 


cm ao/ 
j4J /o 




ECO 103479 


CTTYVTI AOOOO 

SPN 102327 


TA0/ 
ZU% 


ca ao/ 
/o 


5% 


ECO 103479 


SPN103482 


OA0/ 

20% 


c a a ox 
->4,jyo 


/0 


ECO103479 


SPN102932 


OA0/ 

20% 


^/l ao/ 


O^.J/0 


ECO 103479 


SPY201024 


010/ 

21% 


00 70/ 
oZ./% 


7R A% 

/ O .*T /0 


ECO103479 


SPY200151 


0 -1 0/ 
21% 


00 00/ 
82.7% 


OO /10Z 
/5.4/0 


ECO103479 


YPS002400 


"5 AO/ 

30% 


OA 10/ 


Oft 

yo.D /o 


ECO103479 


YPS003294 


OiCO/ 
26% 


co/ 


O/C cqz 

oo.j /o 


ECO 103479 


YPS003683 


OOO/ 

27% 


O/l 00/. 


01 0% 


ECO 103479 


YPS003696 


O*70/ 

2/% 




01 0% i 


ECO103479 


YPS003677 


070/ 

2/% 


O/l 00/ 
y4.Z /o 


01 9% 


ECO 103479 


YPS003267 


000/ 

Z/% 


QA OO/, 
yH.Z /o 


R7 6% 


ECO103479 


YPS004286 


070/ 

2/% 


QA OOA 
y4.Z /o 




ECO103479 


YPS003702 


000/ 

27% 


Q>» OO/ 

y4.Zyo 


01 9% 


ECO103479 


YPS003739 


000/ 
27% 


A/t 00/ 

94.2% 


Ol 90-d 

yi.z/o 


ECO103480 


BAN100066 


27% 


iiO AO/ 

42.0% 


4o.y/o 


ECO103480 


BANl 07672 


000/ 
27% 


01 TO/ 

83. /% 


Q£ R°/\ 

y 0.0/0 


llLUIUj'foU 


RANlOl 189 


27% 


92.2% 


93.6% 


ECO103480 


BFRllOOl 


48% 


96.1% 


98.6% 


ECO103480 


BPT105636 


26% 


25.8% 


35.3% 


ECO103480 


BPT101318 


27% 


91.5% 


74.5% 


ECO 103480 


BCE103148 


53% 


15.2% 


100% 



789 



WO 02/077183 



PCT/US02/09107 



Query LocusID 


Homolog LocusID 


identity 


v^uery coverage 


rionioiog coverage 


ECO 103480 


"D PC 1 A A CIO 

r>CE109512 


^10Z 


Zj.J /o 


inn 0 /, 


ECO103480 


oCcluoiZO 


D /To 


OA 00/ 


7 J .4/0 


ECO103480 


T3/T21 A1 A£C 

BCE101065 


j97o 


07 oo/ 
Z/.Zyo 


/0 


ECO 103480 


T>/~iTM A/1 /I OQ 

oCbl04439 


J I/O 


OA 00/ 

zy. j /o 


7 J .4/0 


Yy/-\f\ 1 AO A OA 

ECO 103480 


D/"*T? 1 AO AAO 

DUblU2005 


OO/o 


OQ 00/ i 

oy .Z /o 


08 0% 


T7/^»/^\ 1 AO A OA 

ECO 103480 


T"> /~i"r? 1 A1 O AH 

BCE101347 


coo/ 
J / /o 


OQ CO/ 

Oo.D/o 


yo. j /o 


T^/-i/"\ 1 AO A OA 

ECO 103480 ! 


T3/TM 1000A 

DUE 112/20 


c<o/ 

J J 70 


40 40/ 

4Z.470 


0^ 0% 


ECO 103480 


BCE1 12765 


ceo/ 


yfO /10/ 
4Z.4% 


O£o/ 

yo/o 


T , >/"l/*\ 1 AO A O A 

ECO 103480 


T"» rn? 1 1 O O O A 

BCE1 13320 


coo/ 
J 3yo 


£Q £0/ 
Oo.O/o 


£A 00/ 

oy.o/o 


T"?/"~i/"\ i AO >1 O A 

ECO 103480 


"D i^T? 1 A/ A/CO 

J3UE104962 


jOto 


01 0°Z. 

y i .y /o 


yo.y /o 


T^/'t/'XI AO yl OA 

ECO 103480 


T> OT7 1 1 A O /I A 

BCE 114240 


C/C0/ 


A£ 00/ 

yo.o/o 


yo.o/o ; 


T^/^/^VI AO vf OA 

ECO 103480 


DPTJ1A/1 K1 

BCE1U41M 


J //o 


A£ 00/ 

yo.o/o 


yo.o/o 


pnA1 AO yl OA 

ECO 103480 


"T»T7T 71 AA1 OO 

BrU100183 


43% 


1 £ 00/ 
1 O.J 70 


9£ 00/ 

50. o/o 


■r-« /""^/"N i AO /I OA 

ECO 103480 


T>T7T 71 AAOOO 

BFU100232 i 


coo/ 
03% 


Q£ CO/ 


OO 00/ 

y5.y /o 




JdJVIAIU /5U5 


JU /o 




97 1% 


T7/"*»/"\1 AO /I OA 

ECO 103480 


/">TXT> 1 A1 OOf> 

CDP1012S9 


/! 00/ 

4o% 


OA AO/ 
Z4.U/0 


01 0% 

yi.y/o 


T"» /"^/"v 1 AO /I OA 

ECO 103480 


/1AT41 A1 OAO 

CDP101898 


coo/ 

53% ! 


AC 1 0/ 

ZJ.1% 


QC AO/ 

yj.y /o 


-i-> /->/^v 1 AO >< OA 

ECO103480 


/Tr-\T"> 1 AO A A 1 

CDP 102491 


/I 00/ 
4570 


/IO Q0/ 

43. o% 


£^ co/ 
00. J /o 


T7 f~l/-\ 1 AO /I OA 

ECO 103480 


/Tvni A1 A /zc\ 

CDP 101 469 


40% 


£7 <0/ 


04 10/ f 

y4.i/o j 


t-i /"l/*"v i AO /I OA 

ECO 103480 


/~»T\Ti1 A1 OOO 

CDP101278 


4/% 


/CO CO/ 
0/.J% 


Q4 10/ 

y4.i /o 


X7/^r\t AO /I OA 

EGO103480 


nr\D1 A1 1 AC 

CDP101146 


/I TO/ 

4/% 


£7 CO/ 
0/.070 


QA 1°/ 

y4.i/o 


JbCUlU34oO 


riT\T)i AAOC/1 

CDr 1UU5J4 


40/0 


£Q OO/ 

Oy.j /o 


yo.o/o 


T?/~»/ r "V 1 AO A OA 

ECO 103480 


/TYD1 AAC Oft 

CDP100589 


43% 


oo ooz 
yz.y/o 


OR 1Q/ 

ys.i /o 


T7/-i/^v 1 AO /I O A 

ECO 103480 


/or\Tl 1 A 1 1 O A 

CDP 101 134 


/i CO/ 

45% 


OO 00/ 


07 40/ 

y /.4/o 


T7i^/~*1 AO /(OA 

ECO103480 


t?rjA1 A/1 /111 

br>C104413 


000/ 

93% 


00 CO/ 

jZ.j/o 


1 AAO/ 
1UU/0 


T"}/"^/""\ 1 AO ^ OA 

ECO 103480 


T*?r>/~11 f\A A £0 

EBC 104468 


A/<0/ 

94% 


1 AAO/ 

100% 


1 AAO/ 

lUOYo 


ECO 103480 


r ii ) a AAA f r\ 

EFA200869 


/i 1 a/ 

41% 


OA >40/ 

89.4% 


AA iT0/ 

99.6% 


ECO 103480 


EFM202052 


57% 


££ 1 0/ 

66.1% 


AA CO/ 

99.5% 


ECO 103480 


EFM201053 


ceo/ 

55% 


AO AO/ 

92.9% 


AO 1 0/ 

98.1% 


ECO 103480 


I'H nk /rr* A 1 AO /I 

EFM201924 


ceo/ 

55% 


AO AO/ 

92.9% 


AO 1 0/ 

9o.l7o 


T"i 1 AO jI OA 

ECO 103480 


C1?X MAAC 1 O 

EFM200512 


coo/ 
53% 


AO 00/ 

98.2% 


1 AAO/ 

IOOto 


T< 1 AO i(OA 

ECO103480 


TO/""»/"\1 AO AOf\ 

ECO 103480 


1 AAO/ 

100% 


1 AAO/ 
100% 


1 AAO/ 

IOOto 


T^ , /"*/"\ 1 AO /4 OA 

ECO 103480 


TTTXT 1 A 1 O A A 

HIN101249 


coo/ 
53% 


07 £0/ 
2/. 070 


04 £0/ 
54.0/0 


ECO 103480 


TTTXT 1 AA^T> 

HIN 100472 


coo/ 
53% 


0£ 00/ 

ZO.9% 


A4 40/ 
04.4 /o 


T7/~»/"\ 1 AO /I OA 

ECO 103480 


TTTXT1 A1 £0£ 

H1M101686 


56% 


7/1 00/ 

/4.2% 


A£ 00/ 

y 0,5/0 


T7/"^/-\ 1 AO /I OA 

ECO 103480 


KPN306758 


£00/ 
00% 


A 1 O0/ 

41. /% 


o^ oo/ 
yD.y /o 


priA "t AO A OA 

ECO103480 


VAXTO AO O ZTO 

KPN303368 


£O0/ 

68% 


£/l 00/ 

04. /% 


oo oo/ 
92.970 


T?/"'»/"\ 1 AO A O A 

ECO103480 


T/"TYKTO AOOOA 

KPN308870 


£C0/ 

65% 


OA 00/ 

o9.o% 


0^7 00/ 

9 /.3% 


/"^/~\ * AO /4 OA 

ECO103480 


KPN306624 


£O0/ 

62% 


AO 00/ 

97.2% 


AO 00/ 

9/. 9 /o 


T~}/^f~\1 AO vl OA 

ECO 103480 


T X47"M AO£A£ 

LMO 102606 


000/ 

33% 


OO 00/ 

9/. 2to 


0£ 40/ 

y 0.4 /o 


T7/*^/~\ 1 AO /(OA 

ECO 103480 


T X 1 A AOO o 

LMO 100732 


0 00/ 

33% 


AO 00/ 

9/.270 


OO Q0/ i 

yo.y/o ! 


T7/~l/^ 1 AO v!OA 

ELU103480 


■\jTD\71 A/1 1 /IO 

JVLdV 104142 


000/ 

2/yo 


oo oo/ 

7Z.Z70 


01 Q0/ 


T2f~ir\'l AO/1 OA 

ECU 103480 


X/PTT TO AO /I A 1 

Ml U2U2443 


000/ 

z /% 


oo oo/ 
9Z.Z/0 


OQ AO/ 

/5.U/0 


ECO 103480 


TV jfTT TOAAOTVA 

MTU200790 


ooo/ 
27% 


oo 00/ 
92.2% 


Q£ CO/ 

50.5 /o 


ECO 103480 


X /TTT TOA1 1 CO 

MTU 20 1352 


ooo/ 
2/% 


OO 00/ 

92.2% 


01 00/ 
y 1 .5 /o 


T?f~^/~\ 1 AO /t OA 

ECO 103480 


X /TTT TOA1 TO /I 

MTU201734 


ooo/ 
27% 


AO 00/ 

92.2% 


Q1 00/ 
91.570 


T">/~'*/~\ 1 AO /(OA 

ECO 103480 


X jfTT TO A 1 O A O 

MTU201742 


000/ 

27% 


AO 00/ 

92.2% 


A1 OO/ 

91.8% 


ECO 103480 


tl jrmr TO AO ATI 

MTU202073 


27% 


AO 00/ 

92.2% 


0£ CO/ 

86.5% 


ECO 103480 


TV JTTT TO AO 1 O O 

MTU202133 


27% 


AO 00/ 

92.2% 


OO AO/ 

78.0% 


EXsKJ 1U.345U 


X^O-TTOAOO/IC 


97% 
Z/ /o 


00 0% 
7Z.Z /o 


Q/Z CO/ 
OO.J /0 


ECO103480 


MTU203144 


27% 


92.2% 


86.5% 


ECO103480 


MTU203335 


27% 


92.2% 


91.8% 


ECO103480 


MTU202612 


27% 


92.2% 


82.3% 


ECO103480 


MTU202776 


27% 


92.2% 


86.5% 
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Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103480 


MTU203142 


27% 


92.2% 


co/ 
00.5% 


ECO 103480 


MTU203428 


27% 


92.2% 


AO/ 

78.0% 1 


ECO103480 


MTU203283 


27% 


92.2% 


OC CO/ 

86.5% 


ECO103480 


MTU202320 . 


27% 


92.2% 


CO/ 

86.5% 


ECO103480 


NGO101257 


54% 


91.9% 


97.4% 


ECO103480 


NGO101209 


54% 


92.9% 


96.3% 


ECO103480 


NME201142 


42% 


92.9% 


96.0% 


ECO103480 


PRT105818 


98% 


28.6% 


AO CO/ 

98.8% 


ECQ103480 


PSY1 02003 


58% 


96.1% 


AT CO/ 

y/.D/o 


ECO103480 


SPA102022 


62% 


49.5% 


1 AAO/ 


ECO103480 


SAU801804 


29% 


64.0% 1 


AC 00/ 


ECO103480 


SEP200536 


36% 


89.8% 


AO AO/ 

98.4% 


ECO103480 


SMU100679 


50% 


95.1% 


AO 00/ 

98.2% 


ECO103480 


SMU1 02069 


51% 


95.1% 


AO TO/ 

98.2% 


ECO103480 


SMU102045 


51% 


95.1% 


AO *>0/ 

98.2% j 


ECO103480 


SMU101759 


51% 


95.1% 


AO TO/ 

98.2% 


ECO103480 


SMU101315 


51% 


95.1% 


£ O 00/ 

5S.3% 


ECO103480 


SMU102094 


51% 


95.1% 


AO 00/ 

98.2% 


ECO103480 


SPN400754 


51% 


55.5% 


AO 00/ 

98.8% 


ECO103480 


SPN401338 


50% 


55.5% 


98.8% 


ECO103480 


SPN401445 


50% 


55.5% 


AO 00/ 

98.8% 


ECO103480 


SPN400496 


54% 


38.5% 


O C 00/ 

85.3% 


ECO103480 


SPN400885 


51% 


27.9% 


1 AAO/ 

100% I 


ECO103480 


SFN400352 


50% 


20.5% 


AO AO/ 

98.4% 


ECO103480 


SPN400495 


44% 


12.0% 


97.1% 


ECOl 03480 


SPY201025 


47% 


93.3% 


99.3% 


ECO103480 


SPY200150 


47% 


93.3% 


99.3% 


ECO103480 


UUR100374 


28% 


66.8% 


r\f\ OA/ 

92.8% 


ECO103480 


YPS003775 


48% 


89.8% 


97,7% 


ECO103480 


YPS003983 


48% 


89.8% 


AT TQ/ 

97.7% 


ECO103480 


YPS003822 


48% 


89.8% 


AT TO/ 

97.7% 


ECO103480 


YPS003777 


48% 


89.8% 


97.7% 


ECQ103480 


YPS004197 


48% 


89.8% 


97.7% 


ECO103480 


YPS003268 


48% 


89.8% 


OjT to/ 

97.7% 


ECO103480 


YPS003297 


48% 


89.8% 


97.7% 


ECO103480 


YPS003731 


48% 


89.8% 


rvT TO/ 

97.7% 


ECO103481 


ABA103575 


48% 


100% 


rvA AO/ 

99.9% 


ECOl 03481 


BCE1 13806 


46% 


71.7% 


98.0% 


ECO103481 


BFU101557 


43% 


99.6% 


99.0% 


ECO103481 


BMA100998 


44% 


99.3% 


100% 


ECOl 03481 


CJU101159 


31% 


99.9% 


r\A TO/ 

99.7% 


ECO103481 


CDF104028 


36% 


98.7% 


r\o co/ 

98.5% 


ECO103481 


EBC104561 


93% 


99.9% 


100% 


ECO103481 


EFA200400 


35% 


99.4% 


69.7% 


ECQ103481 


EFM200195 


36% 


97.1% 


68.8% 


ECO103481 


ECO103481 


100% 


100% 


100% 


ECO103481 


HIN100903 


69% 


100% 


100% 


ECO103481 


HPY100956 


29% 


99.4% 


99.3% 


ECOl 03481 


KPN303050 


92% 


100% 


100% 


ECO 103481 


T TJXT1 AT 1 AO 

LrN1021Uo 


/MO/ 




Q7 4% 
y i •** /o 


ECO103481 


LMO101909 


33% 


99.0% 


98.8% 


ECO103481 


MCA101554 


47% 


99.4% 


99.6% 


ECO103481 


NGO101359 


45% 


99.9% 


99.7% . 


ECO103481 


NME200487 


45% 


99.9% 


99.7% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


11 " » 'bill' .lit' lull! 'U ' 

Homolog Coverage 


ECO103481 


PMU101102 


69% 


100% 


100% 


ECO103481 


PRT101496 


79% 


100% 


100% 


ECO103481 


PAE200008 


51% 


99.9% 


99.9% 


ECO103481 


PPU102205 


50% 


99.9% 


99.9% 


ECO103481 


PSY107524 


50% 


99.9% 


99.9% 


ECO103481 


SPA102021 


89% 


72.9% 


100% 1 


ECO103481 


STY100713 


94% 


100% 


100% 


ECO103481 


SPN401327 


35% 


97.5% 


97.3% 


ECO103481 


SPY201298 


35% 


97.5% 


97.3% 


ECO103481 


VCH100020 


68% 


99.6% 


99.6% 


ECO103481 


YPS003356 


85% 


100% 


100% 


ECO103482 


ABA105776 


76% 


96.0% 


88.9% 


ECO103482 


BPT101206 


74% 


96.0% 


28.7% 


ECO103482 


BCE104446 


71% 


96.0% 


88.9% 


ECO103482 


BFU105313 


70% 


96.0% 


87.1% 


ECO103482 


BMA109515 


72% 


96.0% 


75.8% 


ECO103482 


CJU100654 


66% 


92.4% 


96.9% 


ECO103482 


CPN200896 


54% 


96.0% 


28.2% 




CTR?00l?3 




Qfi 0% 


284% 


ECO103482 


CDF1 02122 


63% 


95.7% 


97.3% 


ECO103482 


EBC104560 


97% 


100% 


100% 


ECO103482 


EFA104079 


62% 


97.7% 


96.0% 


ECO103482 


EFM101836 


71% 


59.7% 


94.8% 


ECO103482 


ECO103482 


100% 


100% 


100% 


ECO103482 


HIN100906 


90% 


98.7% 


99.0% 


ECO 103482 


HPY100944 


60% 


93.7% 


93.1% 


ECO103482 


KPN305504 


98% 


100% 


100% 


ECO103482 


LMO101725 


61% 


96.7% 


97.0% 


ECO103482 


MCA102165 


74% 


99.0% 


93.7% 


ECO103482 


NGO101356 


72% 


97.0% 


99.3% 


ECO103482 


NME200485 


73% 


96.0% 


97.3% 


ECO103482 


PMU101098 


91% 


98.7% 


99.7% 


ECO103482 


PRT101495 


94% 


99.3% 


100% 


ECO103482 


PAE200009 


76% 


97.7% 


93.3% 


ECO103482 


PPU103628 


76% 


97.7% 


93.3% 


ECO103482 


PSY103530 


76% 


97.7% 


82.8% 


ECO103482 


SPA100735 


98% 


100% 


100% 


ECO103482 


STY100712 


98% 


100% 


100% 


ECO103482 


SMU101427 


60% 


97.0% 


29.8% 


ECO103482 


SPN401328 


61% 


97.4% 


94.8% 


ECOl 03482 


SPY201299 


62% 


97.0% 


94.4% 


ECO103482 


VCH100021 


88% 


100% 


91.8% 


ECO103482 


YPS003357 


93% 


100% 


99.7% 


ECO103483 


BAN104874 


25% 


42.9% 


70% 


ECO103483 


BAN103246 


27% 


97.0% 


97.1% 


ECO103483 


BFR102685 


31% 


27.2% 


30.9% 


ECO103483 


BFR101730 


20% 


85.2% 


85.1% 


ECO103483 


BFR101210 


23% 


84.9% 


85.4% 


ECO103483 


BPT101994 


22% 


95.5% 


94.6% 


ECO103483 


BFU100798 


25% • 


35.0% 


31.6% 


ECO103483 


BMA103871 


20% 


93.4% 


90.4% 


ECO103483 


CBO103448 


20% 


94.6% 


99.7% 


ECO103483 


EBC106435 


81% 


100% 


100% 


ECO103483 


ECO103483 


100% 


100% 


100% 
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Quay Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


HSmolog Coverage 


ECO103483 


KPN301174 


65% 


43.5% 


100% 


ECO103483 


KPN303040 


71% 


100% 


100% 


ECO103483 


LMO100418 


24% 


22.4% 


29.2% 


ECO103483 


MAV100271 


30% 


17.8% 


13.7% 


ECO103483 


PPU103844 


23% 


60.7% 


68.6% 


ECO103483 


PSY101101 


20% 


53.2% 


46.7% 


ECO103483 


SPA100737 


81% 


100% 


lOOyo 


ECO103483 


STM103799 


81% 


100% 


100% 


ECO103483 


SEP100270 


23% 


84.0% 


80.3% 


ECO103483 


SMU101666 


25% 


95.8% 


87.4% 


ECO103483 


VCH102759 


23% 


85.2% 


83.5% 


ECO103483 


YPS003266 


58% 


100% 


100% 


ECO103487 


BFR10693 


48% 


94.3% 


99.5% 


ECO103487 


BCE111113 


66% 


99.1% 


82.7% 


ECO103487 


BFU102389 


67% 


99.1% 


99.1% 


ECO103487 


CDF101665 


49% 


99.8% 


96.5% 


ECO103487 


EBC104589 


91% 


100% 


95.4% 


ECO 103487 


EFA201077 


48% 


98.9% 


99.5% 


ECO103487 


EFM101257 


46% 


98.6% 


99.3% 


ECO103487 


ECO103487 


100% 


100% 


100% 


ECO103487 


HIN101085 


71% 


99.5% 


99.8% 


ECO103487 


KPN302422 


83% 


99.5% 


99.8% 


ECO 103487 


KPN301170 


90% 


100% 


100% 


ECO103487 


PRT101394 


81% 


99.1% 


99.5% 


ECO103487 


PSY102073 


68% 


99.1% 


99.5% 


ECO103487 


SPA103028 


89% 


98.6% 


100% 


ECO103487 


STY100698 


92% 


100% 


100% 


ECO103487 


YPS002755 


85% 


99.5% 


99.8% 


ECO103488 


BCE1 11238 


65% 


79.7% 


79.8% 


ECO103488 


BFU102365 


60% 


97.3% 


99.1% 


ECO103488 


EBC104587 


90% 


100% 


100% 


ECO103488 


EFM202335 


36% 


99.7% 


97.8% 


ECO103488 


ECO 103488 


100% 


100% 


100% 


ECO103488 


HIN101084 


75% . 


99.4% 


99.1% 


ECO 103488 


KPN305781 


90% 


87.9% 


100% 


ECO103488 


NME300340 


23% 


29.4% 


20.6% 


ECO103488 


PSY102056 


59% 


99.4% 


94.5% 


ECO103488 


YPS002753 


82% 


100% 


99.7% 


ECO103494 


EBC104573 


93% 


95.0% 


99.2% 


ECO103494 


ECO103494 


100% 


100% 


100% 


ECO103494 


KPN300323 


91% 


40.3% 


96% 


ECO 103494 


KPN308799 


90% 


99.5% 


99.3% 


ECO103494 


MCA101391 


43% 


99.0% 


99.5% 


ECO103494 


NGO101874 


46% 


99.0% 


99.3% 


ECO103494 


NME200590 


47% 


99.0% 


99.3% 


ECO103494 


PRT101493 


73% 


98.8% 


99.5% 


ECO103494 


SPA103032 


91% 


99.5% 


100% 


ECO 103494 


STY100694 


92% 


99.5% 


99.8% 


ECO103494 


STM103821 


92% 


99.5% 


99.8% 


ECO 103494 


VCH100019 


62% 


1 Ano/ 
lvv/o 




ECO 103494 


YPS003375 


79% 


99.8% 


98.8% 


ECO103506 


BCE104022 


22% 


47.2% 


35% 


ECO103506 


EBC104569 


56% 


100% 


100% 


ECO103506 


ECO103506 


100% 


100% 


100% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103506 


PMU100998 


21% 


91.1% 


85.0% 


ECO103506 


PPU107094 


24% 


26.4% 


12.4% 


ECO103506 


PSY105244 


31% 


95.5% 


93.4% 


ECO103510 


ABA100619 


66% 


92.8% 


99.4% 


ECO103510 


BPT103076 


69% 


90.6% 


92.8% 


ECO103510 


BCE103462 


69% 


90.6% 


96.7% 


ECO103510 


BFU107758 


70% 


90.2% 


96.6% 


ECO103510 


BFU102740 


71% 


90.6% 


97.0% 


ECO103510 


BMA106098 


72% 


90.6% 


86.6% 


ECO103510 


CDP101458 


64% 


92.4% 


98.8% 


ECO103510 


EBC104578 


93% 


98.5% 


100% 


ECO103510 


EFA201951 


48% 


90.0% 


97.4% 


ECO103510 


ECO103510 


100% 


100% 


100% 


ECO103510 


KPN305829 


65% 


92.4% 


99.0% 


ECO103510 


MCA101417 


66% 


91.1% 


97.6% 


ECO103510 


MAV101769 


67% 


92.6% 


99.0% 


ECO103510 


MBV105125 


66% 


92.6% 


99.0% 


ECO103510 


MTU200456 


66% 


92.6% ' 


99.0% 


ECO103510 


PRT1 05557 


48% 


93.0% 


99.2% 


ECO103510 


PAE201982 


66% 


92.4% 


99.0% 


ECO103510 


PAE204019 


67% 


92.4% 


99.0% 


ECO103510 


PPU108163 


67% 


92.4% 


99.0% 


ECO103510 


PSY105710 


64% 


92.4% 


99.0% 


ECO103510 


SPA101536 


88% 


83.2% 


98.9% 


ECO103510 


STY100416 


95% 


94.5% 


100% 


ECO103510 


SAU800167 


43% 


90.0% 


97.6% 


ECO103510 


SEP201069 


43% 


90.0% 


97.4% 


ECO103510 


SHA101810 


43% 


90.8% 


98.2% 


ECO103510 


VCH100804 


63% 


90.0% 


90.2% 


ECO103510 


VCH101789 


64% 


92.6% 


99.2% 


ECQ103514 


ABA100615 


35% 


44.6% 


39.0% 


ECO103514 


BPT102214 


40% 


100% 


100% 


ECO103514 


BCE1 10352 


37% 


98.5% 


98.5% 


ECO103514 


BFU103486 


39% 


98.5% 


97.6% 


ECO103514 


BMA102102 


35% 


98.5% 


99.5% 


ECO103514 


EBC104570 


79% 


100% 


100% 


ECO103514 


ECO103514 


100% 


100% 


100% 


ECO103514 


KPN303410 


69% 


99.5% 


99.5% 


ECO103514 


PMU101100 


30% 


99.5% 


100% 


ECO103514 


PAE200466 


33% 


93.6% 


93.2% 


ECO103514 


PPU107390 


34% 


98.5% 


97.6% 


ECO103514 


PSY102773 


29% 


99.0% 


97.1% 


ECO103514 


SPA103113 


60% 


89.1% 


99.4% 


ECO103514 


STY100410 


87% 


100% 


. 100% 


ECO103515 


ABA100225 


26% 


68.3% 


56.4% 


ECO103515 


ABA100477 


27% 


24.4% 


97.4% 


ECO103515 


BAN104847 


19% 


21.9% 


3.7% 


ECO103515 


BAN109223 


32% 


5.6% 


34.8% 


ECO103515 


BAN101440 


31% 


6.0% 


31.7% 


ECO103515 


BAN1 10288 


24% 


23.3% 


18.6% 


ECO103515 


BFR104422 


62% 


2.0% 


27% 


ECO103515 . 


BCE108121 


25% 


30.8% 


70.0% 


ECO103515 


BCE104951 


26% 


28.1% 


38.7% 


ECO103515 


BFU107935 


28% 


24.3% 


41.6% 
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Query LocusBD 


Homolog Locus ID 


Identity 


Query Coverage 




ECO103515 


BFU100092 


47% 


6.4% 


98.9% 


ECO103515 


BFU10Q109 


27% 


14.5% 


55.1% 


ECO103515 


BFU102581 


29% 


10.2% [ 


4.6% 


ECO103515 


BMA107682 


25% 


50.8% 


25.9% 


ECO103515 


CAC100404 


31% 


6.3% ! 


31.2% 


ECO103515 


EBC 107494 


28% 


7.6% 


75% 


ECO103515 


EBC103412 


28% 


i2.6% 


35.0% 


ECO103515 


EBC104888 


27% 


25.3% 


62.3% 


ECO103515 


ECO100686 


96% 


23.6% 


68.1% 


ECO103515 


ECO101427 


77% 


38.0% 


77.7% 


ECO103515 


ECO100488 


77% 


90.6% 


88.2% ! 


ECO103515 


ECO100683 


96% 


91.2% 


89.9% 


ECO103515 


ECO103405 


98% 


90.8% 


88.6% 


ECO103515 


ECO103515 


100% 


100% 


100% 


ECO103515 


PRT103688 


31% 


7.6% 


73.6% 


ECO103515 


PRT103361 


34% 


O 00/ 

8.2% 


78.0% 


ECO103515 


PRT103421 


25% 


r s on/ 

56.2% 


65.1% 


ECO103515 


PAE202682 


33% 


90.6% 


88.7% 


ECO103515 


PPU107712 


33% 


7.8% 


93.1% 


ECO103515 


PPU1 10484 


27% 


26.0% 


83.0% 


ECO103515 


PPU109654 


25% 


O 00/ 

2.8% 


84.4% 


ECO103515 


PPU107101 


42% 


4.0% 


5.5% 


ECO103515 


PPU109653 


28% 


42.6% 


95.3% 


ECO103515 


PPU109652 


26% 


56.6% 


54.6% 


ECO103515 


PPU1 10482 


26% 


11.3% 


5.4% 


ECO103515 


PSY108533 


34% 


C 1 0/ 

5.1% 


83.6% 


ECO103515 


PSY101322 


59% 


A 10/ 

4.3% 


24.3% 


ECO103515 


PSY105816 


47% 


*t ah/ 

7.4% 


45.3% 


ECO103515 


PSY102083 


25% 


13.9% 


11.8% 


ECO103515 


SPA106438 


43% 


6.2% 


5.5% 


ECO103515 


SPA100247 


28% 


54.6% 


67.7% 


ECO103515 


STY104094 


26% 


51.3% 


33.3% 


ECO103515 


STY104095 


30% 


24.7% 


74.9% 


ECO103515 


STM103807 


43% 


8.0% 


45.5% 


ECO103515 


STM103806 


26% 


51.3% 


33.1% 


ECO103515 


YPS002860 


25% 


OT CO/ 

87.5% 


75.9% 


ECO103523 


EBC103810 


88% 


1 000/ 

100% 


100% 


ECO103523 


ECO103523 


100% 


1 000/ 

100% 


100% 


ECO103523 


KPN303392 


84% 


1 000/ 

100% 


98.5% 


ECO103523 


PMU101Q63 


35% 


81.5% 


94.8% 


ECO103523 


SPA103110 


91% 


0*7 00/ 

97.9% 


100% 


ECO103523 


STY100404 


92% 


97.9% 


97.4% 


ECO103523 


STM104139 


92% 


97.9% 


97.4% 


ECO103523 


VCH103763 


43% 


91.3% 


96.4% 


ECO103523 


YPS003321 


77% 


87.2% 


94.0% 


ECO103527 


ABA104933 


86% 


C\C HQ/ 

96.7% 


100% 


ECO103527 


BAN 109344 


30% 


O 1 00/ 

21.0% 


24.4% 


ECO103527 


BAN107706 


33% 


f\ 1 Aft/ 

21.0% 


23.8% 


ECO103527 


BPT100U7 


46% 


94.9% 


972% 


ECOl 03527 


BBU100683 


26% 


J£.0 /o 


41.4% 


ECO103527 


BCE101035 


37% 


94.2% 


84.3% 


ECO103527 


BFU108951 


43% 


98.5% 


90.7% 


ECO103527 


| BMA102489 42% 


94.7% 


98.7% 


ECO103527 


! CBOI01704 ! 51% 


31.8% 


37.4% 
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ECO103527 


CDF103639 


42% 


35.9% 


26.2% 


ECO103527 


EBC103192 


94% 


95.7% 


100% 


ECO103527 


EFA200385 


25% 


43.2% 


52.2% 


ECO103527 


EFM200941 


31% 


86.9% 


87.7% 


ECO103527 


ECO103527 


100% 


100% 


100% 


ECO103527 


HIN101704 


75% 


94.9% 


98.7% 


ECO103527 


KPN305761 


93% 


95.2% 


95.7% 


ECO103527 


LMO10U42 


32% 


24.5% 


27.1% 


ECO103527 


MCA101122 


42% 


96.7% 


96.0% 


ECO103527 


MAV103878 


37% 


93.4% 


67.6% 


ECO103527 


MBV102018 


37% 


93.4% 


90.1% 


ECO103527 


MLP101240 


37% 


93.4% 


88.2% 


ECO103527 


MTU201839 


37% 


93.4% 


88.2% 


ECO 103527 


NGO101059 


43% 


92.9% 


94.4% 


ECO103527 


NME201451 


43% 


92.9% 


94.4% 


ECO103527 


PMU100288 


43% 


94.9% 


96.9% 


ECO103527 


PRT105377 


34% 


88.1% 


83.4% 


ECO103527 


PAE204767 


86% 


96.0% 


99.7% 


ECO103527 


PPU1 08584 


84% 


96.0% 


99.7% 


ECO103527 


SPA100379 


93% 


67.4% 


100% 


ECO103527 


STY100378 


93% 


100% 


100% 


ECO103527 


STM104153 


94% 


100% 


100% 


ECO103527 


SAU802346 


24% 


41.2% 


49.3% 


ECO 103527 


SEP200052 


23% 


41.2% 


49.3% 


ECO103527 


SEP200853 


23% 


41.2% 


49.3% 


ECO103527 


SHA1O2078 


24% 


43.2% 


51.6% 


ECO103527 


SMU1 00940 


20% 


53.8% 


71.3% 


ECO103527 


SPN400627 


30% 


91.7% 


88.9% 


ECO103527 


SPY200298 


31% 


91.7% 


85.1% 


ECO103527 


TPA100288 


33% 


30.3% 


41.6% 


ECO103527 


VCH103702 


79% 


95.2% 


99.7% 


ECO103527 


YPS003024 


83% 


94.7% 


98.4% 


ECO103528 


ABA105744 


53% 


95.5% 


97.5% 


ECO103528 


BAN1 11603 


46% 


96.2% 


94.4% 


ECO103528 


BAN100700 


46% 


96.2% 


94.4% 


EC.O103528 


BPT100876 


51% 


98.1% 


90.7% 


ECO103528 


BCE100810 


57% 


96.8% 


98.7% 


ECO103528 


BFU1 14284 


57% 


96.8% 


98.7% 


ECO103528 


BMA108062 


56% 


96.8% 


98.7% 


ECO103528 


CJU100835 


43% 


93.6% 


95.5% 


ECO 103528 


CPN200085 


37% 


93.0% 


92.9% 


ECQ103528 


CTR200816 


40% 


93.0% 


96.0% 


ECO 103528 


CAC101314 


46% 


95.5% 


93.8% 


ECO103528 


CBO101580 


48% 


95.5% 


93.8% 


ECO103528 


CDF102268 


49% 


95.5% 


96.8% 


ECO103528 


CDP101138 


50% 


96.8% 


97.4% 


ECO103528. 


EBC103195 


92% 


99.4% 


99.4% ! 


ECO103528 


EFA200904 


47% 


97.5% 


92.3% 


ECO103528 


EFM101106 


44% 


98.7% 


94.0% 


ECO103528 


ECO 103528 


100% 


100% 


100% 


ECO103528 


H1N1 00746 


76% 


98.1% 


96.2% 


ECO103528 


KPN303405 


91% 


99.4% 


99.4% 


ECO103528 


LPN101992 


52% 


95.5% 


98.7% 


ECO103528 


LMO102766 


42% 


98.7% 


92.3% 
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ECO103528 


MCA101505 


45% 


98.1% 


89.5% 


ECO103528 


MAV100739 


47% 


97.5% 


99.4% 


ECO103528 


MBV100056 


49% 


98.1% 


100% 


ECO103528 


MLP100266 


51% 


98.1% 


97.5% ! 


ECO103528 


MTU203321 


49% 


98.1% 


100% 


ECO103528 


MGE100355 


40% 


95.5% 


92.8% 


ECO103S28 


MPN100321 


38% 


94.9% 


92.2% 


ECO103528 


NGO100616 


63% 


98.1% 


100% 


ECO103528 


NME202053 


62% 


98.1% 


100% 


ECO103528 


PMU101513 


74% 


98.1% 


97.5% 


ECOl 03528 


PRT105528 


75% 


100% 


100% j 


ECO103528 


PAE205122 


60% 


95.5% 


98.0% 


ECO103528 


PPU102022 


59% 


97.5% 


100% 


ECO103528 


PSY103965 


58% 


95.5% 


99.3% 


ECO103528 


SPA102933 


78% 


95.5% 


100% 


ECO103528 


STY100375 


94% 


99.4% 


99.4% 


ECO103528 


STM104165 


94% 


99.4% 


99.4% 


ECO103528 


SAU801855 


47% 


95.5% 


96.8% 


ECO 103528 


SEP200039 


44% 


94.9% 


96.2% 


ECO103528 


SHA1 00689 


45% 


95.5% 


96.8% 


ECO103528 


SMU100459 


41% 


97.5% 


84.6% 


ECO103528 


SPN400432 


41% 


97.5% 


85.6% 


ECO103528 


SPY200270 


42% 


98.1% 


85.2% 


ECO 103528 


UUR100270 


36% 


93.6% 


90.7% 


ECO103528 


VCH102658 


61% 


97.5% 


99.4% 


ECO103528 


YPS001568 


80% 


100% 


100% 


ECO 103532 


ABA103075 


51% 


97.6% 


96.5% 


ECO103532 


BAN1 13633 


24% 


69.9% 


47.5% 


ECO103532 


BAN1 11729 


26% 


78.3% 


83.3% 


ECO103532 


BPT100884 


55% 


98.8% 


96.5% 


ECO103532 


BCE111871 


43% 


54.2% 


97.9% 


ECO103532 


BFU102721 


53% 


100% 


96.6% 1 


ECO103532 . 


BMA104651 


47% 


100% 


97.7% 


ECO103532 


CAC103641 


32% 


77.1% 


84.2% j 


ECO103532 


CBO 100935 


41% 


74.7% 


82.7% 1 


ECO103532 


EBC103201 


91% 


98.8% 


98.8% 


ECO103532 


ECO103532 


100% 


100% 


100% 


ECO103532 


HIN100551 


52% 


80.7% 


27.4% 


ECO103532 


KPN303391 


86% 


100% 


100% 


ECO103532 


LPN103574 


57% 


100% 


98.8% 


ECO103532 


LMO102441 


32% 


69.9% 


65.9% 


ECO 103532 


MCA101632 


51% 


98.8% 


92.3% 


ECO103532 


MAV105267 


32% 


66.3% 


66.7% 


ECO103532 


MBV103242 


33% 


66.3% 


66.7% 


ECO103532 


MTU303412 


33% 


66.3% 


66.7% 


ECO 103532 


NGO101743 


46% 


98.8% 


97.6% 


ECO103532 


NME200622 


46% 


98.8% 


97.6% 


ECO103532 


PMU101347 


41% 


80.7% 


27.4% 


ECO103532 


PAE205124 


56% 


98.8% 


97.6% 


ECO103532 


PPU1 11081 


50% 


98.8% 


97.6% 


ECO103532 


PPU102025 


56% 


98.8% 


97.6% 


ECO103532 


PSY103987 


56% 


98.8% 


98.8% 


ECO103532 


SPA102936 


89% 


100% 


100% 


ECO103532 


STY100347 


89% 


100% 


100% 
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ECO103532 


SEP200786 


39% 


a r\ Aft/ 

49.4% 




ECO103532 


SHA102895 


32% 


90.4% 


Ol <o/ 


ECO103532 


VCH102600 


50% 


OA *70/ 
Ol). I/O 


ZO. t 70 


ECO103532 


YPS001530 


78% 


98.8% 


1 AAO/ 

10U% 


ECO103533 


ABA102523 


32% 


100% 


y f.o/o 


ECO103533 


BAN106269 


27% 


85.3% 


A£ AO/ 


ECO103533 


BPT100886 


35% 


68.5% 


£H AO/ 

67.9% 


ECO103533 


BCE105965 


39% 


71.3% 


*JO 1 0/ 

72.1% 


ECO103533 


BFU102720 


39% 


71.3% 


71.6% 


ECO103533 


BMA104409 


36% 


71.3% 


74.8% j 


ECO103533 


CDF1 03903 


32% 


cc ao/ 

55.9% 


79.0% j 


ECO103533 


EBC103202 


83% 


1 AAO/ 

100% 


1 AAO/ 

1UU% 


ECO103533 


EFA200318 


34% 


O C OO/ 

85.3% 


At CO/ 


ECO103533 


ECO103533 . 


100% 


1 AAO/ 
100% 


1 AAO/ 


ECO103533 


HIN100724 


49% 


98.6% 


r\0 AO/ 

98.0% 


ECO103533 


KPN303388 


86% 


100% 


1 AAO/ 
100% 


ECO103533 


LPN101562 


30% 


100% 


1 AAO/ 
100% 


ECO103533 


LMO 100345 


28% 


86.0% 


93.7% 


ECO103533 


MCA103138 


31% 


97.9% 


r\s Aft/ 

96.4% 1 


ECO103533 


MBV102118 


30% 


84.6% 




ECO103533 


MTU200323 


30% 


O A CCi/ 

84.6% 


CO "10/ 

jz. /to 


ECO103533 


PMU101433 


49% 


94.4% 


QO CO/ 

yz.370 


ECO103533 


PRT105992 


63% 


100% 


OQ AO/ 

yo.oyo 


ECO103533 


PAE205125 


34% 


no ^o/ 

98.6% 


AO 00/ 
y /.O70 


ECO103533 


PPU1 12071 


37% 


f\ *■ eft/ 

96.5% 


ao i 0/ 

y/.l70 j 


ECO103533 


PSY103984 


35% 


r\ /• pft/ 

96.5% 


AO 1 0/ 

y/.iyo 


ECO103533 


SPA102935 


90% 


100% 


1 AAO/ 

100% 


ECO103533 


STY100345 


93% 


100% 


100% 


ECO103533 


SAU801534 


. 30% 


86.0% 


89.1% 


ECO103533 


SEP200938 


30% 


57.3% 


61.7% 


ECO 103533 


SHA100982 


26% 


86.0% 


92.2% 


ECO103533 


SMU100073 


33% 


83.9% 


A1 CO/ 

91.5% 


ECO103533 


SPN400595 


28% 


83.9% 


r\S AO/ 

96.0% 


ECO103533 


SPY201177 


32% 


86.7% 


f\A £0/ 

94.6% 


ECO103533 


VCH102617 


48% 


100% 


AA OO/ 

99.3% 


ECO103533 


YPS001525 


65% 


100% 


AA 0 5/ 

99.3% 


ECO103536 


BAN110223 


31% 


60.3% 


or An/ 

85.4% 


ECO103536 


BBU100769 


35% 


57.8% 


e a ^0/ 

54.6% 


ECO103536 


CJU100594 


37% 


52.3% 


Af\ 00/ 

40.3% 


ECO103536 


EBC103198 


80% 


96.0% 


OO 00/ 

87.570 


ECO103536 


ECO103536 


100% 


100% 


1 AAO/ 
100% 


ECO103536 


HIN1 00735 


43% 


74.0% 


OO AO/ 
Of A/0 


ECO103536 


KPN303397 


81% 


94.9% 


OC 1 0/ 

85.1% 


ECO103536 


PMU101508 


39% 


80.9% 


01 AO/ 

81.4% 


ECO103536 


PRT104883 


57% 


84.1% 


01 OO/ 

71.3% 


ECO103536 


PAE205130 


36% 


71.5% 


oc AO/ 

75.9% 


ECO103536 


PPU102030 


40% 


65.7% 


fr\ on/ 

69.8% 


ECO103536 


PSY103972 


41% 


63.9% 


66.5% 


ECO103536 


SPA100812 


80% 


93.1% 


1 AAO/ 

100% 


ECO103536 


STY 100339 


010/ 

81% 


QO £0/ 

yy.o% 


o j*y /o 


ECO103536 


STM104200 


81% 


99.6% 


85.9% . 


ECO103543 


BPT101420 


48% 


88.7% 


88.1% 


ECO103543 


BCE100302 


35% 


90.0% 


82.7% 


ECO103543 


BFU1 10339 


40% 


92.5% 


91.6% 
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ECO103543 


BMA100507 


38% 


92.5% 


Of 00/ 

85.9% 


ECO103543 


CJU101059 


26% 


88.4% 


84.5% 


ECO103543 


EBC101072 


78% 


99.1% T 


96.6% 


ECO103543 


ECO103543 


100% 


100% 


1 AAA/ 

100% 


ECO103543 


HPY100275 


29% 


88.4% 


85.3% 


ECO103543 


KPN303383 


85% 


93.4% 


92.3% 


ECOl 03543 


MBV100073 


28% ~1 


23.2% 


19.8% 


ECO103543 


MTU202125 


28% 


23.2% 


19.8% 


ECO 103543 


NGO100727 


40% 


89.0% 


87.9% 


ECO103543 


NME200227 


40% 


89.0% 


87.9% 


ECO103543 


PMU101843 


53% 


100% 


98.1% 


ECO103543 


PRT105756 


70% 


98.7% 


98.7% 


ECO103543 


PAE205006 


55% 


92.5% 


82.8% 


ECO103543 


PPU107407 


56% 


92.5% 


83.0% 


ECO103543 


PSY103596 


54% 


92.5% 


82,8% 


ECO103543 


SPA104078 


80% 


99.1% 


100% 


ECO103543 


STY104626 


84% 


99.1% 


99.7% 


ECO103543 


STM104218 


84% 


99.1% 


99.7% 


ECO103543 


YPS001475 


68% 


100% 


99.4% ! 


ECO 103544 


ABA103180 


19% 


28.9% 


24.9% 


ECO103544 


BAN108790 


21% 


43.2% 


69.8% 


ECO 103544 


BPT104383 


24% 


49.4% 


f a on/ 

52.8% 


ECO103544 


BBU100325 


28% 


16.0% 


7.4% 


ECO103544 


CDF104322 


21% 


49.6% 


89.5% 


ECO103544 


EBC103424 


28% 


91.6% 


96.5% 


ECO103544 


EFM102321 


21% 


52.7% . 


66.6% 


ECO 103544 


ECO103544 


100% 


100% 


100% l 


ECO103544 


HIN100855 


24% 


64.0% 


68.2% 


ECO103544 


HPY101022 


22% 


91.9% 


87.4% 


ECO103544 


LPN102235 


24% 


31.5% 


30.7% 


ECO103544 


PMU101863 


25% 


41.8% 


70.0% 


ECO103544 


SEP201692 


23% 


44.2% 


25.8% 


ECO103544 


SMU100130 


20% 


41.3% 


27.7% 


ECO 103544 


VCH100235 


23% 


56.6% 


58.9% 


ECO103557 


ABA100518 


45% 


99.6% 


97.1% 


ECO103557 


BAN104773 


39% 


99.6% 


98.9% 


ECO103557 


BPT1 00625 


50% 


100% 


97.5% 


ECO103557 


BCE1 15174 


48% 


100% 


100% 


ECO 103557 


BFU103412 


45% 


92.9% 


99.2% 


ECO103557 


BMA101577 


48% 


100% 


100% 


ECO103557 


CDP101174 


34% 


99.6% 


99.0% 


ECO103557 


EBC103421 


92% 


100% 


100% 


ECO103557 


EFA200419 


42% 


100% 


97.5% 


ECO 103557 


EFM202622 


41% 


100% 


98.2% 


ECO103557 


ECO103557 


100% 


100% 


100% 


ECO103557 


HIN100925 


57% 


100% 


99.3% 


ECO103557 


KPN301574 


91% 


100% 


100% 


ECO103557 


LPN 103244 


62% 


13.8% 


88.1% 


ECO103557 


LPN100873 


51% 


99.6% 


98.5% 


ECO 103557 


LMO 102025 


"5*70/ 

37% 


lUU/o 


100% 


ECO103557 


MCA103356 


46% 


99.6% 


96.0% 


ECO103557 


MAV106664 


33% 


99.6% 


98.2% 


ECO103557 


MBV100840 


33% 


99.6% 


98.3% 


ECO103557 


MLP101011 


34% 


99.6% 


98.2% 
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Query Locus© 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


ECO103557 


MTU202886 


33% 


99.6% 


98.3% 


ECO103557 


MGE100268 


29% 


100% 


96.1% 


ECO103557 


MPN100457 


29% 


99.6% 


98.9% 


ECO103557 


NGO100260 


53% 


100% 


100% 


ECO103557 


NME201370 


53% 


100% 


100% 


ECO103557 


PMU101145 


57% 


100% 


99.6% 


ECO103557 


PRT102120 


71% 


99.6% 


97.8% 


ECO103557 


PAE200356 


54% 


100% 


100% 


ECO103557 


PPU102181 


57% 


100% 


100% 


ECOl 03557 


PSY102749 


56% 


100% 


100% 


ECO103557 


SPA100823 


92% 


100% 


100% 


ECO103557 


STY104574 


94% 


100% 


100% 


ECOl 03557 


SAU801689 


35% 


100% 


100% 


ECO103557 


SEP201682 


33% 


100% 


100% 


ECO103557 


SHA100371 


34% 


100% 


100% 


ECO103557 


SMU101121 


39% 


100% 


99.6% 


ECO103557 


SPN400872 


36% 


100% 


99.3% 


ECO103557 


SPY200353 


37% 


100% 


98.9% 


ECQ1.03SS7 


inmino4i7 


15% 


99 6% 


99 6% 


ECO103557 


VCH100219 


61% 


99.6% 


99.6% 


ECO103557 


YPS001456 


79% 


99.6% 


99.6% 


ECO103558 


ABA102882 


80% 


92.7% 


100% 


ECOl 03558 


BAN104482 


32% 


89.1% 


100% 


ECO103558 


BAN1 13487 


34% 


89.1% 


100% 


ECO103558 


BFR105168 


45% 


60% 


53.2% 


ECO103558 


BPT106501 


76% 


100% 


100% 


ECO103558 


BBU100395 


50% 


96.4% 


89.8% 


ECO103558 


BCE102651 


76% 


100% 


100% 


ECO103558 


BFU101229 


78% 


100% 


100% 


ECO103558 


BMA107218 


76% 


100% 


100% 


ECO103558 


CJU100436 


48% 


63.6% 


67.3% 


ECO103558 


CPN200501 


52% 


96.4% 


100% 


ECO103558 


CTR200421 


52% 


96.4% 


100% 


ECO103558 


CAC102363 


36% 


89.1% 


100% 


ECO103558 


CBO103373 


34% 


89.1% 


100% 


ECOl 03558 


CDF1 04289 


34% 


89.1% 


90.7% 


ECO103558 


CDP102895 


57% 


89.1% 


90.7% 


ECO103558 


EBC103420 


98% 


100% 


100% 


ECOl 03558 


EFA203027 


40% 


89.1% 


100% 


ECO103558 


EFA202465 


42% 


89.1% 


100% 


ECO103558 


ECO103558 


100% 


100% 


100% 


ECOl 03558 


HIN1 00930 


81% 


98.2% 


96.4% 


ECOl 03558 


HPY101187 


57% 


63.6% 


67.3% 


ECO103558 


KPN301576 


96% 


100% 


100% 


ECOl 03558 


LPN100153 


58% 


87.3% 


88.9% 


ECO103558 


LMO102322 


51% 


60% 


67.3% 


ECOl 03558 


MCA101228 


76% 


92.7% 


100% . . 


ECO103558 


MAV102810 


53% 


89.1% 


90.7% 


ECO103558 


MBV100100 


51% 


89.1% 


90.7% 


ECO103558 


MLP101160 


32% 


89.1% 


89.1% 


ECO103558 


MTU202024 


51% 


89.1% 


90.7% 


ECO103558 


MGE100333 


48% 


63.6% 


66.0% 


ECO103558 


MPN100370 


48% 


63.6% 


66.0% 


ECO103558 


NGO101641 


76% 


92.7% 


100% 
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Identity 


U - iU_ b J -Ui' «L 

Query Coverage 


Homolog Coverage 


ECO103558 


NME202002 


78% 


92.7% 


100% 


ECO103558 


PMU101150 


81% 


98.2% 


96.4% 


ECO103558 


PRT104931 


94% 


100% 


100% 


ECO103558 


PAE205310 


86% 


92.7% 


100% 


ECO103558 


PPU101949 


78% 


92.7% 


100% 


ECO103558 


PSY107951 


80% 


92.7% 


100% 


ECO103558 


SPA1 00824 


100% 


100% 


100% 


ECO103558 


STY104571 


100% 


100% 


1 Ann/ 

100% 


ECO103558 


SAU801335 


45% 


60% 


/-*-T Oft/ 

67.3% 


ECO103558 


SEP204223 


36% 


89.1% 


r\ a 00/ 

94.2% 


ECO103558 


SHA1O0035 


45% 


60% 


s~*i on/ 

67.3% 


ECO103558 


SMU101280 


42% 


89.1% 


100% 


ECO103558 


SPN401941 


40% 


89.1% 


100% 


ECO103558 


SPY201651 


40% 


89.1% 


100% 


ECO103558 


TPA100231 


44% 


100% 


100% 


ECO103558 


UUR100539 


33% 


92.7% 


96.2% 


ECO103558 


VCH100217 


83% 


100% 


100% 


ECO103558 


YPS001453 


96% 


100% 


1 Ann/ 

100% 


ECO 103559 


ABA1 03779 


74% 


AD 00/ 

98.7% 


ao no/ 

98.7% 


ECO103559 


BAN102385 


42% 


73.1% 


OO *70/ 

8 8.7% 


ECO103559 


BFR100362 


41% 


96.2% 


OO OO/ 

87.2% 


ECO103559 


BPT102361 


75% 


97.4% 


AO ACi/ 

97.4% ! 


ECO103559 


BBU100349 


34% 


87.2% 


88.0% 


ECO103559 


BCE1 12085 


73% 


97.4% 


98.7% 


ECO103559 . 


BFU101231 


72% 


97.4% 


98.7% 


ECO103559 


BMA105211 


73% 


97.4% 


98.7% 


ECO103559 


CJU100415 


50% 


79.5% 


95.3% 


ECO103559 


CPN200424 


36% 


94.9% 


97.8% 


ECO103559 


CTR200355 


35% 


96.2% 


98.9% 1 


ECO103559 


CAC102140 


33% 


73.1% 


am on/ 

87.3% i 


ECO103559 


CBO103664 


45% 


42.3% 


52.4% 


ECO103559 


CDF103637 


38% 


60.3% 


75.8% 


ECO103559 


CDP102158 


50% 


98.7% 


88.5% 


ECO103559 


EBC103419 


96% 


84.6% 


100% 


ECO103559 


EFA201573 


41% 


67.9% 


85.5% 


ECO103559 


EFM101167 


43% 


67.9% 


85.5% 


ECOl 03559 


ECOl 03559 


100% 


100% 


100% 


ECO103559 


HIN1 00931 


85% 


98.7% 


98.7% 


ECO 103559 


HPY100486 


39% 


78.2% 


96.8% 


ECO103559 


KPN301578 


100% 


100% 


1 AAO/ 

100% 


ECO 103559 


LPN101298 


70% 


98.7% 


98.7% 


ECO103559 


LMO101238 


36% 


73.1% 


88.7% 


ECO103559 


MCA101216 


77% 


98.7% 


98.7% 


ECO103559 


MAV102809 


48% 


98.7% 


87.5% 


ECO 103559 


MBV100101 


44% 


98.7% 


98.7% 


ECO103559 


MTU202025 


45% 


98.7% 


98.7% 


ECO103559 


MGE100436 


32% 


79.5% 


95.3% 


ECO103559 


MPN100218 


29% 


78.2% 


AO OO/ 

92.3% 


ECO 103559 


NGO101643 


73% 


97.4% 


AO 10/ 

98.7% 




fNME2UZUU3 


110/ 

li/o 


Q7 AO/ 


OR 7% 


ECO103559 


PMU101151 


87% 


98.7% 


98.7% 


ECO103559 


PRT106105 


94% 


100% 


100% 


ECO103559 


PAE205311 


82% 


100% 


100% 


ECO103559 


PPU101950 


77% 


98.7% 


98.7% 
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Homolog LocusID 


lGenxiiy 


v^uery v-»uvci;<*s c 




ECO103559 


PSYlOlool 


70.0/ 


07 40/. 
y t.H/o 


98 7% 

✓ o» / /o 


ECO103559 


SPA1 00825 


O£0/ 

yoyo 


1 AAO/ 

lUU/o 


1 00% 

1 \J\J /o 


ECO103559 


STY104568 


A/CO/ ! 
96% 


1 AAO/ 

lUUyo 


1 uu /o [ 


ECO103559 


SAU801224 


vl CO/ 

45% 


T1 1 0/ 


oO. / /o 


ECO103559 


SEP201507 


45% 


*71 1 0/ 


RS 70/ 

OO. I/O \ 


ECO103559 


SHA1 00085 


/I AO/ 

49% 


1 0/ 


00. / /o 


ECO103559 


SMU103046 


A 10/ 

42% 


10/L 

OU.Jyo ; 


7^ 8<Vf, 
/ J.O /o 


ECO103559 


ATYK T A A AO A O 

SPN400398 


44% 


fj[\ -30/ 

OU. D /o 


7^ R% 

/ JtO /o 


ECO 103559 


SPY201454 


/1A0/ 
4070 


OW.J /o 


75 8% 

/ JiO /o 


ECO103559 


TPA100358 


1A0/ 


QO 70/ 

70. / /o 


98 7% 
70. / /o 


ECO103559 


UUR100210 


1 CO/ 

35% 


oZ.I /o 


yu.y /o 


ECO103559 


VCH100216 


o>to/ 
84% 


y /.H/o 


07 4% 

y / .*r/0 


ECO103559 


YPS001450 


AAO/ 

92% 


1 AAO/ 


1 AAO/ 
WV/0 


ECO103560 


ABA100367 


36% 


07 00/ 
y /.oyo 




ECO 103560 


BAN 1 00808 


O CO/ 

35% 


0*^ 1 0/ 
yj. 1 /o 


0^ Q% 
yj,y /o 


ECO 103560 


BAN105506 


36% 


Q< 1 0/ 
yD.lyo 


0/1 70/v 
y*t. / /o 


ECO103560 


BFR102521 


1 AO/ 

30% 


1 nno/. 

lUU/o 


07 8°/. 
y 1 .0 /o 


ECO 103560 


T"»TVP1 A AO A C 

BPT 100226 


OTO/ 

i/% 


OA 90/ 
y4.z /o 


0^ 8% 
yj.o /0 


ECO 1.03 5 60 


r»Ani AC7A/1 


/I AO/ 

4Uyo 


0^ ^°/. 

7J.J /O 


1 00% 


ECO 103560 


T»T7T T1 A 1 AO O 

BFU101233 


/110/ 

4Z% 


AC 10/ 

73.1 /0 


84 7% 

0*T.Zr /0 


ECO103560 


tn^ /T A 1 AA1 OO 

BMA109188 


A 1 0/ 
41% 


o<; ^0/ 

7J.J /O 


77 (W* 

I /.U/0 


ECO103560 


A /~» 1 A A O 1 A 

CAC102810 


OTO/ 

37% 


Q/l 70/ 


09 1% 
yz. 1 /o 


ECO103560 


CBO103355 


a /ioy 
34% 


QO ^0/ 

yy.oyo 


07 fto/, 

y /.o/o 


ECO103560 


CDF101879 


35% 


AO AO/ 


QO CO/ 

yj.o/o 


ECO103560 


■ i t a % y*t 4 AAA /\ 1 

EBC100201 ! 


74% 


TO AO/ 


Q7 Q0/ 

y /.o/o 


ECO103560 


EFA200193 


o vtn/ 

34% 


oc 1 0/ 

y^.i% 


01 ft 0 /. 

y 1.6/0 


ECO103560 


EFM200303 


37% 


A/i CO/ 


07 70/ 

yz.z/o 


ECO 103560 


ECO103560 


1 A Aft/ 

100% 


1 AAO/ 


iUU/o 


ECO103560 


H1N100932 


j4 Aft/ 

49% 


0*7 00/ 
9 /.o% 


O^ AO/, 

yj.o/o 


ECO103560 


KPN300918 


72% 


o/c no/ 


07 ^0/ 

y / . j /o 


ECO103560 


LPN101771 


35% 


*7A Aft/ 

/J. 2% 


1 ono/ 

IUU/o 


ECO103560 


LMO101629 


^ft/ 
36% 


CiA CO/ 


Oil AO/ 

y4.o/o 


ECO103560 


MCA100296 


35% 


1 T AO/ 

17.9% 


1/ no/ 
14. / /o 


ECO103560 


MAV100309 


39% 


CC OO/ 

55.8% 


^/c ao/ 
OO. r/o 


ECO103560 


NGO101171 


36% 


AO 1 0/ 


ao 70/ 
yo. / /o 


ECO 103560 . 


NME201319 


*> CO/ 

35% 


OO 1 0/ 

yy.i% 


QO 70/, 

yo. / /o 


ECO 103 560 


PMU101152 


47% 


AO AO/ 


08 7 ft / 

yo.z/o 


ECO103560 


PRT105105 


CIO/ 

51% 


OA 00/ 

yo.y /o 


07 ^% 

y / .0 /o 


ECO103560 


T"k A T?A AC 1 } 1 /I 

PAE205314 


43% 


lUU/o 




ECO 103560 


TVlYf T 1 A A AAA 

PPU 102092 


44% 


0^ ioz 
yj.i /o 


on 6% 

7U.U /0 


ECO103560 


PSY101245 


44% 


O/l 70/ 

y4./yo 


OA 70/ 

y4,z /o 


ECO103560 


SPA1 00826 


82% 


A/T AO/ 

yo.Uyo 


1 ono/ 

IUU/o 


ECO 103560 


STY104565 


83% 


az: ao/ 


07 ^0/ 

y/.j/o 


ECO103560 


SAU801660 


34% 


an CO/ 


OA 70/. 

yo. /yo 


ECO 103560 


SEP201625 


30% 


T/l iCO/ 


GO 00/. 

yu.o/o 


ECO103560 


SHA100476 


34% 


AO CO/ 

yy.o% 


OT 00/ I 

y /.o% 


ECO 103560 


SMU100239 


35% 


0*7 10/ 

y /.3% 


Q/C CO/ 

yo.jyo 


ECO 103560 


SPN400996 


33% 


O^ AO/ 

y4.oyo 


01 8°/ 

yi.o/o 


ECO103560 


SPY200848 


34% 


r\n 00/ 
y /.0% 


Q£ 00/ 

yo.y/o 




v V-/Xniuvjuz 


*+t>/0 


54.5% 


77.1% 


ECO103560 


VCH101757 


46% 


61.2% 


93.7% 


ECO103560 


VCH100215 


49% 


100% 


100% 


ECO103560 


YPS001448 


58% 


95.1% 


95.9% 


ECO103566 


BAN100899 


30% 


100% 


100% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage F 




ECO103566 


BAN1 11533 


30% 


100% 


100% 


ECO103566 


BFR101390 


29% 


98.3% 


99.7% 


ECO103566 


BPT102657 


37% 


100% 


100% 


ECO103566 


BBU100817 


25% 


92.0% 


92.4% 1 


ECOl 03566 


BCE1 13092 


36% 


100% 


91.1% 


ECO103566 


BFU100495 


37% 


100% 


97.5% 


ECO103566 


BMA101112 


35% 


100% 


100% 


ECO103566 | 


CAC102749 


31% 


100% 


100% 


ECO103566 


CBO102585 


31% 1 


100% 


99.0% 


ECO103566 


CDF100438 


28% 


100% 


100% i 


ECO103566 


CDP100884 


22% 


54.7% 


9.7% 


ECO103566 


EBC103735 


93% 


100% 


100% 


ECO 103566 


EFA201552 


31% 


99.7% 


100% 


ECO103566 


EFM200008 


31% 


99.7% 


100% 


ECO103566 


ECO103566 


100% 


100% 


100% 


ECO 103566 


HIN100447 


64% I 


100% 


100% 


ECO103566 


KPN302244 


94% ! 


100% 


100% 


ECO103566 


LPN101981 


40% 


■t a rift/ 

100% 


100% 


ECO103566 


LMO101342 


29% 


1 AAO/ 

100% 


100% 


ECO103566 


MCA100329 


28% 


21.6% 


14.5% 


ECO103566 . 


NGO101791 


39% 


aa to/ 

99.7% 


97.6% 


ECO103566 


NME200847 


39% 


r\(\ TO/ 

99.7% 


97.6% 


ECO103566 


PMU101875 


62% 


100% 


100% 


ECO103566 


PRT105877 


78% 


100% 


100% 


ECO103566 


PAE205330 


47% 


100% 


100% ! 


ECO103566 


PPU102122 


48% 


100% 


100% 


ECO103566 


PSY101215 


46% 


100% 


100% 


ECO103566 


SPA102558 


96% 


100% 


100% 


ECO103566 


STY 104537 


96% 


100% 


100% 


ECO103566 


STM104320 


96% 


100% 


100% 


ECO103566 


UUR100124 


23% 


23.3% 


16.8% 


ECO103566 


VCH1002O7 


64% 


100% 


100% 


ECO103566 


YPS001406 


87% 


100% 


100% 


ECO 103572 


BAN100143 


38% 


99.0% 


98.8% 


ECO103572 


BAN 104454 


39% 


99.0% 


98.3% 


ECO103572 


BFR102852 


29% 


99.4% 


97.7% 


ECO103572 


BFR11417 


35% 


99.4% 


97.9% 


ECO103572 


BPT102643 


47% 


98.7% 


92.6% 


ECO103572 


BBU100197 


39% 


s"c\ no/ 

69.9% 


73.0% 


ECO103572 


BCE1090H 


45% 


AA AO/ 

99.0% 


89.8% 


ECO103572 


BFU100498 


45% 


AA AO/ 

99.0% 


90.1% 


ECO103572 


BMA103413 


45% 


AA 1 O/ 

99.1% 


89.9% 


ECO103572 


CJU10H97 


33% 


OA AO/ 

89.0% 


86.3% 


ECO103572 


CAC103418 


42% 


96.6% 


96.8% 


ECO103572 


CBO103842 


40% 


99.6% 


99.9% 


ECO 103572 


CDF100493 


38% 


99.4% 


99.2% 


ECO103572 


CDP 100429 


38% 


99.1% 


96.8% 


ECO103572 


EBC103734 


96% 


100% 


100% 


ECO103572 


EFA202207 


39% 


98.4% 


y /.o7o 


bUU 103572 


briVLiOloDo 


/AO/ 
*fU/0 


no ao/ 


97.8% 


ECO103572 


ECO103572 


100% 


100% 


100% 


ECO103572 


HIN T 101707 


57% 


96.2% 


99.7% 


ECO103572 


HPY100762 


1 37% 


66.7% 


61.9% 


| ECO103572 


KPN302246 


! 94% 


56.0% 


100% 
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ECO103572 
i ECO103572 
ECQ103572 



ECO103572 
ECO103572 



Homolog LocusID 
LPN103344 
LMQ101019 
MAV102768 



p-rr :P tf PCT/U S02/09107, . 

r\f\ aim I 



ECO103572 



ECO103572 



ECQ103572 



MBV1Q1549 
MLP100302 



ECO103572 
ECQ1Q3572 
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Homolog LocusID 


Identity 


Query Coverage 


Ji 1L- .f * U JW .Jt, 1UU U 

Homolog Coverage 


ECO103581 


HPY101217 


25% 


92.8% 


94.3% 


ECO103581 


KPN300433 


68% 


58.3% 


100% 


ECO103581 


KPN309121 


83% 


97.1% 


99.3% 


ECO103581 


PMU101475 


21% 


95.1% 


100% 


ECO 103581 


SPA104210 


88% 


80.1% 


100% 


ECO103581 


STY104430 


89% 


97.1% 


99.3% 


ECO10358I 


STMI00075 


89% 


97.1% 


99.3 7o 


ECO103581 


SAU802534 


32% 


95.1% 


r\ c on/ 

95.8% 


ECO103581 


SHA103189 


24% 


45.3% 


89.0% 


ECO103581 


SMU101118 


35% 


94.8% 
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ECO103581 


SPN401301 


37% 


94.8% 


91.5% 


ECO103586 


BAN109879 
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85.2% 


86.5% 


ECO103586 
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23% 


85.2% 


84.9% 


ECO 103586 


BFR102459 


34% 


85.2% 


91.9% 


ECO103586 


BMA103057 


27% 


17.2% 


23.8% 


ECO103586 


CAC100931 


35% 


95.9% 


99.1% 


ECO 103586 


CBO103491 


32% 


96.8% 


94.5% 


ECO103586 


CDF101362 


35% 


83.5% 


99.8% 


ECO 103586 


EFA200688 


25% 


97.1% 


97.5% 


ECO103586 


EFM200238 
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93.5% 


94.5% 


ECO103586 


ECO103586 
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23.0% 
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ECO 103586 


KPN307303 


31% 


94.0% 


90.9% 


ECO 103586 


LMO100028 


38% 


97.1% 
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ECO103586 


PSY105729 


38% 
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23.9% 
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EBC105902 
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96.7% 
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86.8% 
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100% 


100% 


100% 
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88% 
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NGO103743 
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ECO103624 


NME200511 


68% 


95.7% 


100% | 


ECO103624 


PMU101162 


88% 


93.5% 


97.7% 


ECO103624 


PRT102996 


95% 


97.8% 


95.7% 


ECO103624 


PAE205565 


88% 


95.7% 


100% 


ECO103624 


PPU102199 


79% 


95.7% 


100% 


ECO 103624 


SPA101308 


100% 


100% 


100% 


ECO103624 


STY104683 


100% 


100% 
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ECO103624 


STM104752 


100% 


100% 


100% 


ECO 103624 


SAU802714 


62% 


93.5% 


95.6% 


ECO103624 


SEP201288 


62% 


93.5% 


95.6% 


ECO103624 


SHA100140 


62% 


93.5% 


95.6% 


ECO103624 


SMU102293 


69% 


93.5% 


97.7% 


ECO103624 


SPN401805 


74% 


84.8% 


88.6% 


ECO103624 


SPY200181 


67% 


93.5% 


97.7% 


ECO103624 


TPA100941 


71% 


97.8% 


88.2% 


ECO103624 


UUR100611 


75% 


97.8% 


93.8% 


ECO103624 


VCH100007 


80% 


91.3% 


93.3% 


ECO 103624 


YPS003462 


95% 


100% 


100% 


ECO103625 


ABA100989 


39% 


98.3% 


89.5% 


ECO103625 


BANU3266 


32% 


84.9% 


85.7% 


ECO103625 


BAN108182 


31% 


87.4% 


91.3% 


ECO103625 


BFR101294 


50% 


26.9% 


23.2% 


ECO103625 


BPT105773 


33% 
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74.8% 


ECO103625 


BBU100440 


26% 


84.9% 


87.4% 


ECO103625 


BCE1024U 


38% 


71.4% 


53.8% 


ECO103625 


BFU113418 


34% 


92.4% 


49.3% 


ECO 103625 


BMA108699 


37% 


69.7% 


52.9% 


ECO 103625 


CJU100890 


33% 


47.1% 


51.9% 


ECO 103625 


CPN200910 


36% 


75.6% 
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ECO103625 


CTR200162 


40% 
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77.3% 


ECO103625 


CAC102336 


32% 


55.5% 


55.5% 


ECO103625 


CBO103162 


27% 


87.4% 


94.6% 


ECO103625 


CDF103808 


28% 


89.1% 


93.9% 


ECO103625 


CDP101660 


30% 


68.9% 


73.9% 


ECO103625 


EBC100049 


91% 


76.5% 


100% 


ECO103625 


EFA200678 


28% 


82.4% 


83.9% 


ECO103625 


ECO103625 


100% 


100% 


100% 


ECO103625 


HIN100980 


69% 


100% 


100% 


ECO 103625 


KPN302213 


96% 


100% 


100% 


ECO103625 


LPN100279 


42% 


89.9% 


92.1% 


ECO103625 


LMO 102928 


29% 


82.4% 


83.2% 


ECO103625 


MCA103188 


38% 


73.1% 


64.2% 
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MAV100559 


28% 


80.7% 


90.2% 


ECO103625 


MGE1 00474 


26% 


79.0% 


73.4% 


ECO103625 


NGO101432 


42% 


72.3% 


71.9% 


ECO103625 


NME200510 


42% 


72.3% 


71.9% 


ECO103625 


PMU101163 


63% 


100% 


91.5% 


ECO 103625 


PRT102997 


78% 


100% 


100% 


ECO 103625 


PAE205564 


46% 


95.8% 


85.2% 


ECO 103625 


PPU102196 


46% 


95.8% 


69.7% 
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STY104781 
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100% 


100% 


ECO103625 


STM104793 


97% 


100% 


100% 


ECO103625 


SAU802713 


26% 


80.7% 


83.5% 


ECO103625 


SEP201290 


29% 


80.7% 


83.5% 


ECO103625 


SHA100141 


27% 


80.7% 


83.3% 


ECO103625 


SMU100665 


29% 


79.8% 


79.0% 


ECO103625 


SPN401851 


31% 


74.8% 


72.4% 


ECO103625 


SPY200178 


28% 


90.8% 


89.9% 


ECO103625 


UUR100610 


28% 


61.3% 


64.6% 


ECO103625 


VCH100006 


54% 


99.2% 


100% 


ECO103625 


YPS003466 


89% 


100% 


100% 


ECO103626 


ABA100996 


42% 


97.4% 


97.6% 


ECO 103626 


BAN106241 


26% 


32.7% 


80.2% 


ECO103626 


BAN101755 


36% 


38.1% 


84.2% 


ECO103626 


BFR11357 


23% 


95.8% 
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BPT100635 


36% 


98.2% 
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BBU100441 


34% 
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39% 
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33% 
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27% 
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CAC102265 


38% 
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CBO101415 
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37.4% 
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CDF102839 


36% 
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CDP101656 


33% 
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EBC104228 


92% 


100% 


100% 


ECO103626 


EFA200679 


35% 


34.7% 


70.2% 
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EFM202652 


27% 


33.0% 
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ECO103626 


ECO103626 


100% 


100% 


100% 
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HIN100982 


55% 


99.5% 


100% 
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HPY101429 


36% 


60.6% 
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ECO103626 


KPN300252 


83% 


24.6% 


87.1% 


ECO103626 


KPN302215 


86% 


98.0% 


100% 


ECO103626 


LPN100622 


26% 


10.4% 


80.3% 


ECO103626 


LMO102229 


36% 


36.5% 


71.4% 
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MCA103022 


44% 


97.4% 


98.0% 
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MAV100557 


24% 


37.6% 
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23% 


37.6% 
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98.2% 
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33% 
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55% 


99.5% 


100% 
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PRT103088 
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98.0% 


100% 
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42% 


97.8% 
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45% 
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PSY103555 


44% 
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SHA100992 
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21.7% 
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SMU100666 
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33.4% 
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SPN401850 
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37.0% 
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ECO103626 


TPA100939 
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UUR100609 
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ECO103626 
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56% 
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BAN104510 


33% 


99.1% 


99.3% 


ECO103627 


BFR11527 


35% 


99.6% 


99.8% 


ECO103627 


BPT102869 


55% 


98.7% 


98.0% 


ECO103627 


BBU100178 


29% 


99.3% 


98.5% 1 


ECO103627 


BCE104176 


54% 
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CPN201012 
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35% 


100% 


100% 
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EFA202098 


44% 


92.1% 


1 AAO/ 

100% 


ECO 103669 


ErM2UU533 


AAO/ 

44% 


yz. i /o 


1 fifi.% 

lvv/0 


ECO103669 


ECO103669 


100% 


100% 


100% 


[ECO103669 


HIN100480 


58% 


92.1% 


100% 


ECO103669 


KPN301442 


89% 


92.1% 


100% 


ECO103669 


PiMU100156 


58% 


92.1% 


100% 
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ECO103669 


PRT105359 


4TA0/ 

60% 


AO 1 O/ 

92.1% 


1 AAO/ 
1UU% 


ECO103669 


T\TYT T1 1 1 

PPU1H206 


vilO/ 

43% 


92.1% 


1 AAO/ 


ECO103669 


PSY 102602 


4Z% 


Q1 1 0/ 


lUUyo 


ECO 103669 


OT» A 1 A2? ZTO 

SPA105536 


ojyo | 


1*7 1 0/ 

3/.l% 


1 AAO/ 


ECO103669 


STY103824 


0*70/ 

o/% 


AO 1 0/ 


1 AAO/ 


ECO 103669 


STM 100985 


C70/ 

o/% 




1 AAO/ 

lUUyo 


ECO 103669 


OAT TO A A^ A 

SAU800269 


43% 


AO 1 0/ 

92.1% 


1 AA0/ 

lUUyo 


ECO103669 


SEP20H29 


42% 


A*> 1 0/ 

92.1% 


1 AAO/ 


ECO103669 


SHA100905 


46% 


AO 10/ 

92.1% 


1 AAO/ 
100% 


ECO103669 


SPY200859 


33% 


37.1% 


O/l CO/ 

24.5% 


ECO103669 


VCH102863 


51% 


92.1% 


OA 1 0/ 


ECOl 03669 


YPS000052 


68% 


<V> 1 ft/ 

92.1% 


1 A AO/ 

100% i 


ECO103671 


BANH3187 


46% 


no 1 o/ 

93.1% 


AO 10/ 


ECO103671 


BANlOl/66 


C CO/ 

55% 


Af AO/ 


Q^7 /10/ 

y lA /o 


ECO103671 


/Tr~» 1 A1 rjOT 

BCE101785 


O AO/ 

34% 


O/C AO/ 


QO Q0/ 

9z.y% 


ECO 103671 


yvr"» 1 Al AO /I 

BCE103924 


/« 00/ 

48% 


AO O0/ 


5*7 00/ 


ECO 103671 


BFU101396 


A 1 0/ 

41% 


AiC AO/ 


01 00/ 

yi.o% 


ECO103671 


BMA102013 


47% 


r»o 10/ 

93.1% 


0*7 00/ 
o /.0% 


F.C0 103671 


CDF101478 


46% 


H/T AO/ 

96.0% 


A-i no/ 


ECO 103671 


CDP101286 


28% 


93.1% 


AA 1 0/ 

90.1% 


ECO103671 


EBC100655 


95% 


Cf\ Oft/ 

59.8% 


1 AAO/ 
100% 


ECO 103671 


EFA200646 


24% 


77.6% 


OC /IO/ 


ECO 103671 


ECO103671 


1 AAD/ 

100% 


1 A AO/ 

100% 


1 AAO/ 
100% 


ECO103671 


TTTXT1 A A jl OO 

HDs 100482 


67% 


A/1 /10/ 

94.4% 


AO 00/ 


ECO103671 


KPN301440 


95% 


1 AAO/ 
100% 


1 AAO/ 


ECO 103671 


LPN100459 


33% 


o i no/ 

91.9% 


oi /;o/ 
93.070 


ECO 103 671 


MAV106603 


31% 


27.4% 


1 1 AO/ 

3 1 .0% 


ECO103671 


MLP 100257 


39% 


91.9% 


AH AO/ 

47.0% 


ECO 103671 


PMU100154 


66% 


99.1% 


97.8% 


ECO103671 


PRT101087 


84% 


99.7% 


100% 


ECO103671 


PAE201946 


38% 


91.3% 


87.0% 


ECO103671 


PPU1 11209 


37% 


91.3% 


0*t Oft/ 

87.3% 


ECO103671 


PSY102877 


40% 


94.7% 


AO 1 ft/ 

92.1% 


ECO103671 


SPA1 00608 


94% 


1 AAO/ 

100% 


1 AAO/ 

lOUyo 


ECO103671 


STY103820 


96% 


1 AAA/ 

100% 


1 AA0/ 
100% 


ECO103671 


STM100987 


96% . 


1 AAO/ 

100% 


1 AAO/ 
100% 


ECO103671 


SHA1 02966 


57% 


80.4% 


1 AAO/ 

100% 


ECO 103671 


SPY100941 


19% 


86.6% 


AC ^0/ 

95.6% 


ECO103671 


VCH102865 


73% 


99.7% 


A/ - r»o/ 

96.7% 


ECO103671 


YPS000319 


49% 


92.8% 


DA 1ft/ 

89.1% 


ECO 103672 


BAN104641 


49% 


89.5% 


96.4% 


ECO 103672 


BAN105239 


57% 


90.2% 


O/C /10/ 

00.4% 


ECO 103672 


BCE103519 


32% 


95.9% 


A 1 10/ 

91.1% 1 


ECO 103672 


BFU1 15574 


*iz*n/ 

26% 


A y* *> ft/ 

94.3% 


A1 OO/ 

91.8% 


ECO 103672 


BFU107090 


29% 


94.3% 


AA AO/ 

90.9% 


ECO103672 


BFU1 14046 


30% 


AC Aft/ 

95.9% 


AO OO/ 

93.8% 


ECO103672 


BMA103821 


32% 


98.6% 


AO *7ft/ 

93.7% 


ECO 103672 


CDF101501 


30% 


90.9% 


O A OO/ 

84.7% 


ECO 103672 


EBC100654 


97% 


94.9% 


1 AAA/ 

100% 


ECO 103 672 


bCUlOJo/2 


1 AA0/ 
100% 


1 AAO/ 
1UU% 


1 AAO/ 

lUUyo 


ECO103672 


HIN100483 


73% 


98.3% 


99.3% 


ECO103672 


KPN301439 


94% 


100% 


100% 


ECO103672 


LPN1 00587 


23% 


89.2% 


91.8% 


ECO103672 


MLP100258 


28% 


76.7% 


68.1% 
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ECO103672 


PMU100153 


75% 


99.0% 


99.0% 


ECO103672 


PRT101086 


77% 


100% 


100% 


ECO103672 


PAE201944 


32% 


93.9% 


AO TO/ 

93.7% 


ECO103672 


PPU103878 


32% 


92.2% 


OA TD/ 

89.7% 


ECO103672 


PSY101673 


34% 


98.6% 


AC 0,0/ 1 

95.2% 


ECO103672 


SPA100607 


95% 


100% 


1 Ann/ 

100% 


ECO103672 


STY103818 


97% 


i00% 


100% i 


ECO103672 


STM100988 


97% 


100% 


1 A AO/ ? 
100% 


ECO103672 


SHA100365 


49% 


89.5% 


85.6% 


ECO103672 


SMU100518 


24% 


90.5% 


86.6% 


ECO103672 


VCH102866 


70% 


99.7% 


1 A AO/ 

100% 


ECO 103672 


YPS003542 


31% 


97.3% 


90.4% 


ECO103684 


ABA100252 


44% 


97.1% 


AT 1 0/ 

97.1% 


ECOl 03684 


BAN102540 


34% 


90.9% 


AC TO/ 

95.2% 


ECO103684 


BAN100822 


38% 


90.9% 


96.2% j 


ECO103684 


BAN 105647 


39% 


91.3% 


AO Ifi/ 

92.3% 


ECO103684 


BAN1 12796 


40% 


91.3% 


92.6% 


ECO103684 


BFR10908 


28% 


95.5% 


AA ZTO/ 

90.6% : 


ECO103684 


BPT102486 


49% 


97.1% 


riT AO/ 

97.4% 


ECO103684 


BCE1 12712 


46% 


96.8% 


97.7% 


ECO103684 


BFU103498 


44% 


96.8% 


97.7% ! 


ECO103684 


BFU105781 


43% 


96.8% 


95.8% 


ECO103684 


BMA101998 


47% 


96.8% 


AT TO/ 

97.7% 


ECO103684 


CJU100241 


45% 


94.8% 


/-v £ 1 ft/ 

96.1% 


ECO103684 


CAC103650 


29% 


95.5% 


AA AO/ 

90.0% 


ECO103684 


CBO100231 


26% 


78.6% 


76.3% 


ECO103684 


CDP100383 


29% 


95.5% 


O A AO/ 

84.9% 


ECO103684 


EBC103120 


97% 


99.7% 


99.7% 


ECO103684 


EFA200551 


31% 


96.4% 


91.2% 


ECO103684 


EFM100086 


30% 


70.6% 


95.3% 


ECO103684 


ECO 103684 


100% 


100% 


100% 


ECO103684 


HIN101166 


29% 


96.4% 


r\ i CO/ 

91.5% 


ECO103684 


HPY101447 


31% 


96.4% 


AA /TO/ 

90.6% 


ECO103684 


KPN302044 


94% 


100% 


1 A AO/ 

100% 


ECO103684 


LPN100516 


26% 


90.0% 


t\C AO/ 

96.0% 


ECO103684 


LMO102393 


31% 


90.0% 


AO 1 O/ 

93.1% 


ECO103684 


MCA100073 


45% 


97.4% 


r\n 1 0/ 

97.1% 


ECO103684 


MAV101180 


29% 


96.4% 


or TO/ 

85.7% 


ECO103684 


MBV104007 


32% 


95.5% 


or co/ 

85.6% 


ECO103684 


MLP100526 


30% 


96.4% 


OT CO/ 

87.5% 


ECO103684 


MTU202176 


32% 


95.5% 


or /:o/ 

85.6% 


ECO103684 


NGO101582 


27% 


96.4% 


A1 AO/ 

91.9% 


ECO103684 


NME201988 


27% 


96.4% 


Al AO/ 

91.9% 


ECO103684 


PMU100566 


32% 


96.8% 


A1 AO/ 

91.2% 


ECO103684 


PRT101816 


88% 


99.0% 


A A AO/ 

99.4% 


ECO 103684 


PAE205008 


49% 


95.5% 


f\c AO/ 

95.4% 


ECO103684 


PPU1 10137 


30% . 


99.0% 


/■> /• A ft / 

86.1% 


ECO103684 


PSY104234 


32% 


97.4% 


90.7% 


ECO103684 


SPA102767 


97% 


99.4% 


100% 


ECO 103684 


rvi»\ r 1 aa a a A 

STY102144 


0*70/ 

y//o 


oo no/ 
yy. i /o 


00 7% 
yy , / /o 


ECO103684 


STM101003 


97% 


99.7% 


99.7% 


ECO103684 


SAU800554 


33% 


96.4% 


87.4% 


ECO103684 


SEP200080 


32% 


97.7% 


88.5% 


ECO103684 


SHA101064 


34% 


95.1% 


86.3% 
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ECO103684 


SMU101031 


31% 


96.8% 


91.2% 


ECO103684 


SPN400758 


32% 


96.8% 


91.5% 


ECO103684 


SPY200682 


31% 


96.8% 


91.5% 


ECO103684 


VCH100029 


71% 


99.4% 


96.2% 


ECO103684 


YPS001659 


91% ! 


99.0% 


99.4% 


ECO103685 


ABA101148 


72% 


98.3% 


98.7% 


ECO103685 


BAN107961 


36% 


90.2% 


90.3% 


ECO103685 


BAN107556 


48% 


96.5% 


95.0% 


ECO103685 


BFR12455 


65% 


96.5% 


95.2% 


ECO103685 


BPT102335 


73% 


99.2% 


96.4% 


ECO103685 


BCE1 10053 


73% 


99.2% 


87.3% 


ECO103685 


BFU102555 


73% 


99.2% 


98.5% 


ECO103685 


BMA108067 


37% 


96.4% 


94.1% 


ECO103685 


CJU100013 


46% 


96.7% 


95.7% 


ECO103685 


CAC101693 


44% 


97.2% 


95.8% 


ECO103685 


CBO102730 


36% 


96.0% 


93.5% 


ECO103685 


CDF1 00406 


44% 


96.4% 


95.8% 


ECO103685 


CDP100193 


66% 


98.3% 


96.2% 


ECO1036R5 


EBC103119 


95% 


97.5% 


100% 


ECO103685 


ECO103685 


100% 


100% 


100% 


ECO103685 


HIN100718 


76% 


99.2% 


96.6% 


ECO103685 


KPN302046 


95% 


99.5% 


96.8% 


ECO103685 


LMO100576 


46% 


95.5% 


93.3% 


ECO103685 


MCA101145 


71% 


99.2% 


96.7% 


ECO103685 


MAV103959 


38% 


61.7% 


98.2% 


ECO103685 


MBV102695 


39% 


96.4% 


92.7% 


ECO103685 


MLP101542 


38% 


96.4% 


94.5% 


ECO103685 


MTU200188 


39% 


96.4% 


92.7% 


ECO103685 


NGO100339 


69% 


99.2% 


96.4% 


ECO103685 


NME201248 


69% 


99.2% 


96.4% 


ECO 103685 


PMU101625 


79% 


99.2% 


96.7% 


ECO 103685 


PRT104367 


86% 


99.5% 


96.8% 


ECO 103685 


PAE200352 


73% 


99.5% 


96.7% 


ECO 103685 


PPU102184 


72% 


99.5% 


96.6% 


ECO103685 


PSY103562 


72% 


97.2% 


99.2% 


ECO103685 


SPA1 02766 


94% 


90.2% 


98.9% 


ECO103685 


STY102141 


93% 


99.5% 


96.8% 


ECO 103685 


STM101004 


94% 


99.5% 


96.8% 


ECO103685 


SAU802053 


46% 


95.5% 


93.4% 


ECO103685 


SEP201289 


47% 


95.5% 


93.4% 


ECO103685 


SHA101345 


45% 


95.5% 


93.4% 


ECO103685 


SMU101318 


37% 


96.9% 


91.7% 


ECO103685 


SPN401932 


37% 


96.9% 


93.5% 


ECO103685 


VCH100028 


81% 


99.5% 


96.7% 


ECO 103685 


YPS001655 


86% 


99.5% 


96.8% 


ECO 103692 


ABA100705 


51% 


99.0% 


99.0% 


ECO103692 


BPT102270 


49% 


96.7% 


97.0% 


ECO103692 


BBU100606 


37% 


94.5% 


96.5% 


ECO 103692 


BCE104021 


47% 


98.8% 


87.4% 


ECO 103692 


BFU101736 


46% 


98.8% 


99.0% 


ECO 103692 


BMA101028 


46% 


98.8% 


99.1% 


ECO103692 


EBC102904 


93% 


99.3% 


99.9% 


ECO103692 


ECO 103692 


100% 


100% 


100% 


ECO103692 


HIN100630 


67% 


99.1% 


99.7% 
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ECO103692 


KPN302047 


94% 


95-4% 


100% 


ECO103692 


LPN100488 


50% 


99.0% 


99.8% 


ECO103692 


MCA101054 


48% 


99.6% 


97.4% 


ECO103692 


MGE100248 


27% 


90.3% 


O A AO/ 

84.4% 


ECO103692 


NGO100148 


48% 


94.8% 


94.2% 


ECO103692 


NME201520 


48% 


94.8% 


94.2% 


ECO103692 


PMU101059 


65% 


99.6% 


100% 


ECO103692 


PRT102849 


78% 


99.3% 


99.4% 


ECO103692 


PAE205291 


54% 


99.0% 


r\r\ A ft/ 

99.4% 


ECO103692 


PPU102306 


54% 


99.0% 


99.4% 


ECO103692 


PSY103420 


53% 


97.6% 


99.7% 


ECO103692 


SPA1 03752 


96% 


100% 


AA f\0/ 

99.9% 


ECO103692 


STY102114 


96% 


100% 


99.9% 


ECO103692 


STM101022 


96% 


100% 


99.9% 


ECO103692 


TPA100101 


38% 


94.1% 


95.0% 


ECO103692 


VCH100165 


72% 


99.0% 


99.6% 


ECO 103692 


YPS001548 


85% 


99.3% 


99.3% 


ECO 103696 


ECO103696 


100% 


100% 


100% 


ECO103697 


ABA100304 


77% 


99.8% 


100% 


ECO103697 


BAN105100 


45% 


98.8% 


96.2% 


ECO103697 


BAN1 13042 


57% 


98.8% 


/~l f CO/ 

96.5% 


ECO103697 


BFR103103 


62% 


87.4% 


CO/ 

53.6% 


ECO103697 


BPT100264 


70% 


99.8% 


100% 


ECO103697 


BBU100229 


57% 


99.3% 


OA Z"A/ 

80.6% 


ECO103697 


BCE104048 


69% 


99.8% 


99.5% 


ECO103697 


BFU105309 


70% 


97.1% 


95.5% 


ECO103697 


BMA101995 


69% 


99.8% 


99.5% 


ECO103697 


CJU101081 


56% 


98.8% 


95.1% 


ECO103697 


CPN200135 


60% 


99.0% 


89.0% 


ECO 103697 


CTR200767 


61% 


99.0% 


98.6% 


ECO103697 


CAC102868 


57% 


1.7% 


14.3% 


ECO103697 


CBO103912 


55% 


87.4% 


nc no/ 

75.7% \ 


ECO103697 


CDF100058 


60% 


79.5% 


CC AO/ 

66.4% 


ECO103697 


CDP 100068 


54% 


87.6% 


54.3% 


ECO103697 


EBC103271 


97% 


63.2% 


100% 


ECO103697 


EFA201306 


52% 


99.0% 


95.3% 


ECO103697 


ECO 103697 


100% 


100% 


100% 


ECO103697 


HIN100281 


87% 


100% 


100% 


ECO103697 


HPY100543 


54% 


99.0% 


94.1% 


ECO103697 


KPN301899 


99% 


95.5% 


1 AAO/ 

100% 


ECO103697 


LMO101598 


55% 


99.5% 


97.9% 


ECO103697 


MCA100009 


69% 


46.5% 


rvA AO/ 

99.0% 


ECO103697 


MAV106530 


51% 


95.9% 


CC 00/ 

65.3% 


ECO103697 


MBV105502 


51% 


95.9% 


CA CO/ 

64.6% 


ECO103697 


MLP100698 


51% 


95.9% 


63.8% 


ECO103697 


MTU201280 


51% 


95.9% 


y a CO/ 

64.6% 


ECO103697 


NGO100759 


69% 


99.5% 


99.5% 


ECO 103697 


NME200762 


69% 


99.5% 


99.5% 


ECO103697 


PMU101920 


88% 


100% 


100% 


ECO103697 


Tin T»1 AOO A 1 

PRT102841 


Af ft/ 

95% 


lUU/o 


100% 


ECO103697 


PAE205234 


81% 


99.8% 


99.8% 


ECO103697 


PPU100260 


81% 


95.9% 


99.8% 


ECO103697 


PSY100590 


79% 


99.8% 


99.8% 


ECO103697 


SPA103748 


99% 


100% 


100% 
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ECO103697 


STY102102 


ooo/ 

99% 




1 AAO/ 


ECO103697 


STM101036 | 


99% 


1 AAO/ 

100% 


1 AAO/ ! 


ECO103697 


SAU802121 


con/ 

52% 


AO £0/ 

98.6% 


9i.2yo 


ECO103697 


SEP2019H 


51% 


no £6/ 

98.6% 


Q-J 00/ 

93.2% i 


ECO103697 


SHA100146 


51% 


An f n/ 

98.6% 


OO OO/ 

90.3% 


ECO103697 


TPA100251 


63% 


93.8% 


If 10/ 

75.1% 


ECO103697 


VCH100303 


91% 


ao on/ 

99.8% 


OO OO/ 

99.8% 


ECO103697 


YPS001531 


95% 


100% 


1 000/ 

100% 


ECO103698 


ABA100164 


24% 


oi oo/ 

82.3% 


OT AO/ 

87.2% 


ECO 103698 


BAN100173 


24% 


OA £C%/ 

89.6% 


r\ a 10/ 

94.1% 


ECO103698 


BAN1 11934 


27% 


OC 00/ 

95.9% 


no AO/ 


ECO103698 


BFR11277 


27% 


HA 00/ 

74.9% 


Oft >10/ 


ECO103698 


BPT100693 


27% 


^*^* ro/ 

66.5% 


66.5% 


ECO103698 


BCE102990 


23% 


94.6% 


0*7 /TO/ 

97.6% 


ECOl 03698 


BFU101096 


25% 


84.2% 


o /t 10/ 

84.7% 


ECO103698 


BMA100577 


22% 


95.9% 


100% 


ECO103698 


CAC103146 


23% 


78.5% 


84.3% 


ECO 103698 


CBO 100307 


27% 


87.5% 


94.5% 




CDP 1000R6 


27% 


79.0% 


81.2% 


ECO103698 


EBC103269 


86% 


100% 


1 000/ 

100% 


ECO 103698 


EFA201668 


25% 


DO ^O/ 

88.6% 


Of 10/ 

85.1% 


ECO103698 


EFM202542 


23% 


OO 00/ 

89.9% 


OO 10/ 

88.1% 


ECO103698 


ECO 103698 


100% 


1 000/ 

100% 


1 000/ 

100% 


ECO 103698 


HIN101681 


59% 


OO *7ft/ 

93.7% 


rv/T 00/ 

96.9% 


ECO103698 


HPY101558 


23% 


77.4% 


79.2% 


ECO103698 


KPN301897 


86% 


91.0% 


100% 


ECO103698 


LPN100889 


25% 


82.6% 


86.8% 


ECO103698 


LMO100133 


29% 


83.9% 


85.4% 


ECO103698 


MAV106513 


27% 


81.2% 


80.3% 


ECO103698 


MBV105513 


27% 


79.6% 


79.3% 


ECO103698 


MLP 100703 


25% 


0 1 Oft/ 

81.2% 


OO 00/ 

82.0% 


ECO103698 


MTU201285 


27% 


81.2% 


OO 00/ 

80.9% 


ECO 103698 


PMU100463 


59% 


95.6% 


OO 00/ 

98.9% 


ECO 103698 


PRT102839 


76% 


97.3% 


OO OO/ 

98.3% 


ECO103698 


SPA103747 


89% 


83.1% 


99.7% 


ECO 103698 


STY102099 


87% 


100% 


100% 


ECO103698 


STM101037 


87% 


100% 


100% 


ECO103698 


SAU800747 


26% 


90.5% 


90.6% 


ECOl 03698 


SEP201371 


26% 


90.2% 


89.1% 


ECO103698 


SHA102011 


25% 


90.2% 


OO ^0/ 

88.6% 


ECO103698 


SMU101498 


26% 


OO TO/ 

90.7% 


OO 10/ 
00.170 


ECO103698 


SPY200209 


25% 


88.8% 


on 1 0/ 

87.1% 


ECO103698 


YPS001526 


80% 


97.3% 


Afl OA/ 

97.8% 


ECO103710 


BAN100022 


36% 


39.0% 


67.4% 


ECO103710 


BAN1 10606 


56% 


20.3%) 


84.7% 


ECO103710 


BAN100162 


51% 


30.9% 


77.6% 


ECO103710 


BAN106694 


36% 


72.4% 


88.9% 


ECO103710 


BAN1 11095 


36% 


76.8% 


81.9% 


ECO103710 


BFR104919 


31% 


76.4% 


86.9% 


ECO103710 


BFU100858 


O CO/ 

35% 


AO/ 
76.0% 


1C 00/ 

/o.yyo 


ECO103710 


BFUU0458 


33% 


77.2% 


80.8% 


ECO103710 


CAC102880 


25% 


85.8% 


86.4% 


ECO103710 


CBO101373 


32% 


86.2% 


93.7% 


ECO103710 


EBC 103267 


82% 


100% 


100% 
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ECO103710 


EFA201299 


32% 


87.4% 


86.3% 


ECO103710 


EFM201041 


23% 


hc oo/ 

75.2% 


on no/ 

87.7% 


ECO103710 


EFM200803 


27% 


95.1% 


O £ 0*0/ 

86.7% 


ECO103710 


ECO103710 


100% 


100% 


1 AAA/ 

100% 


ECO103710 


KPN301891 


82% 


100% 


100% 


ECO103710 


LMO100605 


32% 


80.5% 


79.5% 


ECO103710 


PRT100152 


69% 


99.2% 


a a /TO/ 

99.6% 


ECO103710 


PPU1 10732 


25% 


Ol TO/ 

83,7% 


TO 00/ 

79.2% 


ECO103710 


SPA102856 


88% 


•t aaa/ 

100% 


1 AAO/ 

100% 


ECO103710 


STY102069 


87% 


1 aao/ 

100% 


1 AAO/ 


ECO103710 


STM101058 


88% 


100% 


1 AAO/ 
100% 


ECO103710 


SAU800636 


32% 


81.3% 


no ao/ 

78.0% 


ECO103710 


SEP200215 


31% 


80.5% 


l-t A 00/ 

74.2% 


ECO103710 


SHA100117 


28% 


80.5% 


OA 10/ 

80.3% 


ECO103710 


VCH100911 


38% 


77.6% 


ri/- jj ft/ 1 

76.4% 


ECO103710 


YPS001461 


70% 


100% 


1 AAO/ 

100% 


ECO103723 


ABA105566 


34% 


82.6% 


oo CO/ 

83.5% 


ECO 103723 


ABA104216 


38% 


96.0% 


nc 1 0/ 

95.1% 


ECO 103723 


BPT100513 


45% 


96.0% 


AO AO/ 

93.9% 


ECO103723 


BCE108192 


44% 


99.3% 


AA 00/ 

99.3% 


ECO103723 


BFU105837 


46% 


97.0% 


AT AO/ 

97.4% 


ECO103723 


BMA109620 


45% 


96.0% 


AC CO/ 

95.5% 


ECO103723 


EBC102509 


81% 


57.4% 


1 AAO/ 

100% 


ECO103723 


ECO103723 


100% 


100% 


100% 


ECO103723 


HIN100657 


59% 


98.3% 


99.3% 


ECO 103723 


KPN303535 


87% 


100% 


1 AAO/ 

100% 


ECO103723 


MCA103469 


41% 


91.9% 


86.1% 


ECO103723 


NGO101576 


46% 


80.5% 


80% 


ECO103723 


NME200545 


46% 


80.5% 


O AO/ 

80% 


ECO 103723 


PMU101701 


57% 


99.0% 


1 AAO/ 

100% 


ECO103723 


PRT102819 


64% 


97.7% 


95.1% 


ECO103723 


PAE205275 


50% 


98.3% 


r\t? no/ 

96.7% 


ECO103723 


PPU109123 


49% 


97.7% 


97.3% 


ECO103723 


PSY103037 


50% 


97.0% 


96.7% 


ECO103723 


SPA100310 


93% 


59.1% 


100% 


ECO 103723 


STY1O2033 


90% 


99.0% 


98.3% 


ECO103723 


STM101083 


90% 


100% 


100% 


ECO103723 


SMU100191 


26% 


72.8% 


*7A 00/ 

70.2% 


ECO103723 


SPN401046 


33% 


48.7% 


A 1 AO/ 

41.9% 


ECO103723 


SPY200913 


29% 


A O Oft/ 

48.7% 


y| 1 AO/ 
41.9% 


ECO103723 


UUR100144 


25% 


a A Aft/ 

94.0% 


AO CO/ 

93.5% 


ECO103723 


UUR1 00223 


24% 


93.3% 


AC 00/ 

95.2% 


ECO103723 


VCH100127 


57% 


97.0% 


AO 00/ 

93.2% 


ECO103723 


YPS001404 


72% 


99.0% 


AO AO/ 


ECO103724 


BCE109755 


32% 


95.8% 


94.6% 


ECO103724 


BFU111719 


33% 


38.2% 


A A AO/ ! 

40.9% j 


ECO103724 


EBC101110 


79% 


100% 


100% 


ECO103724 


ECO103724 


100% 


100% 


100% 


ECO103724 


KPN303537 


76% 


100% 


1 AAO/ 

100% 


cXJO 103724 


A A"DXT1 AO, 1 (Y7 

MriNlUUlU/ 


no/ 

J I /O 


OO 1% 


12 0% 

li.v /O 


ECO103724 


PMU101700 


39% 


100% 


99.6% 


ECO103724 


PRT102800 


51% 


100% 


100% 


ECO103724 


PAE205276 


33% 


97.5% 


98.3% 


ECO103724 


PPU109127 


32% 


962% 


97.4% 
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ECO103724 


PSY103036 


33% 


yo.z /o 


07 00/ 

y / .o /o 


ECO103724 


SPA100311 


87% 


1 AA0/ 

IUUto 


1 AAO/ 

IUUto 


ECO103724 


STY102031 


86% 


1 AAO/ 

1UU% 


1 AAO/ 

IUUto 


ECO 103724 


STM101084 


87% 


1 AAO/ 

IUUto 


1 AAO/ 

IUUto 


ECO 103724 


VCH100128 


43% 


1 A AO/ 

IUUto 


OQ £0/ 

yy.oyo 


ECO103724 


YPS001402 


64% 


1 AAO/ i 

IUUto 


1 AAO/ 

lUU/o 


ECO 103725 


BAN105739 


aoo/ 

28% 


yo.4 /o 


Q/C 70/ 
5/0. / /o 


ECO103725 


BAN105118 


A AO/ 

39% 


no /;o/ 


AO AO/ 

yo.u/o 


ECO 103725 


BFR10181 


A AO/ 

39% 


Q7 

o/.D/o 


QA AO/ 

yu.u/o 


ECO 103725 ! 


riTVPI f\f\ A A A 

BPT100444 


>l ^0/ 

46% 


OQ 10/ 

y y .3 /o 


yo.o/o 


ECO103725 


BCE1 14095 


A /TO/ 

46% 


Q*7 00/ 

o /.o% 


1 AAO/ 
lUU/o 


ECO 103725 


BFU1 14667 


44% 


Art 0 0/ 

99.3% 


A A CO/ 


ECO 103725 


BMA1082H 


44% 


on 10/ 
99.3% 


OQ £0/ 

yy.j/o 


ECO 103725 


CJU101027 


34% 


A*7 1 0/ 

97.1% 


^0/ 

y/./% 


ECO103725 


CPN201081 


A 00/ 

38% 


QQ 00/ 

oo.oto 


QQ <0/ 

yy. j /o 


ECO 103725 


CTR200887 


1 00/ 

38% 


QQ QO/ 

oo.oyo 


QQ QO/ 

yy.o /o 


ECO 103725 


CAC 100746 


3o% 


QQ CO/ 

yo.o/o 


QR Q% 

yo.y /o 


ECO103725 


Ars/\i /\ i *700 

CBO101783 


o/co/ 
36% 


QQ 10/ 

yy.jTo 


QQ 70/ 
yy. / /o 


RCOl 03725 


i'lTXTM AO OA A 

CDF102800 


1T0/ 

37% 


QQ 00/ 

yo.o/o 


OR 1% 


ECO103725 


/""ITNTl 1 AA1 AO 

CDP100108 


no/ 
37% 


y fA/o 


Q0 R°/« 

yz.o/o 


ECO103725 


EBC101111 


A/CO/ 

90% i 


CO /CO/ 

jJ.O/o 


QQ A 0 /« 


ECO 103725 


EFA201050 


39% 


A A AO/ 

99.3% 


QQ 00/ 

yy.z/o 


ECO103725 


EFM200737 


23% 


Q£ 00/ 
00.0% 


QQ CO/ 
OO. J/0 


ECO103725 


ECO103725 


100% 


1 AA0/ 
1UU% 


1 AAO/ 
1UU/0 


ECO103725 


HIN101161 


67% 


1 AAO/ 

100% 


OO *70/ 

yy. /to 


ECO103725 


HPY101457 


32% 


AC 10/ 

95.1% 


O/l 00/ 

y4.3yo 


ECO103725 


KPN303539 


96% 


1 AAO/ 
100% 


QQ *70/ 

yy. /70 


ECO103725 


LPN100538 


coo/ 

58% 


no i 0/ 

73.1% 


1 AAO/ 
1UU70 


ECO 103725 


LMO100030 


41% 


1 AAO/ 
100% 


1 AAO/ i 

IUUto 


ECO 103725 


MAV 107704 


39% 


A*7 00/ 


OA £0/ 
yo.o /o 


ECO103725 


MBV101967 


39% 


A*7 /10/ 

97.4% 


o<: qo/ 
yj.OTo 


ECO 103725 


MLP100111 


37% 


AAf Aft/ 

97.9% 


<\£L 70/ 

yo. / /0 


ECO103725 


MTU200940 


39% 


97.4% 


OC Q0/ 
yj.OTO 


ECO103725 


MPN100496 


30% 


nq AO/ 

87.9% 


oi ^70/ 

o7.7to 


ECO103725 


MPN 100495 


26% 


t\n co/ 

97.5% 


r\n 00/ 
y/.JTO 


ECO103725 


-V T ^-v 4 A A /"A(^ 

NGO100682 


48% 


nn oo/ 

99.3% 


OQ Q0/ 

yo.oTo 


ECO103725 


NME200026 


47% 


A A -JO/ 


OQ Q0/ 

yo.o/o 


ECO103725 


PMU1004H 


67% 


1 AAO/ 


QQ 00/ 

yy.y /o 


ECO103725 


TVTkT^I AAOAA 

PRT1 02802 


010/ 

83% 


QQ ^0/ 

yy. / /o 


1 nn% 

lUU/o 


ECO 103725 


PAE205438 


C AQ/ 

64% 


QQ 00/ 

yy.yyo 


OQ ^0/ 

yy.o/o 


ECO 103725 


TVTVT T 1 A A 111 

PPU102313 


62% 


QQ 00/ 

yy.y% 


QQ <0/ 

yy.o /o 


ECO 103725 


PSY 103224 


/TAO/ 

60% 


f\A AO/ 


QQ ^0/ 

yy.o/o 


ECO 103725 


SPA101953 


API)/ 

95% 


11 10/ 

71.1% 


1 AA0/ 

IUUto 


ECO 103725 


AfTTf 74 A A AAA 

STY102029 


97% 


1 AAO/ 
100% 


1 AAO/ 

1UU% 


ECO 103725 


STM101095 


97% 


1 AAO/ 
1UU% 


1 AAO/ 

lUU/o 


ECO 103725 


SAU801905 


39% 


A A AO/ 

99.0% 


OO AO/ 

yy.UTo 


ECO 103725 


SEP200564 


39% 


AO iTft/ 

9o.o% 


OQ <0/ 

yo.j/o 


ECO 103725 


f\ f T A * A A A *1 A 

SHA100319 


39% 


no co/ 
9o.Jyo 


1 AAO/ 

IUUto 


ECO103725 


IT T1 ArtA Al 

SMU100987 


39% 


OA AO/ 

99.0% 


OA 00/ 

99.3to 




orlNHUUyyD 


^70/« 
J / /o 


QQ 0% 
yy*\j /o 


QQ 2% 


ECO103725 


SPY200975 


37% 


99.0% 


99.4% 


ECO103725 


UUR100506 


32% 


94.7% 


95.0% 


ECO103725 


VCH100188 


71% 


100% 


99.9% 


ECO103725 


YPS001400 


88% 


100% 


100% 
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ECO103734 


BAN107067 


35% 


962% 


99.0% 


ECO103734 


BAN107697 


38% 


95.6% 


99.7% 


ECO103734 


BFR103658 


39% 


97.0% 


83.2% 


ECO103734 


BFR100902 


43% 


96.4% 


99.7% 


ECO103734 


BPT102537 


45% 


95.1% 


91.4% 


ECO103734 


BCE105218 


44% 


96.7% 


99.7% 


ECO103734 


BFU100843 


44% 


96.1% 


99.0% 


ECO 103734 


BMA100378 


44% 


96.7% 


93.2% 


ECO103734 


CAC103600 


38% 


96.2% 


81.5% 


ECO103734 ! 


CBO103824 


38% 


96.9% J 


82.5% 


ECO103734 


CDF101265 


39% 


96.4% 


83.2% 


ECO103734 


EBC103961 


90% 


99.7% 


100% 


ECO103734 


EFA200307 


41% 


96.9% 


99.0% 


ECO103734 


EFM200383 


40% 


95.7% 


98.0% 


ECO103734 


ECO103734 


100% 


100% 


100% 


ECO103734 


HIN100708 


63% 


96.6% 


95.8% 


ECO 103734 


KPN303551 


90% 


99.5% 


100% I 


ECO103734 


LPN 102588 


55% 


64.1% 


100% 


ECO103734 


LMO101490 


40% 


96.2% 


98.5% 


ECO103734 


NGO101892 


46% 


94.9% 


93.0% 


ECO103734 


NME202048 


46% 


96.1% 


98.7% 


ECO103734 


PMU101427 


62% 


97.2% 


94.3% 


ECO103734 


PRT106116 


73% 


97.0% 


99.2% 


ECO103734 


PAE203342 


47% 


96.1% 


83.4% 


ECO 103734 


PPU100810 


48% 


97.5% 


84.3% 


ECO103734 


PSY104559 


46% 


90.8% 


83.2% 


ECO103734 


SPA101175 


90% 


98.2% 


100% 


ECO103734 


STY102015 


94% 


99.7% 


100% 


ECO103734 


STM101102 


94% 


100% 


99.3% 


ECO103734 


SAU800721 


37% 


96.1% 


98.7% 


ECO103734 


SEP200775 


36% 


96.4% 


99.2% 


ECO103734 


SHA101682 


37% 


95.9% 


98.6% 


ECO103734 


TPA100102 


32% 


59.0% 


67.2% 


ECO103734 


VCH100194 


66% 


98.2% 


96.9% 


ECO103734 


YPS001354 


80% 


99.5% 


100% 


ECO103736 


ABA102357 


37% 


99.3% 


76.2% 


ECO103736 


BPT101441 


37% 


97.8% 


65.6% 


ECO103736 


BCE108675 


40% 


97.1% 


66.4% 


ECO103736 


EBC103968 


86% 


100% 


67.0% 


ECO103736 


ECO103736 


100% 


100% 


100% 


ECO103736 


KPN3O5601 


88% 


100% 


67.0% 


ECO103736 


PAE205244 


42% 


99.3% 


66.0% 


ECO103736 


PPU105485 


39% 


98.6% 


65.4% 


ECO103736 


PSY101257 


41% 


96.4% 


64.3% 


ECO103736 


SPA101173 


85% 


100% 


66.8% 


ECO103736 


STY102011 


88% 


100% 


67.0% 


ECO103736 


VCH100135 


50% 


97.8% 


65.9% 


ECO103736 


YPS001350 


75% 


98.6% 


66.0% 


ECO103756 


ABA101057 


24% 


97.4% 


67.0% ! 


ECO103756 


BPT100580 


31% 


y/A/o 


O/.J/O 


ECO103756 


BCE107538 


31% 


97.4% 


67.3% 


ECO103756 


BFU101829 


32% 


97.4% 


67.3% 


ECO103756 


BFU 100980 


35% 


91.8% 


61.4% 


ECO103756 


BMA108689 


31% 


97.4% 


67.3% 
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ECO103756 


CPN200966 


34% 


38.6% 


22.0% 


ECO103756 


CTR200116 


32% 


38.6% 


22.0% 


ECO103756 


CBO101859 


24% 


83.3% 


65.2% 


ECO103756 


CBO101032 


22% 


73.4% 


57.6% 


ECO103756 


CDF100557 


28% 


47.6% 


38.7% 


ECO103756 


CDP101430 


26% 


72.5% 


45.2% 


ECO103756 


EBC103300 


87% 


100% 


100% 


ECO103756 


ECO103756 


100% 


100% 


100% 


ECO103756 


KPN303516 


87% 


100% 


100% 


ECO103756 


LPN103089 


27% 


71.2% 


52.8% 


ECO103756 


MBV104303 


27% 


87.6% 


24.6% 


ECO 103756 


MTU201904 


27% 


87.6% 


24.6% 


ECO103756 


NGO10U11 


33% 


97.9% 


69.0% 


ECO103756 


NME201430 


32% 


97.9% 


69.0% 


ECO103756 


PRT1 05013 


67% 


100% 


100% 


ECO103756 


PAE205231 


30% 


98.3% 


70.2% 


ECO103756 


PPU100265 


28% 


98.3% 


87.3% 


ECO103756 


PSY101307 


28% 


85.8% 


61.5% 


ECO103756 


SPA1 01404 


90% 


100% 


100% 


ECO 103756 


STY101987 


90% 


100% 


100% 


ECO103756 


STM101142 


90% 


100% 


100% 


ECO103756 


VCH100307 


48% 


98.7% 


99.2% 


ECO103756 


YPS000586 


77% 


100% 


100% 


ECO103766 


BAN101805 


21% 


82.3% 


87.6% 


ECO103766 


BCE107575 


42% 


96.0% 


93.9% 


ECO103766 


BFU100736 


43% 


97.6% 


91.1% 


ECO103766 


BMA104037 


43% 


97.6% 


94.5% 


ECO103766 


EBC101352 


80% 


100% 


100% 


ECO103766 


ECO103766 


100% 


100% 
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ECO104148 


VCH102467 


75% 


100% 


100% 


ECO104148 


YPS000947 


87% 


100% 


98.5% 


ECO104149 


BPT103974 


26% 


80.3% 


82.8% 


ECO104149 


BFU115196 


23% 


79.6% 


83.3% 


ECO104149 


BMA104809 


23% 


79.6% 


83.3% 


ECO 104149 


EBC 104045 


91% 


100% 


100% 


ECOl 04149 


ECO104149 


100% 


100% 


100% 


ECO104149 


HIN101365 


50% 


96.6% 


95.8% 


ECOl 04149 


KPN303511 


90% 


100% 


100% 


ECO104149 


LPN102121 


36% 


81.6% 


96.0% 


ECO104149 


NGO101318 


29% 


94.6% 


92.5% 


ECO 104149 


NME201616 


29% 


94.6% 


92.5% 


ECO104149 


PMU100822 


51% 


96.6% 


95.8% 


ECO104149 


PRT100708 


62% 


98.6% 


97.3% 


ECO104149 


PAE203829 


34% 


83.7% 


84.5% 


ECO 104149 


PPU104071 


33% 


95.9% 


94.4% 


ECO104149 


PSY104282 


28% 


94.6% 


93.0% 


ECO 104149 


SPA100450 


93% 


1 AAO/ 

100% 


i a no/ 


ECO104149 


STY104009 


95% 


100% 


91.9% 


ECO104149 


VCH102466 


41% 


97.3% 


96.0% 


ECO104149 


YPS000946 71% 


98.6% 


97.3% 


ECO104157 


ABA100184 24% 


90.1% 


89.3% 
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Identity 


Query Coverage 




ECO104157 


BCE102585 


42% 


y f.r/o 


97.7% 


ECO104157 


ECO104157 


1 AAA/ 

100% 


lUUyo 


100% 


ECO104157 


SPA101511 


83% l 


lUUyo 


100% 


ECO104160 


BCE113197 


O A O/ 

34% 


qa no/ 
94, / /o 


91% 


ECO104160 


BCE108719 


42% 


C\A 10/ 

94.7% 


89.9% 


ECO104160 


EBC102943 


71% 


aa no/ 

99.7% 


100% 1 


ECO104160 


ECO104160 


100% 


1 AAO/ 

100% L 


100% 


ECO104160 


KPN303490 


75% 


r\r\ to/ 

99.7% 


100% 


ECO104160 


PPU102659 


75% 


O TO/ 

8.3% 


35.9% 


ECO104160 


SPA102170 


64% 


£/l 1 0/ 

63.1% 


99.2% 


ECO104160 


STY104029 


58% 


AA AO/ 
99.0% 


93.6% 


ECO104160 


YPS001277 


63% 


1 c ooy 
15.2% 


98.4% 


ECO104160 


YPS000925 


78% 


no to/ 
9o. /% 


93.6% 


ECO104164 


EBC102171 


42% 


A/T CO/ 

9o.o% 


27.5% 


ECO104164 


ECO100791 


42% 


C\C £0/ 

96.6% 


27.5% 


ECO104164 


ECO104164 


100% 


100% 


100% 


ECO104164 


HIN101041 


36% 


no AO/ 

98.0% 


30.7% 


ECO104164 


HIN100985 


40% 


AO £0/ 

98.6% 


28.3% 


ECO104164 


KPN301162 


40% 


96.6% 


27.9% 


ECO104164 


NME101282 


40% 


AO /CO/ 

9o.o% 


26.5% _| 


ECO104164 


PRT 100704 


36% 


Af AO/ 


28.3% 


ECO104164 


SPA102068 


41% 


A/C £.0/ 
90.070 


37.0% 


ECO104164 


STY 102390 


43% 


A/C £0/ 

96. o% 


27.6% 


ECO104165 


ECO104165 


100% 


1 AAO/ 


100% 


ECO104165 


YPS003651 


40% 


r\r no/ 

26.8% 


32.5% 


ECO104167 


EFM201272 


23% 


A "5 TO/ 

43.7% 


50.9% 


ECO104167 


ECO101210 


38% 


27.1% 


61.7% 


ECO 104167 


ECO104167 


100% 


100% 


100% 


ECO104168 


ABA103574 


23% 


O /T A ft/ 

86.4% 


87.0% 


ECO104168 


ABA104393 


26% 


92.7% 


96.9% 


ECO104168 


ABA100187 


26% 


A1 0 0/ 

91.3% 


93.6% 


ECO104168 


BAN101891 


26% 


a a 00/ 

84.2% 


90.0% 


ECO104168 


BAN1 11995 


27% 


oa 00/ 

89.2% 


95.7% 


ECO104168 


BCE1 11986 


26% 


aa rro/ 

92.5% 


93.1% 


ECO104168 


BFU102922 


28% 


92% 


84.2% 


ECO104168 


CDF103974 


21% 


86.1% 


87.3% 


ECO104168 


EFM202262 


31% 


84.5% 


95.8% 


ECG104168 


ECO104168 


100% 


1 AAO/ 

100% 


100% 


ECO104168 


HIN101078 


27% 


A1 OA/ 

91.8% 


98.5% 


ECO104168 


KPN202674 


27% 


OO AO/ 

88.9% 


92.0% 


ECO104168 


PMU100835 


29% 


OA /CO/ 
59.0% 


94.6% 


ECO104168 


PRT102108 


26% 


OA 00/ 

89.2% 


93.6% 


ECO104168 


PAE202112 


28% 


AOO/ 

92% 


94.1% 


ECO104168 


SPA103461 


56% 


AO TO/ 

92.7% 


100% 


ECO104168 


STY103701 


57% 


AO OO/ 

92.7% 


95.3% 


ECO104168 


STM102259 


56% 


92.7% 


95.3% 


ECO104168 


SPY201028 


25% 


86.6% 


91.4% 


EC.O104168 


VCH103392 


24% 


83.1% 


86.1% 


ECO104176 


ABA104707 


40% 


93.7% 


93.0% 


ECO 1041 7o 


£>r JL 


/o 


100% 


100% 


ECO104176 


CPN200407 


33% 


92.2% 


89.2% 


ECO104176 


CTR200334 


30% 


92.5% 


89.6% 


ECO104176 


CBO101131 


42% 


98.8% 


96.9% 


ECO104176 


CBO101508 


1 44% 


98.8% 


91.7% 
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Identity 


Query Coverage 


Homolog Coverage 


ECO104176 


EBC103339 


79% 


1 Ann/ 

100% 


1 AAO/ 


ECO104176 


ECO104176 


100% 


100% 


1 AAO/ 

100% 


ECO104176 


HIN100341 


36% 


89.8% 


Tvl CO/ 

74.5% 


ECO104176 


MCA100484 


35% 


92.2% 


TT CO/ 

77.5% 


ECO104176 


NGO100089 


44% 


92.2% 


AO/ 

92.9% 


ECO104176 


NME200417 


43% 


92.2% 


92.9% 


ECO104176 


PMUI00I28 


53% • 


100% 


AA AO/ 

99.2% 


ECO104176 


PSY102150 


52% 


98.8% 


e\c 00/ 

95.8% 


ECO104176 


SEP101306 


37% 


98.4% 


AC 00/ 

95.8% 


ECO104176 


UUR100440 


26% 


93.3% 


n«l t 0/ 

73.1% 


ECO104176 


UUR100067 


41% 


88.6% 


TO AO/ 

78,0% 1 


ECO104177 


BAN102006 


29% 


84.0% 


or /co/ 

85.6% 


ECO104177 


BAN1064H 


32% 


99.1% 


AO CO/ 

98.5% 


ECO104177 


BAN101873 


33% 


99.7% 


AT 0 0/ 

97.3% 


ECO104177 


BAN106549 


37% 


94.7% 


AO ZTO/ 

92.6% 


ECO104177 


CAC101855 


31% 


99.4% 


97.3% 


ECO104177 


CBO103619 


29% 


98.7% 


96.1% 


ECO104177 


CBO103030 


37% 


98.4% 


95.1% 


ECO104177 


CDF102385 


35% 


98.4% 


94.1% 


ECO104177 


EBC103337 


91% 


100% 


1 AAO/ 

100% 


ECO104177 


EFA202024 


35% 


94.7% 


A1 AO/ 

91.4% 


ECO 104 177 


EFM202344 


29% 


94.3% 


A/} Oft/ 

94.3% 


ECO104177 


ECO104177 


100% 


100% 


1 AAO/ 

100% 


ECO104177 


HPY100875 


37% 


85.8% 


83.1% 


ECO104177 


KPN103323 


34% 


99.4% 


97.9% 


ECO104177 


LMO100925 


41% 


85.8% 


81.5% 


ECO104177 


PMU100129 


52% 


99.1% 


94.5% 


ECO104177 


PSY102148 


47% 


98.7% 


97.2% 


ECO104177 


SAU802175 


42% 


86.2% 


85.7% 


ECO104177 


SEP201999 


44% 


85.8% 


85.7% 


ECO104177 


SHA101593 


34% 


99.4% 


AZf 00/ 

96.2% 


ECO 1041 77 


UUR100360 


19% 


84.6% 


TT 1 0/ 

77.1% 


ECO104177 


UUR100522 


20% 


83.3% 


81.5% 


ECO104177 


UUR100068 


24% 


83.6% 


80.9% 


ECO104180 


BFR10661 


22% 


72.0% 


93.6% 


ECO104180 


EBC103344 


98% 


100% 


100% 


ECO 1041 80 


ECO104180 


100% 


100% 


100% 


ECO104180 


HPY101380 


23% 


49.9% 


55.8% 


ECO104180 


HPYl 00677 


22% 


81.7% 


92.4% 


ECO104180 


HPY100794 


24% 


79.1% 


89.1% 


ECO104180 


NGOl 00096 


25% 


1 n no/ 

19.3% 


AO/ 

22.0% 


ECO104180 


NME101919 


23% 


1 A OO/ 

19.3% 


A 1 00/ 

21.8% 


ECO104180 


PAE203898 


62% 


99.1% 


AA CO/ 

99.5% 


ECO104180 


PPU108419 


61% 


aa no/ 

99.0% 


AA £.0/ 

99.6% 


ECO104180 


PSY101287 


63% 


92.6% 


99.7% 


ECO104180 


VCH103300 


19% 


79.8% 


89.3% 


ECO104180 


VCH102800 


22% 


80.1% 


90.2% 


ECO104181 


BFR104817 


23% 


56.8% 


53.9% 


ECO104181 


BFR104751 


21% 


61.2% 


61.7% 


ECO104181 


OTTO 1 AOOl A 


ZZyo 


tc no/ 
/D. / /o 


1A A%. 

/*f.*f/0 


ECO104181 


BFR103060 


24% 


49.5% 


48.1% 


ECO104181 


BFR104874 


20% 


84.5% 


87.2% 


ECO104181 


BFR103005 


24% 


47.6% 


41.0% 


ECO104181 


BFR101497 


23% 


59.6% 


50% 
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Query LocusED 
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Identity 


v^uery coverage 


xiomoiog coverage 


ECO104181 


t»t^t> 1 ao c aa 

BFR103599 


29% 


A A 00/ 
44.0% 


/|C AO/ 

43.U70 


ECO104181 


yv ■ s>> i AOAO^ 

BFR102926 


O/fO/ 

24% 


CO AO/ 

59.0% 


CO CO/ 

j /o 


ECO104181 


BFR100732 


000/ 

23% 


co 1 0/ 

57.1% 


</I CO/ 

04.570 


ECO104181 


BFR103796 


25% 


A<7 10/ 

4 7.3% 


C1 A0A 
D 1 .4 /o 


ECO104181 a 


T\r«n n A A a A A 

BFR104849 


000/ 

22% 


OA iZQ/ 

89.6% 


C/c /co/ 
00.070 


ECO104181 


T"» 1 *\ \ ■% A A A A A 

BFR1 04724 


A CO/ 

25% 


CO yfO/ 

57.4% 


CO 00/ 

5 /.27o 


ECO104181 


TV 1 11 \ 1 A A A A 1 

BFR104421 


24% 


iz no/ 
/5./% 


Q'J co/. 
O3.J70 


ECO104181 


BFRl 04845 


oco/ 
25% 


Cyl 00/ 

54.9% 


CO 10/ 

J / .J/0 


ECO104181 


BFR104846 


OiCO/ 

2o% 


A O 00/ 

4o.y% 


/to 10/ 
4Z. Ito 


ECO104181 


BFR100316 


000/ 

22% 


O/f AO/ 
/O.U% 


OC /CO/ 
/J.070 


ECO104181 


BFR104616 


000/ 


O/T 10/ 


71 /CO/ 

/ J.070 


ECO104181 


BFR105670 


000/ 

23% 


OC /I0/ 

75.4% 


/CA 10/ 
00.1% 


ECO104181 


BPT102473 


010/ 
31% 


00 00/ 
99. /% 


Q/C AO/ 


ECOI04181 


BCE 113436 


000/ 
37% 


AC /TO/ 

95.6% 


A/1 00/ 

y4.o7o 


ECO 104181 


tjttt ti 1 1 ahc 
BFU1 11075 


010/ 
31% 


OT O0Z 


07 °o/ 

y /.o/o 


ECO104181 


ni /ii a«/'A') 

BMA1 07603 


O CO/ 

35% 


a a 00/ 

40.7% 


O/C 10/ 

90.370 


ECO104181 


EBC 103342 


AZ"fi/ 

96% 


1 A AO/ 

100% 


1 AAO/ 
100% 


ECO104181 


ECO104181 


1 AAO/ 

100% 


1 AAO/ 

100% 


1 AAO/ 
IUU70 


T7/^t/^V 1 A A 1 01 

ECO104181 


KPN 101 346 


000/ 

72% 


1 Q /CO/ 


Iw/o 


T-v/->/~V 1 Ail 01 

ECO104181 


PRT 104465 


oco/ 
25% 


AO 'lO/ 

93. /% 


QQ AO A 


ECO104181 


PAE203897 


36% 


Ai^ CO/ 

90.5% 


QC 00/ 


T"?/""*/"\ 1 A/I 1 O 1 

ECO 104181 


TATIT T1 A/1 /TO 

PPU104167 


000/ 
37% 


A A 10/ 

94.3% 


OA 00/ 

y4.y7o 


ECO104181 


TiCITTI A1 10A 

PSY101289 


O CO/ 

35% 


AC AO/ 

95.0% 


AO 00/ 


ECO 1 04 1 83 


* /"ii ai Ann 

CAC101282 


0 1 0/ 
31% 


A A 1 A/ 

79.1% 


CO 10/ 

52.1% 


ECO104183 


ECO104183 


100% 


1 AAO/ 

100% 


1 AAO/ 

100% 


ECO104183 


X7-i-knAAi Aid 

YPS001038 


41% 


95.6% 


AO AO/ 

98.9% 


ECO104183 


YPS001009 


43% 


98.9% 


AO AO/ 

98.9% 


ECO 1 04 1 83 


YPS001004 


43% 


ao Any 

98.9% 


AO AO/ 

98.9% 


ECO104187 


BANH3191 


24% 


82.1% 


OA 00/ 

89.3% 


ECO104187 


BAN102445 


27% 


83.7% 


88.6% 


ECO 1 04 1 87 


CDF101615 


33% 


91.2% 


AO AO/ 

98.0% 


ECO 1 04 1 87 


CDP101690 


28% 


77.1% 


ta 1 n/ 

79.1% 


ECO104187 


EBC 100789 


58% 


89.7% 


A^7 AO/ 

97.9% 


ECO 1 04 1 87 


-1 AAA t\ 

ECO100260 


58% 


90.9% 


AO AO/ 

93.9% 


ECO104187 


ECO104187 


100% 


100% 


1 AAO/ 

100% 


ECO104187 


> X A t ri A A AAA 

MAV103039 


25% 


ai on/ 

91.8% 


AO ^0/ 

98.6% ! 


ECO 104 187 


STM103039 


42% 


92.8% 


AO OO/ 

98.3% 


ECO 104206 


T\tVTM A-l AAH 

BPT101287 


33% 


ac on/ 

95.3% 


AO OO/ 

93.8% 


ECO 104206 


ECO 104206 


100% 


1 AAO/ 

100% 


1 AAO/ 

100% 


ECO 104206 


KPN303324 


79% 


0^ 00/ 

86.8% 


1 AAO/ 

100% 


ECO 104206 


PRT101726 


52% 


A/T cn/ 

96.5% 


A /T 00/ 

96.8% 


ECO 104206 


PAE200993 


O CO/ 

35% 


AiT 1 O/ 

96.1% 


Ar 00/ 
90.970 


ECO 104206 


T*TIT T 1 A 1 O A C 

PPU101846 


O CO/ 

35% 


00 00/ 
82.2% 


A A 00/ 

94.970 


ECO 1 04206 


rkfli t< Af A1 A 

PSY105014 


33% 


a a on/ 

94.3% 


AO 1 0/ 

97.1% 


ECO 104206 


A A T T >l A A A A A 

SAU402924 


i An/ 

19% 


25.5% 


OC AO/ 

25.9% 


ECO 104206 


YPS00H03 


36% 


94.4% 


A £ Aft/ 

96.7% 


ECO 1 042 1 2 


ECO104212 


100% 


1 a An/ 

100% 


1 AAO/ 

100% 


ECO 1 042 12 


MAV 105559 


38% 


98.4% 


ft/ AO/ 

96.4% 


ECQ104212 


"P* A "Fl A A A O A A 

PAE202340 


43% 


96.9% 


AC CO/ 

95.5% 


npA i A/jo 1 0 

cvA^iv/4Ziz 


TJQV1 ni 1 ?n 


zlfi0/L 
4U/o 


01 00/. 
y 0.0 70 


09 10/, 

yz. 1 /0 


ECO104212 


SPA103867 


77% 


99.4% 


100% 


ECO104212 


STY100399 


79% 


99.4% 


98.8% 


ECO104212 


STM100679 


79% 


99.4% 


98.8% 


ECO104212 


SHA101546 


27% 


19.1% 


38.3% 
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ECO104213 


BCE1 14465 


33% 


87.9% 


86.0% 


ECO104213 


BFU107523 


30% 


84.8% 


87.4% 


ECO104213 


ECO 104213 


100% 


100% 


100% 


ECO104213 


HIN1OO053 


49% 


94.9% 


89.8% 


ECO104213 


KPN301618 


46% 


95.3% 


94.2% 


ECO104213 


MBV102351 


32% 


63.0% 


67.6% 


ECO1042I3 


MTU20Q492 


32% 


63.0% j 


64.7% 


ECO104213 


PMU101764 


20% 


84.0% 


91.1% 


ECO104213 


PPU100354 


32% 


87.2% 


94.0% 


ECO104213 


SPA102961 


88% 


100% 


100% 


ECO104213 


STY104415 


89% 


100% 


100% 


ECO104213 


STM104238 


89% 


100% 


100% 


ECO104213 


YPS000365 


51% 


94.6% 


90.6% 


ECO104214 


ECO104094 


41% . 


81.5% 


84.5% 


ECO104214 


ECO104214 


100% 


100% 


100% 


ECO104218 


BAN109731 


25% 


83.0% 


61.4% 


ECO104218 


BAN101242 


25% 


83.0% 


61.7% 


ECO104218 


BFR104541 


32% 


47.7% 


18.5% 


ECO104218 


BPT106864 


29% 


59.5% 


28.8% 


ECO104218 


CAC103483 


25% 


68.0% 


57.8% 


ECO104218 


CBO103698 


31% 


69.9% 


59.9% 


ECO104218 


CDF103367 


47% 


95.4% 


86.9% 


ECO104218 


ECO104218 


100% 


100% 


100% 


ECO104218 


LPN103427 


32% 


53.6% 


21.5% 


ECO104218 


PAE205473 


25% 


75.8% 


31.8% 


ECO104218 


PPU102004 


25% 


77.8% 


32.5% 


ECO104218 


PSY101204 


26% 


75.8% 


31.5% 


ECO104218 


SPA1O0039 


97% 


26.1% 


72.7% 


ECO104218 


STY104427 


96% 


100% 


100% 


ECO104218 


SAU800319 


22% 


100% 


29.1% 


ECO104218 


VCH103730 


53% 


94.8% 


93.5% 


ECO104227 


ECO104227 


100% 


100% 


100% 


ECO104233 


BFR103759 


34% . 


35.5% 


7.3% 


ECO104233 


ECO104233 


100% 


100% 


100% 


ECO104233 


PSY108408 


47% 


21.4% 


19.6% 


ECO104233 


SPA103792 


64% 


61.7% 


34.0% 


ECO104233 


STY104385 


64% 


0.7% 


58.5% 


ECO104237 


CBO102806 


21% 


80.4% 


90.8% 


ECO104237 


CDP102071 


23% 


31.9% 


36.0% 


ECO104237 


EBC104003 


22% 


90.3% 


45.7% 


ECO104237 


EFM100817 


25% 


12.1% 


81.8% 


ECO104237 


ECO104237 


100% 


100% 


100% 


ECO104237 


HPY101363 


32% 


14.7% 


51.2% 


ECO104237 


KPN204112 


22% 


44.4% 


95.6% 


ECO104237 


NGO101210 


22% 


28.4% 


32% 


ECO104237 


NME101733 


23% 


40.5% 


46.3% 


ECO104237 


PAE202732 


23% 


20.7% 


22.3% 


ECO104237 


PPU100120 


23% 


55.4% 


6.6% 


ECO104237 


PSY109124 


21% 


45.5% 


45.1% 


ECO104237 


SPA100829 


42% 


99.4% 


100% 


ECO104237 


STY104453 


42% 


100% 


100% 


ECO104237 


SAU801807 


21% 


89.0% 


47.9% 


ECO104237 


SPN400445 


26% 


25% 


282% 


ECO104237 


SPN400448 


19% 


84.1% 


83.9% 
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ECO104237 


SPY201468 


26% 


19.8% i 


21.8% 


ECO104237 


UUR100451 


21% 


62.9% 


52.3% 


ECO104241 


BAN105415 


34% 


97.2% 


87.9% 


ECO104241 


BAN100610 


36% 


98.2% ! 


88.3% 


ECO104241 


BPT100527 


34% 


96.1% 


76.8% 


ECO104241 


BCE105851 


33% 


96.8% 


79.6% 


ECO104241 


BFU104903 


34% 


96.8% 


88.7% 


ECO104241 


BMA105285 


34% 


96.8% 


85.4% 


ECO104241 


CDP100497 


25% 


81.0% 


75.7% 


ECO104241 


EBC103564 


89% 


100% 


100% 


ECO104241 


EFA201443 


26% 


100% 


88.0% 


ECO104241 


ECO104241 


100% 


100% 


100% 


ECO104241 


HPY100308 


31% 


52.5% 


47.7% 


ECO104241 


KPN303969 


88% 


100% 


89.3% 


ECO104241 


PRT105871 


69% 


99.3% 


87.1% 


ECO 104241 


PAE204602 


50% 


98.2% 


85.3% 


ECO104241 


PPU108515 


50% 


99.3% 


88.3% 


ECO104241 


PSY105304 


49% 


99.3% 


88% 


ECO104241 


SPA100149 


84% 


70.1% 


76.0% 


ECO104241 


STY104465 


90% 


100% 


89.3% 


ECO104241 


SAU800450 


. 25% 


96.8% 


83.2% 


ECO104241 


SHA102676 


26% 


80.3% 


69.3% 


ECO104242 


ABA102199 


40% 


82.1% 


55% 


ECO104242 


BAN106862 


42% 


73.1% 


81.7% 


ECO 104242 


BAN100124 


40% 


92.5% 


78.4% 


ECO104242 


BCE1 11053 


56% 


100% 


100% 


ECO104242 


CJU100846 


35% 


95.5% 


98.5% 


ECO104242 


CDP102875 


32% 


73.1% 


69.7% 


ECO104242 


EBC103562 


89% 


100% 


100% 


ECO104242 


ECO104242 


100% 


100% 


100% 


ECO104242 


KPN303965 


91% 


100% 


100% 


ECO104242 


NGO100488 


31% 


86.6% 


85.9% 


ECO104242 


NME201558 


31% 


86.6% 


85.9% 


ECO104242 


PRT102284 


85% 


100% 


100% 


ECO104242 


PAE204603 


67% 


100% 


100% 


ECOl 04242 


PPU108517 


68% 


100% 


100% 


ECO104242 


PSY105303 


65% 


100% 


100% 


ECO 104242 


SPA100318 


73% 


100% 


100% 


ECO 104242 


STY104469 


94% 


100% 


100% 


ECO104242 


STM1011U 


73% 


100% 


100% 


ECO104242 


YPS000934 


42% 


73.1% 


48.5% 


ECO104243 


EBC103560 


93% 


97.1% 


100% 


ECOl 04243 


ECOl 04243 


100% 


100% 


100% 


ECO104243 


HIN101100 


29% 


47.6% 


88.7% 


ECO104243 


KPN303963 


94% 


78.8% 


97.6% 


ECO104243 


PRT105711 


89% 


99.3% 


100% 


ECO104243 


PAE204604 


69% 


97.9% 


99.6% 


ECO 104243 


PPU108519 


69% 


97.9% 


99.6% 


ECO104243 


PSY1 05302 


68% 


89.3% 


99.2% 


ECO 104243 


SPA1 00405 


96% 


63.9% 


100% 


ECO104243 


STY104486 


96% 


99.3% 


100% 


ECO104248 


BPT100647 


22% 


48.7% 


53.8% 


ECO 104248 


CJU100983 


21% 


24.3% 


28.8% 


ECO104248 


CBO100209 


22% 


29.3% 


36.2% 
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Homolog Coverage ! 


ECO104248 


EBC102765 


83% 


99.7% 


97.8% 


ECO104248 


[ EFA200629 


21% 


39.9% 


45.3% 


ECO104248 


ECO104248 


100% 


100% 


100% 


ECO104248 


HIN101218 


22% 


36.8% 


40.6% 


ECO104248 


HPY100571 


22% 


31.1% 


35.5% 


ECO104248 


KPN300147 


83% 


18.4% 


100% 


ECO104248 


KPN303987 


86% 


100% 


98.3% 


ECO104248 


PMU101683 


22% 


45.2% 


50.1% 


ECO104248 


PAE201688 


24% 


33.7% 


35.4% 


ECO104248 


PPU105635 


27% 


28.1% 


27.3% 


ECO104248 


PSY104669 


23% 


35.5% 


37.4% 


ECO104248 


SPA101818 


92% 


70.7% 


88.2% 


ECO104248 


STY104492 


91% 


99.9% 


98.2% 


ECO104248 


SMU100078 


19% 


46.8% 


53.0% 


ECO104248 


VCH103522 


23% 


31.1% 


33.5% 


ECO104257 


ABA105495 


32% 


95.9% 


98.8% 


ECO104257 


BAN109779 


30% 


30.3% 


53.5% 


ECO104257 


BAN106573 


32% 


46.9% 


81.4% 


ECO104257 


CJU100460 


33% 


22.2% 


33.0% 


ECO104257 


CDP100325 


31% 


42.9% 


30.9% 


ECO104257 


EBC100359 


84% 


64.7% 


100% 


ECO104257 


ECO104257 


100% 


100% 


100% 


ECO104257 


HIN1000U 


46% 


94.8% 


97.3% 


ECO104257 


KPN302168 


89% 


93.9% 


100% 


ECO104257 


LMO100106 


30% 


47.2% 


81.6% 


ECO104257 


MBV104557 


35% 


27.1% 


39.4% 


ECO104257 


MTU200557 


35% 


27.1% 


39.4% 


ECO104257 


PMU100958 


48% 


94.8% 


97.3% 


ECO104257 


PRT100948 


54% 


97.4% 


99.1% 


ECO104257 


PAE204625 


40% 


95.9% 


98.5% 


ECO104257 


PPU103990 


37% 


95.9% 


98.5% 


ECO 104257 


PSY102430 


37% 


95.9% 


98.5% . , 


ECO 104257 


STY104541 


90% 


99.7% 


100% i 


ECO104257 


SAU800541 


31% 


47.2% 


82.7% 


ECO104257 


SHA101635 


28% 


50.4% 


88.1% 


ECO 104257 


SMU100923 


32% 


47.2% 


80.8% 


ECO104257 


SPN400743 


31% 


49.3% 


85.2% ! 


ECO 104257 


SPY200944 


32% 


49.0% 


84.3% | 


ECO104257 


VCH100611 


42% 


97.4% 


99.4% 


ECO104257 


YPS000089 


69% 


98.5% 


97.4% 


ECO104266 


CBO103949 


43% 


94.8% 


97.6% 


ECO104266 


EBC103570 


86% 


87.8% 


100% 


ECO104266 


ECO104266 


100% 


100% 


100% 


ECO104266 


HIN100500 


40% 


87.8% 


88.7% 


ECO104266 


PRT104710 


71% 


99.0% 


99.6% 


ECO104266 


PSY100831 


28% 


23.1% 


21.5% 


ECO104266 


SPA102180 


75% 


81.2% 


100% 


ECO104266 


STY 104578 


89% 


100% 


100% 


ECO 104277 


ABA100489 


71% 


99.8% 


99.8% 


ECO 104277 


BFR12450 


57% 


46.7% 


99.1% 


ECO 104277 


BPT101569 


70% 


99.6% 


100% 


ECO104277 


BCE1 10991 


72% 


94.6% 


99.8% 


ECO104277 


BFU107313 


72% 


100% 


100% 


ECO104277 


BMA109904 


71% 


100% 


100% 



859 



WO 02/077183 PCT/US02/09107 



Query LocusE) 


Homolog LocusID 


Identity 


v^uery L/Ovcragc 


nuiuuiug V^UVCIagw 


ECO104277 


CDF101289 


Af\0/ 

4Uto 


y/.j/o 


^8 7% 
JO, / /o 


ECO 104277 


CDP101266 


ji/o 


1 AA0Z I 

luu/o 


100% 

lUU /o 


ECO104277 


EBC103175 




1 AAO/ 

luu/o 


1 00% 

A VV /O 


ECO 104277 


T?ryx jrt AAC/f C 

EFM1 00646 


JO/o 


7O.*T/0 


43 4% 


ECO 104277 


ECO104277 


lUU/o 


IUU/0 


100% 


ECO 104277 


TTTVT1 /\1 OO /I 

HIN101224 


007b 


yy.o /o 




ECO104277 


TTTYVM AO 1 OO 

KPN302187 


yoyo 


QQ 

yy*\j /o 


100% 


ECO 104277 


LMO1013.30 


"5*70/ 

3 /To 


yj.y /o 


^Q 4% 


ECO104277 


MCA100198 


coo/ 
687o 


OQ AO/ ! 

yy .0 /o 


77.0/0 


ECO 104277 


MAV 100344 


C70/ 
5/70 


1UU/0 


QQ 8% 
77.0 /o 


ECO104277 


MBV101523 


CCD/ 

56% 


1 AAO/ 


QQ R% 
yy.o/o 


ECO 104277 


MLP100773 


ceo/ 
56% 


1 rvnoA 
1UU70 


QQ »% 
77.0/0 


ECO 104277 | 


MTU202441 


ceo/ 
56% 


1 nno/i 


QQ R% 
yy.o/o 


ECOl 04277 


NGO100693 


coo/ 
65% 


00 AO/. 

yy.o/o 


qq <;% 
yy.3/0 


ECO 104277 


NME201942 


<Q0/ 


QQ A0Z 


QQ ^% 1 

77»J /O 


ECO 104277 


T»X JTT T1 A A /IOC 

PMU 100425 


QH0/ 
0 /% 


QQ 00/ 

yy.o/o 


QQ fi% 1 
77.U/0 


ECO 104277 


T»T» T 1 A 1 AC/I 

PRT101954 




1UI//0 




ECO104277 


PAE204593 


/4% 


QQ R0/ 

yy.o/o 


1 00% 


ECO104277 


T»T>T T 1 AOIf A 

PPU 109750 


T">0/ 

/z% 


QO 70/ 

yo.//o 


1 00% 
1UU /o 


ECO104277 


T» T 1 AA1 OA 

PSY100129 


0/ 

/l/o 


'ii no/; 

J l.U /o 


Q7 6% 
y 1 .0/0 


ECO104277 


SPA101244 | 


A/10/ 

y4% 


07 ^0/, 


^O. J /o 


ECO 104277 


on/i A/i co i 

STY1 04621 


9 i/o 


1 AAO/ 

lUU/o 


100% 
1UU /o 


ECO 104277 


VCH 100685 


/y% 


1 nfioz 

lUU/o 


100% 

l\J\J /o 


ECO 104286 


BCE106333 


3470 


01 ^oz 
yio/o 


Q1 R% 
y 1.0/0 


ECOl 04286 


ECO 104286 


1 A AO/ 


1 AAO/' 

luu/o 


100% 

lw /0 


ECO104286 


Ty^TkXTO AO A AC 

KPN3 02096 


CIO/ 

03% 


1 AAO/. 


QQ R% 
yy .0 /o 


ECO104286 


T*1L MT T1 AA^JOO 

PMU 1 00722 


1 AO/ 

30% 


in 10/. 

iy.i7o 


97 ^% 

Z / .J /o 


ECO104286 


A T^OAAi4C>1 

PAE200464 


38% 


oq co/ 
y^.o /o 


qa no^ 
yo.v/o 


ECO 104286 


SPA103705 


72% 


1 AA0/ 

1UU% 


lUU/o 


ECO 104286 


STY 100644 


000/ 

73% 


1 AAO/ 


1 AAO/. 
1UU/0 


ECO 104286 


STM100405 


000/ 

73% 


1 AAO/ 


1 nno/. 

1UU/0 


ECO 104286 


SHA102806 


OAO/ 

29% 


1 c 00/ 

10.270 


OA C0Z 

0U.0/0 


ECO 104286 


SMU101645 


O CO/ 

36% 


1 0 00/ 
1Z. /% 


oc 00/ 
ZD.J/o 


ECO104286 


T r/1TT1 A1 "1 1 O 

VCH101112 


31% 


K 10/ 
15.170 


1 J. O/0 


ECO104286 


■\7T>C1AAA1 CC 

YPS000166 


/ICO/ 

4070 


QA 00/ 

y4.y /o 


R7 0% 


ECO201063 


l*?T*/^i Ail AA 

EBC107300 


ceo/ 
05% 


7c 00/ 
/D.3 /o 


Q« 7% 
yo.z/o 


ECO201063 


ECO101962 


Ann/ 

97% 


1 AAO/ 
IUUTO 


lUU/o 


ECO201249 


ECO201249 


1 AAO/ 
100% 


1 AAO/ 
lUU/o 


lw/0 


ECO201472 


BFU 102395 


/I /tO/ 

44% 


00 00/ 


03. j /o 


ECO201472 


■»-> T-N f~\ 1 ftftftftq 

EBC 103227 


OAO/ 

79% 


C3 00/ 

o3.y7o 


100% 

1UU/0 


ECO201472 


■w->x--»/-v -• ftftrftft 

ECO 1025 90 


oco/ 

76% 


0 0 CO/ 
OO. 070 


527 ^0/ 
0 /.D/o 


ECO201472 


•1— \y-««/~\ -f ftftftft (\ 

ECO 10023 9 


OAO/ 
80% 


1 AAO/ 

IUUto 


1 AAO/. 

1UU/0 | 


ECO201472 


ECO101961 


AO0/ 

97% 


01 70/ 
yi./yo 


1 AAO/. 
1UU/0 


ECO201472 


T T^'XTt AO 1 CO 

LPN103162 


/iCO/ 

40% 


^A ^0/ 
00.5/0 


o 4 ; ^% 
y j* j /o 


ECO201472 


riT^T^O AACOO 

SEP200678 


A 1 0/ 

41% 


1Q AO/ 


^7 1% 

D / . 1 /o 


ECO201937 


ECO201937 


1 AAO/ 

100% 


1 AAO/ 
100% 


1 AAO/L 
iUU/o 


ECO201962 


BFR1 00408 


010/ 

21% 


1 A CO/ 

19.5% 


oc OOZ 

ZD. / /o 


ECO201962 


BPT101287 


O AO/ 

30% 


AO AO/ 


QO CO/ 

oy.o/o 


ECO201962 


ECO101476 


AOO/ 

98% 


/fO OO/ 

43.3% 


1 AAO/ 

IUU/o 


T«r*n70iQA7 

JtJLAJZUiyOZ 




S7% 
0 1 /o 


Q7 6% 
^ / .u /o 


97.0% 


ECO201962 


KPN305983 


36% 


94.8% 


95.1% 


ECO201962 


KPN303324 


61% 


85.1% 


98.2% 


ECO201962 


PRT101028 


43% 


95.2% 


96.0% 


ECO201962 


PRT101726 


45% 


96.0% 


96.3% 
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Query Coverage 


Homolog Coverage 


ECO201962 


PAE200993 


33% 


A*7 £0/ 

97.6% 


AT AO/ 

97.9% 


nrvviAi ac;o 

ECO201962 


TYT>T T1A1 Ai/* 

PPU101846 


33% 


OA TO/ 

84.7% 


AO 10/ 

9o.l% 


■d/"v\o ai a /Co 
ECO201962 


PSY104278 


AAA/ 

33% 


*7A /I0/ 

70.4% 


AT CO/ i 

97.5% 


T?/'"''/'"\0 A1 ACO 

ECO201962 


PSY105014 


32% 


AI 00/ 

91.7% 


AI /CO/ 

91.0% 


I?/"V\OA1 O/CO 

bCU2U19o2 


fin * 1f\AO£A 

SPA1 04864 


44% 


CO/ 

9j.!)yo 


1 AAO/ 1 


rnAiAi A/TT 

ECO201962 


STM1 00755 


44% 


A^C AO/ 

96.9% 


AT CO/ 

97.5% 


ECO20I962 


YFS0011C3 


34% 


AO 1 O/ 

97.1% 


HQ 0?/ 

9o.oyb 


T7AA1A1 A^O 

ECO201962 


YPS000524 


35% 


AO AO/ 

92.0% 


A 1 AO/ 

91.4% 


ECO202164 


ABA104543 


28% 


y* 1 AA/ 

41.3% 


1 A OO/ 

19.8% 


ECO202164 


BCE101745 


31% 


47.0% 


OA AO/ 

20.9% 


ECO202164 


CDP1 01707 


37% 


90.9% 


/I O CO/ 

43.5% 


ECO202164 


ECO202164 


100% 


1 AAO/ 

100% 


1 AAO/ 

100% 


TJ/^AOAO 1 /C/l 

bCO202164 


T/^TVKT 1 AAATA 

KPN 100079 


At O/ 

91% 


*} AO/ 

30% 


1 AA0/ 

1U0% 


bCO202164 


OAT TOAA A TO 

SAU802473 


«5 AO/ 

39% 


O/C CO/ 

90.5% 


/lo 00/ 

43.2% 


C/^/^VO A0 1 £/1 

bCU2021o4 


OTJ A 1 A1 TOC 

MiAlU1725 


•5 AO/ 

39% 


yo.jyo 


/II AO/ 
4o.U% 


bCU202228 


"CDOI A A A '1 1 

bbC 104921 


/too/ 

68% 


QC0/ 


1 nno/ 


ECO202228 


bCU202228 


1 AAO/ 

100% 


1 AAO/ 

lOOyo 


1 AAO/ 


ECO202228 


VT"»X TO A C T A o 

KPN3 05748 


/T/TO/ 

66% 


ACO/ 

95% 


ZTA /I0/ 

69.4% 


n/"VN/"i/\A^o o 

ECO202228 


SPA 1043 69 


66% 


ACO/ 

95% 


1 AAO/ 

100% 


ECO202238 


EBC 106405 


50% 


O/l ^o/ 

74.6% 


to c:o/ 

78.6% 


ECO202238 


ECO202238 


100% 


1 AAO/ 

100% 


1 AAO/ 

100% 


ECO202238 


on A 1 f\/^'"iT1 

SPA106377 


A *TO/ 

26% 


A/I AO/ 

94.9% 


1 AAO/ 

100% 


T"»^^/"\0 A^AA^ 

ECO202902 


TJAAAAAAA^ 

ECO202902 


100% 


1 AAO/ 

100% 


1 AAO/ 

100% 


ECO202902 


ClTi A 1 AC 1 CO 

SPA 105 152 


TOD/ 

78% 


OA /CO/ 

39.6% 


1 A CO/ 

14.6% 


ECO204438 


1715/^1 ACAAA 

EBC 105029 


68% 


AiT vIO/ 

96.4% 


1 AAO/ 

100% 


ECO204438 


ECO204438 


1 AAO/ 

100% 


1 AAO/ 
100% 


1 AAO/ 
100% 


T0/""*/~\O A/I /IO O 

ECO204438 


VAXTAAf OAA 

KPN205390 


coo/ 

58% 


A /I AO/ 

94.0% 


1 AAO/ 

100% 


ECO204438 


PRT104175 


36% 


TO CO/ 

73.5% 


^A AO/ 

69.9% 


ECO204438 


SPA1 00720 


75% 


74.7% 


73.4% 


ECO204448 


ECO204448 


100% 


100% 


•• AAO/ 

100% 


ECO204448 


on A 1 /"\ 1 <~i A 

SPA101764 


69% 


98.8% 


1 AAO/ 

100% 


ECO204448 


STY 105423 


78% 


47.5% 


OO /IO/ 

88.4% i 


T , /-^/~\0 A/l O A C 

ECO204845 


ECO204845 


1 AAO/ 

100% 


1 AAO/ 

100% 


1 AAO/ 

100% 


T70A1A/I O /I C 

ECO204845 


T> A T7 1 AT/I yl /I 

PAE 107444 


n ao/ 

24% 


OO AO/ 

33.0% 


/I C CO/ 

45.5% | 


T?/~i/~\0 A/I AAA 


An A 1 AA^AC 

ABA 100225 


AAA/ 

27% 


O C 00/ 

35.8% 


00 10/ 

38.1% 


ECO2049G0 


An a 1 a a a tt 

ABA 1 00477 


AHA/ 

27% 


34.3% 


(L 1 10/ 

61.1% 


rriAIA^AAA 

ECO204900 


T> A XT 1 f\ AO AH 

BAN 104847 


AAA/ 

33% 


OA 00/ 

20.2% 


1 O 00/ 

18.2% 


ECO204900 


T> A XT 1 AAAAO 

BAN 109223 


32% 


T OO/ 

7.8% 


O A OO/ 

34.8% 


T">f"1/"\0 A A C\f\f\ 

ECO204900 


1~> A\T1 AI A A A 

BAN 10 1440 


31% 


O OO/ 

8.3% 


O 1 TO/ 

31.7% 


ECO204900 


BANH0288 


23% 


31.9% 


18.9% 


ECO204900 


BCE108121 


27% 


67.7% 


CT AA/ 

57.0% 


FAAOAjIAAA 

ECO204900 


rjFT T 1 A^AI C 

BFU 107935 


O 1 0/ 

31% 


T t O/ 

7.1% 


O 1 CO/ 

31.6% 


PAAOAjIAAA 

ECO204900 


Ti T7T T 1 AAAAA 

BFU 100092 


/i ^0/ 

46% 


O AO/ 

8.9% 


AO OO/ 

98.9% 


T?AAOA>IAAA 

ECO204900 


T>T7T T1 AA1 A A 

BrU100109 


27% 


OO 00/ 

23.2% 


/IT TO/ 

47.7% 


ECO204900 


Tj ttt T 1 AO C 0 1 

BFU 102581 


AAA/ 

29% 


CC. OO/ 


C10/ 

5.1% 


TAAOAylAAA 

ECO204900 


A A AI A A/1 A /I 

CAC 100404 


1A0/ 

30% 


O OO/ 

8.8% 


OO 00/ 

33.2% 


ECO204900 


t>t> /*** "i at/I A/i 

EBC 107494 


000/ 

28% 


1 O AO/ 

13.9% 


Of A/ 

85% 


ECO204900 


EBC103412 


27% 


12.8% 


592% 


ECO204900 


ECO 100490 


77% 


9.4% 


39.4% 




ECO103517 


90% 


1 C /CO/ 


10/ 
00.170 


ECO204900 


ECO 100686 


95% 


33.0% 


68.1% 


ECO204900 


ECO 101427 


76% 


53.0% 


77.6% 


ECO2049GG 


ECOI004SS | 67% 


1 98.8% 


69.6% 


ECO204900 


ECO 100683 1 92% 


! 73.4% 
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ECO204900 


ECO103515 


86% 


•70 *70/ 
/&. I/O 


OJ.l/0 


ECO204900 


ECO103405 


85% 


/o. /% i 


in Q0/ 


ECO204900 


PRT103688 


31% 


1U.O70 


71 ffiA 


ECO204900 


PRT103361 


33% 


1 1 CO/ 

11.5% 


78 n% 

/o.U/o j 


ECO204900 


PRT103421 


25% 


<n no/ 

O /. I/O 


^7 9% 

J / .Z /0 


ECO204900 


PAE202682 


32% 


Q1 AO/ 

31.4% 


in nOL 
J / » / /o 


ECO204900 


PPU107712 


31% 


1 a no/ 

10.9% 


y3A/o 


ECO204900 


PPUl 10484 


27% 


O 10/ 

9.2% 


J O.J /0 


ECO204900 


PPU109654 


25% 


lO *70/ 

38.7% 


ft£ C0Z 

oO.o/o 


ECO204900 


PPU107101 


40% 


C /TO/ 

5.6% 


C «0Z 

5.5% 


ECO204900 


PPU109653 


27% 


CO oo/ 

58.8% 


AO Q0/ 


ECQ204900 


PPUl 10482 


25% 


63.8% 


07 10/ 

ZZ. l/o I 


ECO204900 


PPU109652 I 


25% 


rr\ 00/ 
60.3% 


77 7<>Z 

ZZ.J/0 j 


ECO204900 


PSY108533 


29% 


A 10/ 

4.Z% 


an 6% 

oU.O /o 


ECO204900 


PSY101322 


55% 


£. AO/ 

6.0% 


7 A 70/ 

Z4.3/0 j 


ECO204900 


PSY105816 


42% 


I 1 /CO/ 

I I .o% 




ECO204900 


PSY102083 


26% 


CC CO/ 

55.5% 


71 6% 

zi.o/o 


ECO204900 


SPA1 06438 


42% 


Q CO/ 
0.0% 


O.D /o 


ECO204900 


SPA100247 


28% 


CC 1 0/ 

65.1% 


AQ 1QZ 
4y . 1 /o 


ECO204900 


STY104095 


29% _! 


60.7 % 


45.3% 


ECO204900 


STM103807 


42% 


1 1 AO/ 

11.0% 


AA 10/ 
44. / /0 


ECG204900 


STM103806 


26% 


46.7% 


iy.U/o 


ECQ204900 


YPS002988 


30% 


cf /TO/ 

55.0% 


7 A 

ZH.J /0 


ECO204900 


YPS002860 


25% 


ci no/ 
o3. /% 


joJ/o 


ECO204942 


ABA100233 


85% 


11 CO/ 


QR 5% 
yo.0 /o 


ECO204942 


ABA100062 


84% 


AA CO/ 

99.5% 


OQ ^0/ 
yy. j /o 


ECO204942 . 


BAN 106076 


74% 


AA nO/ 

99.7% 


OO 7% 

yy. / /o j 


ECO204942 


BFR12122 


71% 


99.7% 


yy. i/o 


ECO204942 


BPT100044 


80% 


99.7% 


99. /% | 


ECO204942 


BPT1 00847 


80% 


99.7% 


aa no/ 
99. /% 


ECO204942 


BBU100475 


64% 


99.7% 


AO AO/ 

98.0% 


ECO204942 


BCE1 12288 


75% 


1 C CO/ 

15.5% 


aq AO/ 

yoA/o 


ECO204942 


BCE106056 


81% 


CA CO/ 

52.5% 


1 AA0/ 


ECO204942 


BCE108906 


80% 


99.7% 


QO 70/v 

yy. / /o 


ECO204942 


BFU100267 


74% 


in 10/ 

373% 


yy.j /o 


ECO204942 


BFU 100847 


79% 


99.7% 


QO 70Z 

yy. / /o 


ECO204942 


BMA107343 


78% 


AC 00/ 

95.9% 


1 aaoz 
luu/o 


ECO204942 


BMA106305 


79% 


aa no/ 

99.7% 


OQ 70/ 

yy. / /o 


ECO204942 


CJU100435 


72% 


99.7% 


QQ 7°Z 

yy.//o 


ECO204942 


CPN200689 


68% 


AA CO/ 

99.5% 


QQ CQ/ 

yy.D /o 


EC0204942 


CTR200588 


67% 


1 AAO/ 

100% 


QO 70/ 

yo. / /o 


ECO204942 


CAC 103049 


72% 


99.7% 


QQ 7% 

yy. / /o 


ECO204942 


CBO100671 


69% 


1 A AO/ 

10.9% 


o^ 6% 
yj.o/o 


ECO204942 


CBO101209 


74% 


59.1% 


1 AAO/ 


ECO204942 


CBO101304 


72% 


AA CO/ 

99.5% 


QQ «.% 

yy. j /o 


ECO204942 


CDF1 00547 


73% 


AA no/ 

99.7% 


QC QO/ 

y d ,y /o 


ECO204942 


CDP100912 


71% 


99.7% 


QQ 7°/. 

yy.//o j 


ECO204942 


EBC101615 


99% 


33.8% 


on oo/ 
99.3% 


ECO204942 


EBC 100362 


97% 


47.7% 


1 AAO/ 
100% 


r?r*AO A A A A A 

ECO204942 


■pppl A7CQ1 


07% 
y / so 


QQ 7% 

yy, i /o 


99.7% 


ECO204942 


EFA202006 


76% 


99.7% 


99.7% 


ECO204942 


EFM100161 


74% 


71.3% 


100% 


ECO204942 


ECO103262 


99% 


99.7% 


99.7% 


ECO204942 


ECO103878 


99% 


100% 


100% 
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ECO204942 


HIN1 00558 


92% 


99.7% 


99.7% 


ECO204942 


HIN100613 


92% 


99.7% 


99.7% 


ECO204942 


HPY10U88 


72% 


99.7% 


99.7% 


ECO204942 


KPN300520 


98% 


23.6% 


100% 


ECO204942 


KPN300653 


97% 


79.9% 


99.7% 


ECO204942 


KPN300869 


97% 


99.7% 


99.7% 


ECO204942 


LMOI02516 


74% 


99.5% 


99.5% 


ECO204942 


MCA100162 


81% 


99.5% 


99.5% 


ECO204942 


MAV102941 


74% 


99.7% 


99.7% 


ECO204942 


MBV103318 


73% 


99.7% 


99.7% 


ECO204942 


MLP101139 


74% 


99.7% 


99.7% 


ECO204942 


MTU200682 


73% 


99.7% 


99.7% 


ECO204942 


MGE100460 


69% 


99.7% 


99.7% 


ECO204942 


MPN100177 


69% 


99.7% 


99.7% 


ECO204942 


NGO101673 


82% 


100% 


100% 


ECO204942 


NGO101620 


82% 


100% 


100% 


ECO204942 


NME200128 


83% 


100% 


100% 


ECO204942 


NME200143 


83% 


.100% 


100% 


ECO204942 


PMU101746 


91% 


99.7% 


99.7% 


ECO204942 


PMU101357 


92% 


99.7% 


99.7% 


ECO204942 


PRT100737 


95% 


24.6% 


100% 


ECO204942 


PRT1 00321 


94% 


99.7% 


99.7% 


ECO204942 


PAE204275 


83% 


99.7% 


99.7% 


ECO204942 


PAE204263 


83% 


99.7% 


99.7% 


ECO204942 


PPU104463 


77% 


76.6% 


99.7% 


ECO204942 


PPU104501 


76% 


99.7% 


99.7% 


ECO204942 


PSY107231 


76% 


100% 


100% 


ECO204942 


SPA104331 


98% 


39.3% 


99.4% 


ECO204942. 


SPA102798 


98% 


99.7% 


99.7% 


ECO204942 


STY102689 


98% 


99.7% 


99.7% 


ECO204942 


STY101782 


98% 


99.7% 


99.7% 


ECO204942 


STM102043 


98% 


99.7% 


99.7% 


ECO204942 


SAU800548 


74% 


99.7% 


99.7% . 


ECO204942 


SEP200072 


74% 


99.5% 


99.5% 


ECO204942 


SHA101389 


74% 


99.7% 


99.7% 


ECO204942 


SMU101538 


72% 


99.5% 


99.5% 


ECO204942 


SPN401342 


72% 


99.5% 


99.5% 


ECO204942 


SPY200441 


72% 


99.5% 


99.5% 


ECO204942 


TPA100185 


68% 


99.7% 


79.6% 


ECO204942 


UUR100528 


71% 


99.2% 


99.2% 


ECO204942 


VCH100316 


86% 


100% 


100% 


ECO204942 


VCH100357 


86% 


100% 


100% 


ECO204942 


YPS000510 


92% 


99.7% 


99.7% 


ECO204942 


YPS001855 


94% 


100% 


100% 


ECO205169 


BAN1 10650 


28% 


67.7% 


98.2% 


ECO205169 


BAN102654 


29% 


94.0% 


98.9% 


ECO205169 


CDF104202 


39% 


19.9% 


84.5% 


ECO205169 


CDF102535 


35% 


26.1% 


85.8% 


ECO205169 


CDF103887 


34% 


52.5% 


97.1% 


ECO205169 


CDF100871 


33% 


76.6% 


95.2% 


ECO205169 


CDF103297 


32% 


92.0% 


96.2% 


ECO205169 


CDF101218 


32% 


92.0% 


96.2% 


ECO205169 


CDF103939 


32% 


92.0% 96.2% 


ECO205169 


CDF100573 


32% 


92.0% 96.2% 
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ECO205169 


CDF101412 


33% 


AO AO/ 


Qfi 0% 

y o.z /o 


ECO205169 


CDF100312 


33% 


92.0% 


nr oo/ 
5/0.Z /o 


ECO205169 


CDF103189 


33% 


aa ao/ 

92.0% 


OA 00/ 

yO.ZTo 


ECO205169 


EFA200364 


25% 


oa oo/ 

80.8% 


on ro/ 

©y.o /o 


ECO205169 


EFM201897 


23% 


OA 1 O/ 

80.1% 


01 AO/ 

y 1.470 


ECO205169 


EFM201232 


31% 


93.0% 


A/T AO/ 


ECO205169 


ECO101403 


96% 


100% 


1 AAO/ 

IUUto 


ECO205169 


HPY100981 


30% 


91.3% 


00 .470 j 


ECO205169 


HPY100434 


30% 


a 1 10/ 

91.3% 


OO >!0/ 


ECO205169 


HPY100973 


30% 


A1 10/ 

91.3% 


07 i40/ 


ECO2051 69 


HPY101512 


30% 


A1 10/ 

91.3% 


Q1 ylO/ 

o .3.4/0 


ECO205169 


HPY101078 


30% 


At 10/ 

91.3% 


Q7 /10/ 


ECO205169 


KPN204073 


83% 


AA CO/ 

99.5% 


1 hao/ 

lUU/o 


ECO205169 


MCA1 03372 


29% 


c a to/ 

54.7% 


AZT 1 0/ 

yo. Ito 


ECO205169 


MBV101240 


25% 


97.3% 


y l./yo 


ECO205169 


MTU203772 


25% 


79.6% 


©C 10/ 

85.3% 


ECO205169 


MTU202753 


25% 


97.3% 


y l./yo 


ECO205169 


NME102130 


55% 


£? /I AO/ 

56.0% 


1 AAO/ 

lUU/o 


ECO205169 


PRT106097 


80% 


11 AO/ 

11.4% 


1 AA0/ 

lUU/o j 


ECO205169 


PRT104808 


90% 


1 1 £.0/ 

31.6% 


Q£ Q0/ 

y o.y /o 


ECO205169 


PRT1 03046 


80% 


CI "70/ 

53.7% 


QQ ^0/ 

yy. j /o 


ECO205169 


PRT105185 


83% 


AA OO/ 

90.8% 


1 AAO/ 
lUU/o 


ECO205169 


PRT102105 


81% 


94.8% 


OQ 70/i 

yy. / /o 


ECO205169 


PRT102853 


82% 


AA OO/ 

99.8% 


oo oo/ 
y /.o/o 


ECO205169 


PRT105904 


82% 


99.3% 


AA 10/ 

yy.jTo 


ECO205169 


PRT105312 


82% 


99.8% 


0*7 Q0/ 

y /.o% 


ECO205169 


PRT101071 


83% 


99.8% 


AA QO/ 

yy.oTo 


ECO205169 


SPA1 01059 


64% 


97.0% 


1 AAO/ 

100% 


ECO205169 


STY101241 


64% 


96.0% 


A1 10/ 

97.3% 


ECO205169 


STM101920 


35% 


95.5% 


OO CO/ 
00.370 


ECO205205 


ECO205205 


100% 


100% 


1 AAO/ 

IUUto 


ECO205289 


BAN102833 


31% 


r\ n co/ 

28.5% 


TO/ 
DO. / /O 


ECO205289 


BMA106255 


28% 


A A £(%/ 

44.6% 


01 00/ 


ECO205289 


CDF103560 


27% 


39.2% 


£C 00/ 


ECO205289 


ECO205289 


100% 


100% 


1 AAO/ i 

IUUto 


ECO301060 


ECO302213 


90% 


39.6% 


y!£ CO/ 

46.5% 


ECO301060 


ECO301060 


100% 


100% 


1 AAO/ 
100% 


ECO302213 


ECO301060 


90% 


46.5% 


1A /TO/ 

39.6% 


ECO3022I3 


ECO302213 


100% 


100% 


1 AAO/ 

IUUto 


ECO302775 


BPT101815 


28% 


1 O AO/ 

18.0% 


1Q £0/ 

lo.O/o 


ECO302775 


CAC103385 


20% 


13.3% 


A1 Qo/ 
4i.y/o 


ECO302775 


CAC102155 


28% 


1 A OO/ 

14.8% 


1 Q 70/ 

1 0.3/0 


ECO302775 


EFM200948 


23% 


1 1 00/ 

33.8% 


AC. Q0/ 

4o.y /o 


ECO302775 


ECO100289 


53% 


18.4% 


OO AO/ 


ECO302775 


ECO101940 


85% 


99.2% 


A>1 AO/ 

y4.u% 


ECO302775 


PRT101411 


28% 


86.0% 


OA CO/ 

82.5% 


ECO302775 


SPA102738 


40% 


24.8% 


93.9% 


ECO302775 


SPN103543 


23% 


33.2% 


A1 OO/ 

93.8% 


ECO302775 


SPY100972 


22% 


15.1% 


AO iCO/ 

98.6% 


P/^AO A1T7C 

ECO302775 


YrbUUz4U/ 


700/ 

3Z/0 


On 0% 
y\j.y /o 


91.6% 


ECO304472 


ECO304472 


100% 


100% 


100% 


ECO305338 


ECO305338 


100% 


100% 


100% 


EFA104836 


BAN108189 


52% 


95.5% 


36.8% 


EFA104836 


BAN100435 


52% 


95.5% 


36.8% 



864 



WO 02/077183 PCT/US02/09107 



Query Locus ID 


Homolog Locus ED 


Identity 


Query Coverage 


Homolog Coverage 


EFA104836 


CBO101665 


34% 


97.7% 


lO AO/ 

38.9% 


EFA104836 


CDF103326 


41% 


88.6% 


37.1% 


EFA104836 


EFA202216 


97% 


90.9% 


35.1% 


EFA104836 


EFM200511 


75% 


90.9% 


35.1% 


EFA104836 


LMO102819 


43% 


68.2% 


28.6% 


EFA104836 


SAU801646 


41% 


70.5% 


27.7% ] 


EFA104836 


SEP201611 


41% 


70.5% 


29.2% i 


EFA104836 


SHA100023 


43% 


72.7% 


30.2% 


EFA104836 


SMU100756 


55% 


90.9% 


35.1% 


EFA104836 


SPN401013 


55% . 


90.9% 


35.1% 


EFA104836 


SPY200611 


50% 


90.9% 


37.0% 


EFA104836 


TPA100736 


51% 


65.9% 


26.9% 


EFA200179 


ABA101795 


41% 


99.5% 


99.3% 


EFA200179 


BAN107436 


55% 


99.3% 


99.3% 


EFA200179 


BAN109623 


72% 


99.3% 


99.3% 


EFA200179 


BFR103128 


43% 


99.3% 


99.8% 1 


EFA200179 


BPT100020 


40% 


99.7% 


98.9% 


EFA200179 


BBU100737 


44% 


99.0% 


99.2% 


EFA200179 


BCE1 14033 


41% 


99.0% 


99.6% 


EFA200179 


BFU109684 


42% 


99.0% 


98.6% 


EFA200179 


BMA104351 


41% 


99.3% 


99.6% 


EFA200179 


CJU100714 


40% 


99.1% 


98.9% 


EFA200179 


CPN200668 


35% 


99.5% 


98.8% 


EFA200179 


CTR200568 


37% 


99.3% 


99.8% 


EFA200179 


CAC100067 


51% 


99.8% 


100% 


EFA200179 


CBO100672 


51% 


99.8% 


100% 


EFA200179 


CDF100033 


38% 


25.9% 


98.7% 


EFA200179 


CDF1026U 


52% 


99.7% 


99.5% 


EFA200179 


CDP101232 


44% 


99.1% 


99.2% 


EFA200179 


EBC104048 


42% 


97.7% 


99.2% 


EFA200179 


EFA200179 


100% 


100% 


100% 


EFA200179 


EFM201966 


89% 


100% 


99.9% 


EFA200179 


ECO104148 


43% 


98.9% 


99.6% 


EFA200179 


HIN101359 


43% 


100% 


100% 


EFA200179 


HPY101136 


41% 


98.9% 


99.0% 


EFA200179 


KPN303513 


43% 


96.1% 


99.1% 


EFA200179 


LPN102949 


45% 


93.3% 


99.1% | 


EFA200179 


LMO102840 


69% 


99.7% 


99.3% 


EFA200179 


MCA101259 


40% 


99.4% 


99.6% 


EFA200179 


MAV104126 


44% 


93.5% 


100% 


EFA200179 


MBV101058 


44% 


99.1% 


99.9% 


EFA200179 


MLP100909 


43% 


99.1% 


98.8% 


EFA200179 


MTU202412 


44% 


99.1% 


99.9% 


EFA200179 


MGE100341 


35% 


99.7% 


99.5% 


EFA200179 


MPN100361 


35% 


99.7% 


99.5% 


EFA200179 


NGO100851 


41% 


98.6% 


99.8% 


EFA200179 


NME200089 


41% 


98.8% 


99.6% 


EFA200179 


PMU100818 


44% 


100% 


100% 


EFA200179 


PRT105161 


43% 


99.8% 


99.0% 


EFA200179 


T\ A 011 

PAE203831 


A AO/ 

44% 


AO CO/ 


yy.O/o 


EFA200179 


PPU109466 


44% 


96.5% 


97.9% 


EFA200179 


PSY104286 


43% 


98.9% 


99.6% 


EFA200179 


SPA100729 


j 39% 


1 66.9% 


I 98.4% 


EFA200179 


STY104006 ' 


! 43% 


i 98.9% 


1 99.6% 
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EFA200179 



EFA200179 



EFA200179 



EFA200179 



EFA200179 



EFA200179 
EFA200179 



Homolog LocusID 



SAU801663 



SEP201629 



SHA100785 



SMU100583 



SPN400492 



EFA200179 



SPY201210 



TPA101025 



UUR100269 



VCH102467 



Identity, 



65% 



65% 
64% 



71% 



71% 



72% 



42% 



41% 



42% 



Query Coverage 



98.9% 



98.9% 



99.3% 



99.3% 
99.5% 



99.3% 



96.9% 



97.3% 



98.5% 



Hor^lbg'Cbveragi 



99.4% 



99.4% 



99.9% 



99.3% 



99.5% 



99.4% 
96.0% 



97.3% 



99.6% 



EFA200179 



YPS000947 



41% 



99.7% 



EFA200192 



ABA100922 



34% 



98.4% 



EFA200192 



BAN110804 



52% 



98.4% 



EFA200192 



BAN108869 



65% 



98.4% 



BFR102616 



34% 



94.5% 



98.9% 
96.7% 



98.6% 



99.2% 



99.0% 
92.7% 



EFA200192 



BPT102905 



EFA200192 



BBU100371 



40% 
36% 



97.4% 



EFA200192 



BCE100150 



EFA200192 



EFA200192 



BFU100071 



BMA103736 



43% 



38% 



38% 



CJU101212 



38% 



97.1% 



58.0% 



96.5% 



98.2% 



98.2% 
97.6% 



97.1% 



97.8% 



99.1% 
98.9% 



yo.r/o 



EFA200192 



CPN200187 



39% 



EFA200192 



CTR200720 



38% 



99.2% 



CAC101596 



38% 



97.8% 



92.5% 



94.5% 



97.5% 
96.1% 



CBO103047 



37% 



97.6% 



EFA200192 



CDF100252 



44% 



97.4% 



EFA200192 



CDP100231 



37% 



98.0% 



EFA200192 



EBC100212 



39% 



98.4% 



EFA200192 



EFA200192 



100% 



100% 



EFA200192 



EFM202131 



85% 



98.8% 



EFA200192 



ECO102355 



38% 



98.4% 



EFA200192 



HIN100261 



36% 



98.4% 
98.8% 



98.0% 



96.6% 



99.1% 



100% 
99.8% 



97.7% 
95.6% 



EFA200192 



HPY100472 



37% 



99.6% 
99.5% 



EFA200192 



KPN305021 



44% 



42.2% 



EFA200192 



LPN103492 



EFA200192 



LMO101411 



EFA200192 



MCA102322 



MAV101415 



38% 



98.2% 



65% 



97.8% 



35% 



97.4% 



34% 



93.7% 
97.4% 



97.4% 



97.8% 



94.7% 



97.0% 



EFA200192 



MBV101327 



36% 



99.4% 
95.6% 



EFA200192 



MLP101032 



EFA200192 



MTU202954 



35% 



97.8% 



36% 



97.4% 



96.7% 



EFA200192 



MGE100471 



41% 



98.8% 



EFA200192 



MPN100164 



40% 



98.8% 



NGO100018 



36% 
36% 



97.4% 



98.8% 



98.8% 



99.1% 
99.1% 



EFA200192 



NME200234 



97.4% 



EFA200192 



PMU101115 



36% 



98.4% 



PRT100735 



36% 



98.8% 
98.8% 



95.6% 
97.9% 



EFA200192 



PAE203132 



35% 



EFA200192 



PPU101878 



34% 



EFA200192 



PSY105734 



35% 



98.8% 
98.8% 



EFA200192 



SPA103535 



34% 



EFA200192 



STY101161 



38% 



EFA200192 



STM101572 



EFA200192 



SAU800528 



EFA200192 



SEP201872 



29% 



64% 



64% 



98.4% 
92.9% 



25.5% 



98.0% 



98.4% 



95.3% 



95.5% 
95.5% 



97.7% 
91.4% 



21.1% 



99.0% 



99.4% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200192 


SHA101478 


62% 


94.7% 


99.6% 


EFA200192 


SMU100660 


63% 


98.4% 


98.6% 


EFA200192 


SPN401878 


62% 


98.2% 


98.1% 


EFA200192 


SPY200174 


61% 


98.2% 


99.2% 


EFA200192 


TPA100665 


33% 


98.4% 


97.2% ! 


EFA200192 


UUR100606 


41% 


98.4% 


99.0% 


EFA200192 


VCK102180 


38% 


99.0% 


92.5% 


EFA200192 


YPS000590 


38% 


98.4% 


97.7% 


EFA200195 


BAN1 10506 


69% 


98.0% 


100% 


EFA200195 


BAN101466 


70% 


98.0% 


99.1% 


EFA200195 


CJU101614 


39% 


98.0% 


83.1% 


EFA200195 


CAC102576 


46% 


96.8% 


98.0% 


EFA200195 


CBO101502 


45% 


96.8% 


98.2% 


EFA200195 


CBO103283 


47% 


96.8% 


95.6% 


EFA200195 


CDF101226 


47% 


93.9% 


99.1% 


EFA200195 


CDP100435 


38% 


98.0% 


80.1% 


EFA200195 


EFA200195 


100% 


100% 


100% 


EFA200195 


EFM202397 


92% 


70.8% 


100% 


EFA200195 


ECO 103977 


24% 


30.7% 


28.4% 


EFA200195 


HPY101409 


38% 


97.9% 


80.1% 


EFA200195 


LPN100348 


25% 


19.8% 


23.7% 


EFA200195 


LPN101706 


28% 


19.3% 


30.7% 


EFA200195 


LMO101604 


72% 


98.0% 


99.1% 


EFA200195 


MAV101957 


36% 


96.8% 


94.2% 


EFA200195 


MBV104272 


37% 


96.8% 


96.6% 


EFA200195 


MLP100931 


36% 


96.8% 


96.6% 


EFA200195 


MTU202715 


37% 


96.8% 


96.6% 


EFA200195 


MGE100141 


37% 


97.1% 


97.0% 


EFA200195 


MPN1 00555 


39% 


96.3% 


96.1% 


EFA200195 


STY103504 


58% 


4.3% 


9.1% 


EFA200195 


SAU801089 


63% 


97.5% 


97.0% 


EFA200195 


SEP200794 


62% 


98.0% 


98.4% 


EFA200195 


SHA1 00488 


63% 


97.5% 


98.6% 


EFA200195 


SMU100700 


73% 


98.6% 


98.8% 


EFA200195 


SPN400125 


74% 


98.9% 


91.0% 


EFA200195 


SPY201445 


74% 


98.6% 


98.8% 


EFA200195 


UUR100577 


36% 


99.5% 


94.1% 


EFA200198 


ABA101300 


46% 


98.1% 


96.2% 


EFA200198 


BAN108420 


56% 


100% 


99.4% 


EFA200198 


BAN1 10909 


56% 


100% 


100% 


EFA200198 


BFR11201 


51% 


99.4% 


98.1% 


EFA200198 


BPT1 00080 


55% 


98.7% 


40.4% 


EFA200198 


BCE101526 


58% 


98.7% 


38.3% 


EFA200198 


BFU1 10885 


55% 


97.5% 


91.1% 


EFA200198 


BMA106181 


58% 


97.5% 


35.2% 


EFA200198 


CJU101513 


48% 


93.6% 


39.6% 


EFA200198 


CPN200202 


26% 


95.5% 


86.4% 


EFA200198 


CTR200708 


26% 


95.5% 


85.4% 


EFA200198 


CAC103092 


55% 


98.1% 


99.4% 


EFA200198 


CBO102643 


58% 


98.7% 


100% 


EFA200198 


CDF102172 


54% 


94.3% 


38.6% 


EFA200198 


CDP100612 


33% 


98.7% 


95% 


EFA200198 


EBCI04342 


52% 


99.4% 


98.7% 


EFA200198 


EFA200198 


100% 


100% 


100% 
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Query LocusID 1 


Homolog LocusID ] 


Identity < 


^ucry vyuvGiagv^ j 


"iofiiolog Coverage 


EFA200198 


ECO102686 


CIO/ 

53% 


yy.H /o 


78.1% 


EFA200198 


EHN100652 


ceo/ 

55% 


70. / /0 


78.1% 


EFA200198 


HPY101003 


48% 


01 7°/. 

71./ /0 


35.5% 


EFA200198 


KPN306639 


63% 


1Q 10A 

iy.1 /o 


83.3% 


EFA200198 


KPN306058 


53% 


QQ A°/L 


98.1% 


EFA200198 


LMO100427 


iC1 0/ 

61% 


JLUU/o 


100% 


EFA200198 


MCA101636 


47% 


lUU/O 


97.5% 


EFA200198 


MAV100054 


000/ 

39% 


y 1 ,j /o 


94.3% 


EFA20019.8 


MBV100383 


47% 


*tj.z> /o 


93.4% 


EFA200198 


MLP 100221 


A AO/ 

4U% 


7 / .-> /o 


94.9% 


EFA200198 


MTU203529 


no/ 

37% 


Q7 

7 / .D /0 


94 3% 


EFA200198 


MGE1 00468 


26% 


7 A 70/. 
/U. / 70 


71 0% 


EFA200198 


MPN100169 


25% 


AO HQ/ 

yo./% 


OS 9% 


EFA200198 


NGO100248 


52% 


QO 1 0/ 

yo.i /o 




EFA200198 


NME201571 


51% 


AO 1 0/ 

98.1% 


Q£ 70/ 

70.x /O 


EFA200198 


PMU101609 


53% 


1 AAOA 

lUU/o 


99 4% 

77.*T /O 


EFA200198 


PRT101944 


53% 


OQ ilO/v 

yy.*t /o 


97 5% 


EFA200198 


PAE203625 


CIO/ 

51% 


70.1 /0 


98 1% 


EFA200198 


PPU101189 


CAO/ 

50% 


OR 1% 

70.1 /0 


98.1% 


EFA200198 


PSY104319 


50% 


yo.i/o } 


70. 1 /o 


EFA200198 


SPA100750 


52% 


Q7 C.0/L 

y /.D/o 


98 1% 

70. A /U 


EFA200198 


STY103432 


53% 


A A /10Z 


98 1% 

70. I/O j 


EFA200198 


TPA10O5O8 


44% 


yy.47o 


^9 1% 

J>« 1 /o 


EFA200198 


VCH100519 


51% 


1 AAO/ 


Q9 4% 

77»*t /O 


EFA200198 


YPS000097 


53% 


AO 10/. 

yo.l /o 


96 3% 

7UiJ /0 


EFA200239 


ABA105771 


24% 


OA AO/. 

yo.U/o 


90 2% 

7Vi<M /O 


EFA200239 


BAN101572 


39% 


o/c ao/ 
yo.u/o 


98 1% 

70.J /0 


EFA200239 


BANU3353 


43% 


O/C AO/. 

yo.Uyo 


9S R% 
7 -J.o /o 


EFA200239 


BFR11486 


35% 


y4. / yo 


OS 7% 
7.2. / /o 


EFA200239 


BFR10152 


35% 


AA 70/ 


Q/C AO/ 
7O.*r/0 


EFA200239 


BPT102621 


41% 


AO 1 0/ 

98.1% 


07 ^% 

y / . J /0 1 


EFA200239 


BCE112181 


40% 


AT CO/ 

97.5% 


06 70Z 

yo. / /o 


EFA200239 


BFU100682 


39% 


AO AO/ 

98.4% 


07 6°/ 

7 1*0/0 


EFA200239 


BMA103928 


41% 


A*7 CO/ 

97.5% 


06 l*/n. 

yo. / /o i 


EFA200239 


CJU100297 


40% 


AO 1 0/ 

70.1% 


06 9% 


EFA200239 


CPN200454 


37% 


AO 1 0/ 

yo. l /o 


96 1% 

7U. 1 /0 


EFA200239 


CTR200503 


37% 


OQ 1 OZ 

yo.i /o 


98 5% 

70.J /o 


EFA200239 


CAC101231 


A ffi/ 

45% 


OQ 00/ 

yo.o /o 


98 5% 


EFA200239 


CBO102871 


A net/ 

43% 


Q/T £0/ 

yo.o/o 


96 0% 


EFA200239 


CDF101767 


42% 


OQ 40/. 

y 0.4/0 


97 9% 


EFA200239 


EBC100408 


40% 


yo.y /o 


99 7% 

7-7. / /U | 


EFA200239 


EFA200239 


100% 


1 AAO/ 

lOUyo 


100% 

1 uu /□ 


EFA200239 


EFM200290 


62% 


1 AAO/ 
100% 


100% 

l\J\J /o 


EFA200239 


ECO101064 


39% 


AO >f 0/ 

98.4% 


AO 10/ 

yy.i /o 


EFA200239 


HIN100150 


39% 


AO 1 0/ 

98.1% 


08 7% 
70. / /o 


EFA200239 


HPY100199 


39% 


AA /10/ 

77.4% 


9S S% 

yo.J/o i 


EFA200239 


KPN300926 


39% 


AO vlO/ 

to .4% 


99 1% 
2/7. 1 /o 


EFA200239 


LPN101178 


41% 


AA /10/ 

99.4% 


00 4% 

77.*+ /0 


EFA200239 


LMO102110 


38% 


AQ 1 0/ 

yo.lyo 


98 1% 
70. 1 /□ 


T7T7A 7fW?^Q 


MPA101964 


28% 


80.7% 


71.9% 


EFA200239 


MAV100667 


34% 


96.3% 


93.1% 


EFA200239 


MBV104576 


32% 


74.8% 


90.7% 


EFA200239 


MTU200530 


30% 


96.3% 


93.1% 


EFA200239 


NGO101399 


41% 


98.4% 


98.8% 
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Query Locus ED 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200239 


NME200499 


42% 


98.4% 


98.8% 


EFA200239 


PMU101914 


40% 


98.4% 


99.1% 


EFA200239 


PRT100179 


39% 


98.4% 


99.1% 


EFA200239 


PAE203331 


37% 


95.6% 


93.3% 


EFA200239 


PPU100970 


28% 


95.3% 


99.0% 


TTT^ A A A AAO A 

EFA200239 


PSY100579 


34% 


99.4% 


98.8% 


T^T^ A 1AA11A 

EFA200239 


SPAI0096! 


38% 


98.4% 


AA ft/ 

99.1% 


EFA200239 


STY1 02530 


38% 


98.4% 


99.1% 


EFA200239 


STM102718 


38% 


98.4% 


99.1% 


EFA200239 


SAU800983 


39% 


95.6% 


95.5% 


EFA200239 


SEP200204 


38% 


95.6% 


95.5% 


EFA200239 


SHA101381 


38% 


95.6% 


95.5%o 


EFA200239 


SMU100549 


60% 


99.1% 


99.4% 


EFA200239 


SPN400377 


57% 


99.1%) 


99.4% 


EFa^200239 


SPY201352 


59% 


99.1% 


99.4% 


EFi\200239 


X fOT t 1 A1 or\o 

VCH101993 


41% 


98.4% 


99.1%) 


EFA200239 


YPS003123 


40% 


98.4% 


99.1% 


■pp a a AAA A A 

EFA200240 


CJU100409 


35% 


90.7% 


90.9%o 


EFA200240 


CPN200457 


43% 


94.7% 


92.4% 


T7T> A A AO A A 

EFA200240 


CTR200500 


36% 


93.3% 


93.5% 


EFA200240 


CAC 102446 


41% 


96% 


94.7% 


EFA200240 


CBO100718 


55% 


96% 


95.9% 


T""Y"» A A A AO A A 

EFA200240 


EFaA200240 


100% 


100% 


100% 


EFA200240 


EFM201544 


85% 


98.7% 


100% 


T7T^ A A AAA /I A 

EFA200240 


A ATi"VT1 f\t\ A ** A 

MPN100432 


48% 


41.3% 


36.9% 


T"?T"» A OAAA A r\ 

EFA200240 


fl'* XT T 1 AAf AT 

SMU100547 


67% 


94.7% 


94.6% 


T^T^ A OA AO A /\ 

EFA200240 


SPN400378 


66% 


94.7% 


94.6% 


T^f— » A OOAO A f\ 

EFA200240 


SPY201351 


66% 


94.7% 


94.6% 


TTp A O AAA A ^ 

EFA200245 


A T"> A 1 AAI^^ 

aABA100122 


52% 


99.3% 


98.7% 


T^T* A OA AO A ^ 

EFA200245 


Ba^N102154 


53% 


96.7% 


99.8% 


rp a a aao a 

EFA200245 


BAN 11 3444 


58% 


97.4% 


98.7% 


T?T^ A A AAA A £" 

EFA200245 


T*T"*1Tfc 1 1 AAA 

BFRH898 


50% 


97.8% 


88.3% 


TT-' A O AAO A 

EFA200245 


BFRH613 


52% 


96.9% 


87.5%o 


T7t"* a A AAA A C 

EFA200245 


T>T>T>1 A A 1 O A 

BPT100134 


52% 


96.7% 


96.5% 


T-JT~« A AAA« A C 

EFA200245 


BCE104481 


52% 


97.1% 


96.9% 


EFi\200245 


BFU1 15826 


52% 


97.1% 


96.9% 


EFA200245 


H jr A 1 A1 A j( f 

BMA101045 


51% 


97.1% 


96.9% 


EFA200245 


nTTTIAI A1 A 

CJU101214 


51% 


96.1% 


98.2% 


T^T^ A OAAO A 

EFxA200245 


CPN200575 


54% 


96.3% 


96.5% 


7—1 A O AAO A /* 

EFA200245 


CTR200394 


54% 


96.3% 


95.8% 


EFA200245 


CAC103617 


62% 


97.4% 


99.1% 


T"*T^ A OAAO A P 

EFA200245 


CBO103874 


62% 


98.5% 


100% 


T7T^ A O AAA A F 

EFA200245 


CDF 101399 


54% 


98.0% 


98.5%> 


t>t^ a 0 a aa A c 

EFA200245 


CDPl 00825 


44% 


93.2% 


71.2% 


I - < t— * a 0AA0 Arc 

EFaA200245 


EBC102634 


50% 


64.9% 


93.0% 


T-iT^ A OAAO A e? 

EFaA200245 


EFaA200245 


100% 


100% 


100% 


pp a 000 a c 

EFA200245 


EFM201807 


84% 


99.6% 


98.9% 


T^T* A O AAO A C 

EFaA200245 


ECO103186 


52% 


97.4% 


98.4% 


EFA200245 


H3N100951 


52% 


97.4% 


98.7% 




UpV1 

xtr 1 IUUjdo 


AGO/ 

49% 


0*7 AO/ 

9 / .4yo 


yo.DVo 


EFA200245 


KPN308876 


52% 


97.4% 


98.4% 


EF/L200245 


LPN102993 


52% 


97.4% 


98.9% 


EF/U00245 


LMO101165 


59% 


99.3% 


99.8% 


EFA200245 


MCA102208 


53% 


94.3% 


95.3% 
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Query LocusED 


Homolog LocusID 


Identity 


^uery v^overage 




EFA200245 


MAV103606 


/t AO/ 

49% j 


0/; no/ 

yo.yvo \ 


OZ.J /0 


EFA200245 


MBV10H67 


/I AO/ 

47% 


Qn AG/ 1 
y/.'r/o 


w>U /u 


EFA200245 


> rw m /\/\ ii *^ A 

MLP100439 


A AO/ 

44% 


QC AO/ 


1 4tm I /O 


EFA200245 


MTU202464 


4/7o 


5? / .*t /o 


68 0% 


EFA200245 


NGO101616 


C70/ 
JZ% 


7 / .l /o 


97 4% 

S 1 •*T / U 


EFA200245 


NME200552 


coo/ 

JZ% 


07 W« 
y i . 1 /o 


97 4% 

.7 / «*T /O 


EFA200245 


T»> rr r 1 A 1 A A 1 

PMU101091 


CIO/ 
JJ% 


07 AOZ 


98 7% 


EFA200245 


PRT100504 


C1 0/ 

51% 


07 A0Z 

y /,** /o 


08 7% 
yo* 1 /o 


EFA200245 


PAE204843 


C /10/ 

54% 


OT AOZ 

y / .4 /o 


yo**T/o 


EFA200245 


PPU108141 


C AO/ 

54% 


Q/r coz 


07 1% 
7 / . 1 /o 


EFA200245 


PSY 108097 


CIO/ 

53% 


Q7 10Z 
y 1 . 1 / o 


08 7% 
yo, 1 /o 


EFA200245 


SPA101601 


52% 


Q*7 AO/L 


00 ^% 

77.J /o 


EFA200245 | 


STY101665 


coo/ 

JZ% 


07 At>/, 


08 4% 


EFA200245 


STM102307 


CA0/ 

52% 


07 A0A 


08 4% 


EFA200245 


SAU801526 


COO/ 

58% 


AO AO/ 

ys.z% 


QQ ^°Z. 
yy*j /o 


EFA200245 


OfJTkA AAA AO 

SEP200908 


CQ0/ 
JO% 


Q/C 70/ 

yo. / /0 


07 6% 

7 / t\J /Q 


EFA200245 


SHA100988 


coo/ 

5y% 


QA 70A 
yo. / /o 


07 8% 
7 / .0 /o 


EFA200245 


SMU100533 


ACO/ 

75% 


07 1°z 

y /.i /o 


08 APA 


EFA200245 
EFA200245 


SPN400385 


73% 


OQ Q0/. 
yo.y /o 


OO ^% 

yy. j /o 


AT\^ fA A 1 A >4 J 

SPY201344 


73% 


on ioa 


1UU /o 


EFA200245 


VCH100291 


C >l 0/ 

54% 


y /.4yo 


08 Q% 
70.7 /o 


EFA200245 


YPS003128 


COO/ 

52% 


OA AO/ 

y lA/o 


08 4% 

i70.*f /o 


EFA200246 


ABA101266 


/t AO/ 

44% 


BC 10/. 
oD.l /o 


8^ 9% 


EFA200246 


BAN103283 


C/fO/ 

54% 


yo. j /o 


^H-. 1 /0 


EFA200246 


BFRlloll 


A/CO/ 

20% 


77 10/. 
/ / . 1 /o 


00 2% 


EFA200246 


T"»1T» 1 1 OAA 

BFR11899 


A/10/ 

24% 


/T/l AO/, 

04.Z/0 


^4 0% 

D*y t \J /0 


EFA200246 


BFR11219 


A Oft/ 

28% 


/TQ QOZ 


^A 0% 


EFA200246 


BPT100791 


/IAD/ 

42% 


Q/1 1 0/ 

y4.i% 


OA 70Z 


EFA200246 


BCE105100 


57% 


>ii 00/ 
43.8% 


OA £PA 
yz.o/o 


EFA200246 


BFU1 14977 


42% 


A A 00/ 

94.8% 


QC CO/ 


EFA200246 


BMA103750 


41% 


CiA 1 0/ 


OA QQ/ 

y4.o/o 


EFA200246 


CJU100116 


A on/ 

48% 


A A 10/ 


yo /o 


EFA200246 


CPN200705 


C AO/ 

50% 


or 00/ 

25 j. 0/0 


R1 


EFA200246 


CTR200558 


A AO/ 

4y% 


CO AO/ 


09 9% 
yz.z /o 


EFA200246 


CAC103552 


coo/ 

58% 


QO OOZ 


lUV/O 


EFA200246 


CBO 102220 


60% 


S?Q AO/ 

oy.z /o 


AA 7% 

HO. / /0 


EFA200246 


CDF101011 


y| OO/ 

48% 


Q/C CO/ 
y O.J 70 


QA ^% 
yo.D/o 


EFA200246 


CDP 100046 


39% 


A/C /10/ 

/o.4% 


A^ ^0/ 


EFA200246 


EBC101249 


/I CO/ 

45% 


Q1 /CO/ 

i> 1 .0/0 


OA R% 
7H.0/0 


EFA200246 


EFA200246 


t AAft/ 

100% 


1 AA0/ 


1 on 0 / 


EFA200246 


EFM200144 


77% 


A A ^70/ 

99.7% 


QQ iTO/ 

yo.o/o j 


EFA200246 


ECO 102274 


/I CO/ 

45% 


OQ AOZ 

oy.z /0 


8^ 0% 


EFA200246 


HIN101232 


yl CO/ 

45% 


OA ^0/ 


RQ 9% 


EFA200246 


HPY 100934 


>i nn/ 

47% 


AA AO/ 


qi no/, 
y 1 ,\j /o 


EFA200246 


KPN302817 


A CO/ 

45% 


OO 00/ 


R<. 

oD.j/o 


EFA200246 


LPN101645 


c An/ 

54% 


CSX Q0/ 

oj.y/o 


RA f) 0 / 
o*f.U /o 


EFA200246 


LMO101514 


c ><n/ 

54% 


OA zro/ 


RS 10/ 
00. 1 /o 


EFA200246 


MCA101005 


48% 


cn AO/ 

59.7% 


01 CO/ 


EFA200246 


MAV105603 


43% 


>7 A OO/ 

74.3% 


/ll QO/ 
4 J.J 70 


T?X? A A AAA /I A 

br A2UUZ40 


A/TRV1 OCAAT, 
iYlD V I If JHZ J 


HZ /0 


71.9% 


41.4% 


EFA200246 


MLP100443 


27% 


75.3% 


86.2% 


EFA200246 


MTU200895 


42% 


71.9% 


41.4% 


EFA200246 


NGO100954 


45% 


88.5% 


89.3% 


EFA200246 


NME200815 


43% 


94.1% 


94.8% 
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Query Locus ID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200246 


PMU100636 


45% 


92.0% 


88.5% 


EFA200246 


PRT100424 


45% 


89.6% 


81.9% ! 


EFA200246 


PAE203110 


47% 


89.2% 


90% 


EFA200246 


PPU105860 


46% 


88.9% 


87.5% 


EFA200246 


PSY101722 


47% 


88.9% 


Of f\t\/ 

85.0% 


EFA200246 


SPA100127 


40% 


47.2% 


61.8% 


EFA200246 


OTV1 A "5 (\\ 1 


46% 


89.2% 


85.9% 


EFA200246 


SAU801701 


53% 


96.5% 


95.1% 


EFA200246 


SEP201705 


51% 


96.5% 


95.1% 


EFA200246 


SHA1 00922 


52% 


96.5% 


94.1% 


EFA200246 


SMU100531 


67% 


97.9% 


98.6% 


EFA200246 


SPN400386 


68% 


97.9% 


98.3% 


EFA200246 


SPY201343 


66% 


97.9% 


98.6% 


EFA200246 


VCH100983 


45% 


89.6% 


85.1% 


EFA200246 


YPS002401 


45% 


89.2% 


85.9% 


EFA200247 


ABA100308 


49% 


96.6% 


92.3% 


EFA200247 


BAN105768 


56% 


96.9% 


78.4% 


EFA200247 


BPT101398 


51% 


99.2% 


81.0% 


EFA200247 


BCE106451 


51% 


96.9% 


78.6% 


EFA200247 


BFU100947 


49% 


96.9% 


78.6% 


EFA200247 


BMA107589 


50% 


96.9% 


78.6% 


EFA200247 


CJU100411 


48% 


95.4% 


80.1% 


EFA200247 


CPN200335 


49% 


95.8% 


77.5% 


EFA200247 


CTR200529 


49% 


95.8% 


77.5% 


EFA200247 


CAC100492 


62% 


96.2% 


92.0% 


EFA200247 


CDF101403 


55% 


97.7% 


81.5% 


EFA200247 


EBC 102554 


53% 


96.9% 


79.6% 


EFA200247 


EFA200247 


100% 


100% 


100% 


EFA200247 


EFM200190 


76% 


98.9% 


99.2% 


EFA200247 


ECO100185 


52% 


96.9% 


79.6% 


EFA200247 


HIN100386 


54% 


96.9% 


80.6% 


EFA200247 


HPY100550 


48% 


94.3% 


78.5% 


EFA200247 


KPN301921 


53% 


96.9% . 


79.6% 


EFA200247 


LPN101352 


51% 


95.8% 


93.0% 


EFA200247 


LMO100159 


56% 


98.1% 


80.8% 


EFA200247 


MCA100190 


49% 


96.6% 


98.8% 


EFA200247 


NGOl 00369 


51% 


99.2% 


81.5% 


EFA200247 


NME201237 


51% 


99.2% 


81.5%. 


EFA200247 


PMU100292 


55% 


96.9% 


80.1% 


EFA200247 


PRT101241 


54% 


96.9% 


79.6% 


EFA200247 


PRT100667 


54% 


97.3% 


79.7% 


EFA200247 


PAE203637 


54% 


96.9% 


80.4% 


EFA200247 


PPU101171 


53% 


98.5% 


81.9% 


EFA200247 


PSY108491 


51% 


98.5% 


81.4% 


EFA200247 


SPA100816 


47% 


96.9% 


90.0% 


EFA200247 


STY103916 


53% 


96.9% 


79.6% 


EFA200247 


STM103628 


53% 


96.9% 


79.6% 


EFA200247 


SAU801700 


53% 


96.6% 


80.6% 


EFA200247 


SEP201704 


53% 


96.9% 


80.9% 


EFA200247 


SHA100923 


54% 


96,6% 


o/*\ in/ 

80.3% 


EFA200247 


SMU100529 


71% 


95.4% 


96.1% 


EFA200247 


SPN400387 


66% 


96.9% 


98.0% 


1 EFA2GG247 


SFY2G1342 


69% 


95.4% 


96.1% 


IEFA200247 . 


VCH102210 52% 


100% 


83.7% 
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Query LocusID 


Homolog LocusID 


Identity 


v^uery coverage 


T-TaTT»a1aO > PrtVPfJKJ* 1 


EFA200247 


YPS001157 


ceo/ 

JJ/O 


Q< Q0/ 
70.7 /0 


/ 7.U/0 


EFA200266 


ABA102500 i 


41% 


77.4/0 


70.7 /0 


EFA200266 


BAN108871 


/coo/ 

0Z% \ 


04 0°/, 
74.7 /o 


7U.7 /0 


EFA200266 


BAN105353 


00% 


no 00/ 

yo.o/o 


08 Q% 

70.7 /0 


EFA200266 


BFR103141 


4o% 


OA 00/ 

oU.4/0 


QQ 4% 

77.*r /0 


EFA200266 


BPT101956 


43% 


08 Q0A 


07 8% 

7 / .0/0 


EFA200266 


BBU100719 


/1 1 0/ 

41 /o 


OD»7/0 


Q4 ^% 

7*tw /0 


EFA200266 


BCE105528 


/too/ 
43% 


y 7»*f /o 


QQ 7% 

77. / /0 


EFA200266 


BFU1O5096 


43% 


QO <°/ 

yy. j /o 


07 8% 

7 / .0/0 


EFA200266 


T*»lk if A 1 A^AO vl 

BMA 106934 


44 70 


00 AO/^ 
yy.^f /o 


QQ 7% 

77. / /0 


EFA200266 


CJU100194 


/! AO/ 
40% 


OA £0/ 


00 8% 

77. 0 /0 


EFA200266 


CPN201046 


000/ 

3o% 


07 00/. 
7 / ,Z /o 


0^ w n 

70.7 /0 


EFA200266 


CTR200859 


000/ 

39% 


00 co/. 

77. J /0 


qq 1% i 

77.1 /0 


EFA200266 


CAC102528 


>i no/ 

47% 


OQ Q0/ \ 
70.770 


OR 70A 

70. / /0 


EFA200266 


CBO100249 


/I TO/ 

47% 


QQ 00/ 
77.Z/0 


o^ n% 

7J.V//0 


EFA200266 


CDF1 02396 


46% 


QQ 00/ 
77.Z70 


QO. OO/, 
/J.J /o 


EFA200266 


CDP 100262 


/I AO/ 

40% 


QQ 1 0/ 
O7.170 


87 

O / . J /o 


EFA200266 


EBC 102990 


41% 


QQ 00/ 


08 ^o/ 

7O.0/0 


EFA200266 


EFA200266 


100% 


1 A AO/ 


1 nn% 

lUU/o 


EFA200266 


EFM20012/ 


89% 


99.7% 


99.5% 


EFA200266 


ECO101687 


A 1 0/ 
41% 


QQ 00/. 
77.Z70 


OR fflA 

7O.O/0 


EFA200266 


TTTVT1 Ani*) 

HIN101333 


/IO0/ 

42% 


AC AO/ 
7J.U/0 


04 ^o/ 

7*f .Z /0 


EFA200266 


T TTYV7 1 AA 1 1 1 

HPY100121 


/I AO/ 

40% 


Q1 CO/. 
7l.J /0 


04 f;°z 

74.0 /0 


EFA200266 


KPN300773 


vl AO/ 

. 40% 


70.4/0 


QQ QOZ 
7O.7/0 


EFA200266 


T TW T 1 AAAA A 

LPNl 00924 


/I /CO/ 

46% 


QC O0/ 


00 70/. 

77. / /0 


EFA200266 


LMO102823 


75% 


QQ 10/ 
77.1/0 


00 70/. I 

77. / /0 


EFA200266 


MCA103158 


/I AO/ 

40% 


QO 00/ 


07 CO/L 

7 /.J /0 


EFA200266 


MAV102514 


41% 


OA 10/ 
07.3% 


C7 10/ 
O / .370 


EFA200266 


MBV100785 


42% 


OA 10/ 

89.3% 


Q< 70/ 
OJ. /TO 


EFA200266 


MLP 100282 


41% 


OA 00/ 

89.3% 


QC AO/ 
OJ.U70 


EFA200266 


MTU202577 


42% 


OA Q0/ 
57.3% 


Q/T QOZ 

oO.jyo 


EFA200266 


MGE 100386 


39% 


O 1 AO/ 
81.7/0 


OO 70/L 
7Z.//0 


EFA200266 


MPN100289 


0 00/ 

38% 


QO Q0/ 
OZ,770 


04 fio/v 
7*r.U/0 


EFA200266 


NGO101849 


/4O0/ 

43% 


QQ 00/ 


07 4°/, 
7 /.*r/0 


EFA200266 


NME200854 


43% 


OQ 00/ 
70.7% 


08 70Z 
70. //O 


EFA200266 


PMU100593 


42% 


QQ Q0/ 

y 0.770 


Q8 

70. I/O 


EFA200266 


PRT105628 


•"5 AO/ 

39% 


QQ 00/ 
77.Z70 


08 £°/ 
70.O/0 


EFA200266 


PAE202742 


A 1 0/ 

41% 


QO AO/ 

yy.4% 


08 QO/, 
70.7 /0 


EFA200266 


PPU103710 


A AO/ 

40% 


AO /10/ 
77.470 


QQ QO/ 

70.7/0 


EFA200266 


T\AX71 /\^?rt/\ 

PSY 102599 


j< 1 0/ 

41% 


QQ AO/ 
77.470 


O8 QO/, 
7O.7/0 


EFA200266 


SPA100654 


/1 1 0/ 

41% 


OC OO/L 


Qfi 10A 
70.1/0 


EFA200266 


STY101132 


/I 1 0/ 

41% 


QQ 00/ 
77.Z/0 


08 fflA 
70.0/0 


EFA200266 


STM103445 


A 1 0/ 

41% 


OQ 00/ 
77.Z70 


08 6% 

70.0/0 


EFA200266 


SAU801683 


^10/ 

67% 


OQ 00/ 
70.770 


08 fS>L 
70.O/0 


EFA200266 


SEP201666 


68% 


AzT 00/ 

96.9/0 


Q/C OO/ 
70. / /0 


EFA200266 


SHA100279 


/Aft/ 

69% 


<7C AO/ 

75.0% 


QQ QO/ 
7O.O/O 


EFA200266 


SMU101079 


73% 


AA 10/ 

99.7% 


QO 1 0/ 

yy.iyo 


EFA200266 


SPN401471 


72% 


AA 10/ 

99.7% 


07 AOL 
7/.4/0 


EFA200266 


SPY200371 


74% 


AA 10/ 

99.7% 


OQ 10/ 
77.170 


brA2UUZoo 


TT> A 1 AAQOQ 

IrAlUUoZo 


410/ 
4 j /o 


0 J.H /0 


Q2 4% 

✓ Zf.*T /l> 


EFA200266 


UUR100540 


44% 


88.2% 


98.1% 


EFA200266 


VCH103018 


42% 


98.6% 


98.1% 


EFA200266 


YPS003070 


39% 


99.2% 


98.6% 


EFA200290 


ABA102360 


24% 


95.2% 


94.8% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200290 


BAN100998 


46% i 


16.0% 


no no/ 

98.9% 


EFA20029.0 


BAN106237 


58% 


68.9% 


86.2% 


EFA200290 


BAN106908 


59% 


99.3% 


100% 


EFA200290 


BFR10875 


29% 


98.9% 


98.0% 


EFA200290 


BPT101508 


23% 


96.1% 


95.7% 


EFA200290 


BBU100593 


26% 


96.4% 


94.4% 


EFA2C0290 


BCE10C461 


26% 


95.2% 


93.8% 


EFA200290 


BFU103077 


26% 


95.2% 


93.6% 


EFA200290 


BMA100457 


26% 


95.2% 


93.6% 


EFA200290 


CJU101100 


22% 


97.7% 


no no/ 
98.9% 


EFA200290 


CPN200176 


31% 


92.5% 


no no/ 

92.0% 


EFA200290 


CTR200729 


32% 


96.1% 


94.8% 


EFA200290 


CAC101790 


48% 


100% 


100% 


EFA200290 


CBO100741 


51% 


100% 


100% 


EFA200290 


CDF104545 


52% 


97.2% 


97.2% 


EFA200290 


CDP100057 


24% 


95.4% 


94.2% 


EFA200290 


EBC100321 


33% 


51.0% 


98.4% 


EFA200290 


EFA200290 


100% 


100% 


100% 


EFA200290 


EFM201011 


80% 


100% 


i nno/ 
100% 


EFA200290 


ECO101844 


31% 


100% 


100% 


EFA200290 


HIN101550 


34% 


90.6% 


90.6% 


EFA200290 


HPY100315 


22% 


98.0% 


97.6% 


EFA200290 


KPN301304 


31% 


100% 


100% 


EFA200290 


LPN101161 


27% 


97.0% 


96.6% 


EFA200290 


LMO101656 


27% 


95.7% 


94.4% 


EFA200290 


MCA100331 


31% 


97.7% 


99.1% 


EFA200290 


MAV106525 


25% 


95.4% 


94.2% 


EFA200290 


MBV105559 


25% 


95.2% 


94% 


EFA200290 


MLP100693 


23% 


95.2% 


94% 


EFA200290 


MTU201275 


25% 


95.2% 


94% 


EFA200290 


MGE100389 


19% 


80.3% 


f> 1 Aft/ 

81.0% 


EFA200290 


MPN100286 


21% 


98.2% 


98.7% 


EFA200290 


NGO100228 


34% 


95.4% 


95.6% 


EFA200290 


NME201566 


33% 


95.4% 


95.6% 


EFA200290 


PMU100551 


31% 


96.1% 


98.6% 


EFA200290 


PRT100545 


33% 


95.7% 


95.8% 


EFA200290 . 


PAE205046 


33% 


95.2% 


94.7% 


EFA200290 


PPU109126 


33% 


99.5% 


99.1% 


EFA200290 


PSY1 03569 


32% 


99.5% 


99.1% 


EFA200290 


SPA1 03053 


29% 


95.7% 


95.8% 


EFA200290 


STY102666 


32% 


95.7% 


nc oo/ 

95.8% j 


EFA200290 


STM102429 


32% 


95.7% 


r\c oo/ 

95.8% 


EFA200290 


SAU800607 


24% 


99.5% 


no ho/ 

98.7% 


EFA200290 


SEP200171 


25% 


96.8% 


95.8% 


EFA200290 


SHA101545 


26% 


96.8% 


95.8% 


EFA200290 


SMU101264 


60% 


100% 


100% 


EFA200290 


SPN401887 


62% 


100% 


100% 


EFA200290 


SPY201643 


62% 


100% 


100% 


EFA200290 


TPA100822 


30% 


95.4% 


94.6% 


EFA200290 


ttt n> i nnoon 


ooo/ 

ZZ/O 




ys/o 


EFA200290 


VCH102042 


.31% 


89.5% 


87.0% 


EFA200290 


YPS003380 


33% 


92.2% 


92.2% 


EFA200307 


BANI07067 


51% 


98.5% 


99.1% 


EFA200307 


BAN107697 


53% 


98.0% 


100% 



873 



Query LocusID 


HLomolog LocusID 1 


.dentity < 




■iomoloe Coverage 


EFA200307 1 


BFR103658 


no/ i 
37% • 


7y,U/0 


53.1% 


EFA200307 


BFR100902 


38% 


ao oo/, < 
to.j/o 


39.5% 


EFA200307 


BPT102537 


0 00/ 

37% 


07 1% 

7 / , I /0 j 


91.4% 


EFA200307 


BCE105218 


36% 


70.0 /0 


99 7% 


EFA200307. 


BFU100843 


37% 


no ro/, 

7O.0/0 


99 5% 


EFA200307 


BMA100378 


37% 


yo.o/o 


93.2% 


EFA200307 


CAC103600 


49% 


OR 10/. 

yo. l /o 


81 4% 


EFA200307 


CBO103824 


A 00/ 

48% 


QQ 00/ 

yy .Z /o 


82.7% 


EFA200307 


CDF101265 


yt CO/ 

45% 


QR 6% 

yO.O/0 


83.3% 


EFA200307 


EBC103961 


/1 1 0/ 

41% 


yy.j /o 


97.5% 


EFA200307 


EFA200307 


1 qqo/l 
lUUyo 


iw/o 


100% 


EFA200307 


EFM200383 


<CA0/ 

oU% 


QR ^% 
yo.J /o 


98.5% 


EFA200307 


ECO103734 


41% 


QQ AO/. 

yy.u/o 


96 9% 


EFA200307 


HIN100708 


A AO/ 

40% 


QR ^% 

70.J /0 


95.5% 


EFA200307 


KPN303551 


42% 


AA AO/ 

yy.v/o 


Q7 A% 
y /.*t/o 


EFA200307 


LPN102588 


45% 


£C AO/. 

O0.U/0 


QQ 2% 


EFA200307 


LMO101490 


59% 


OQ AO/, 


QS 1% 

/Oi 1 /O 


EFA200307 


NGO101892 


37% 


07 R% 

y /.o/o 


Q3 8% 


EFA200307 


NME202048 


no/ 

37% 


AO 00/ 

yo.o/o 


88.6% 


EFA200307 


PMU101427 


/I AO / 

4Uyo 


UK ^ u /« 

yo.u /o 


y^. / yo 


EFA200307 


PRT1061I6 


/too/ 
42% 


QQ <.% 

yy.j /o 


99.5% 


EFA200307 


PAE203342 


OQ0/ 

39% 


qr n% 
yo.u/o 


83.3% 


EFA200307 


PPU100810 


OA0/ 

39% 


QR fi% 

7OiU/0 


83.1% 


EFA200307 


PSY104559 


o 00/ 

38% 


Q9 

yzo /o 


R3 1% 


EFA200307 


SPA10H75 


40% 


oq ooz 
yy .u /o 


Q8 7% 


EFA200307 


STY102015 


41% 


AQ AO/ 


Q7 9% 
y / ./« /o 


EFA200307 


STM10H02 


41% 


AA AO/ 

yy.uyo 


Qfi ^% 

7U.J /O 


EFA200307 


SAU800721 


45% 


QQ Q0Z 

yo.o/o 


QQ ^% 
yy*j /o 


EFA200307 


SEP200775 


43% 


AO Q0Z, 

yo.o/o 


QQ <,% 
yy*j /o 


EFA200307 


SHA101682 


42% 


QQ QOZ. 

yo.o/o 


QQ 5% 


EFA200307 


VCH100194 


A 1 O/ 

41% 


AO CO/ 

yo.D /o 


Q5 2% 

7Ji*« /u 


EFA200307 


YPS001354 


>100/ 

43% 


QR ^% 

yo. j /o 


96.7% ™~ 


EFA200309 


BAN104824 


vt £"fl/ 

46% 


OA O0Z 

/4. J /o 


80 6% 

Ov/.VJ /U 


EFA200309 


BAN106622 


48% 


O/l 10/ 


7R Q% 

/ 0.7/0 


EFA200309 


EFA200309 


100% 


1 AAO/ 


100% 


EFA200309 


EFM200093 


69% 


AO AO/ 


QR% 
yo /o 


EFA200309 


LMO100844 


52% 


-7/1 00/ 

74. J to 


OV/.vJ/O 


EFA200309 


SAU801H2 


37% 


OO OO/ 

7 /.Zyo 


7% 
OJ. / /o 


EFA200309 


SEP200833 


40% 


7 A 00/ 
/4» J /o 


82.4% 


EFA200309 


SHA10H09 


1 CO/ 

35% 


£7 7% 
0 / .J /o 


74.7% 


EFA200310 


ABA103723 


OQ0/ 

zy% 


Q7 W« 
y / . j /o 


93.2% j 


EFA200310 


BAN104393 


0*70/ 

37% 


AO oo/ 

yz.j /o 


97.5% 


EFA200310 


BAN108260 


37% 


Q7 00/ 

yz.o /o 


Q7 2% 

7 / /o 


EFA200310 


BFR100762 


26% 


Q7 OOZ 

yz.3 /o 


R6 


EFA200310 


BPTl 03003 


28% 


AC 00/ 

95.3yo 


Q^ 7% 
yo. / /o 


. EFA20O31O 


BCE103498 


31% 


92.0% 


Q^ ^o/ 
yD.D /o 


EFA200310 


BFU100816 


29% 


AO 00/ 


R6 9% 


EFA200310 


BMA1094H 


31% 


no no/ 
yz.0% 


R^ 7% 
OJ> f /o 


EFA200310 


CJU100966 


28% 


no oo/ 


Q7 Q% 
y / .7/0 




CPN200946 


28% 


89.8% 


89.4% 


EFA200310 


CTR200136 


32% 


90.5% 


85.3% 


EFA200310 


CAC100555 


30% 


94.5% 


97.8% 


EFA200310 


CBO101485 


33% 


93.3% 


92.0% 


EFA200310 


CDF103581 


31% 


94.0% 


95.5% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200310 


CDP101270 


28% 


f\ c An/ 

95.0% 


*JA "JO/ 

74.7% 


EFA200310 


EBC1 02569 


31% 


ac ao/ 

95.0% 


oo on/ 


EFA200310 


EFA200310 


100% 


100% 


1 AA0/ 


EFA200310 


EFM200911 


63% 


A*"? AO/ 

97.0% 


OO CO/ 


EFA200310 


ECO100089 


30% 


92.0% 


OC 10/ 

85.3% 


EFA200310 


HIN101111 


31% 


92.5% 


A A t 0/ 


EFA200310 


KPY101537 


27% 


ao oo/ 

92.3% 


C7 Q0/ 

9 /.9yo 


EFA200310 


KPN301852 


31% 


ao ao/ 

92.0% 


oo 00/ 


EFA200310 


LPN100221 


35% 


"1A AO/ 

74.9% 


AC TO/ 

y j. /to 


EFA200310 


LMO101232 


37% 


AO OO/ 

92.3% 


A1 CO/ 

91.^70 


EFA200310 


MCA1 03455 


28% 


AO AO/ 

93.0% 


Ol /10/ 

9 j .4yo 


EFA200310 


MAV103648 


32% 


no oo/ 

92.3% 


C*7 oo/ 

J /./to 


EFA200310 


MBV1 00525 


31% 


AA 00/ 

90.8% 


*71 AO/ 


EFA200310 


MLP 100568 


32% 


92.3% 


/CC AO/ 

DD.4% 


EFA200310 


MTU202120 


31% 


AA 00/ 

90.8% 


zfiT 00/ 

OO.Z70 


EFA200310 


NGO100588 


32% 


AO 0 0/ 

92.3% 


91.7% 


EFA200310 


NME201907 


31% 


A1 00/ 

91.8% 


OA AO/ 


EFA200310 


PMU100141 


*> AO/ 

30% 


CiA 00/ 

94.8% 


AO AO/ 


EFA200310 


PRT102637 


O 1 O/ 

31% 


AO no/ 
92.0% 


on oo/ 
9U.970 


EFA200310 


PAE2044H 


32% 


AO AO/ 

98.0% 


AC 00/ 

90.270 


EFA200310 


PPUH2591 


O 1 o/ 

31% 


AC 00/ 

95.3% 


A A 00/ 


EFA200310 


PSY103847 


31% 


AC 0 0/ 

95.3% 


AA 00/ 


EFA200310 


SPA102524 


27% 


AO O O/ 

92.3% 


AO AO/ 

93.0% 


EFA200310 


STY103175 


31% 


AO AO/ 

92.0% 


OC OO/ 

85.3% 


EFA200310 


STM102887 


31% 


92.0% 


OC oo/ 

85.3% 


EFA200310 


SAU801H3 


34% 


OC Cn/ 

86.6% 


A1 00/ 

91.7% 


EFA200310 


SEP200834 


34% 


95.3% 


AO AO/ 

92.9% 


EFA200310 


ntT A 4 /-v ■* HA/ 

SHA101706 


35% 


A"5 O O/ 

93.3% 


AA CO/ 

99.5% 


EFA200310 


SMU101535 


50% 


AO' AO/ 

97.0% 


Q/1 10/ 

94.1% 


EFA200310 


SPN400973 


a da/ 

48% 


AH AO/ 

97.0% 


0*7 10/ 
9/.170 


EFA200310 


SPY200440 


a cn/ 

46% 


AA AO/ 

99.0% 


A/| AO/ 

94. Uto 


EFA200310 


TPA100383 


OCO/ 

26% 


AC co/ 

9o.5% 


A/T AO/ 


EFA200310 


VCH102367 


30% 


OA CO/ 

89.6% 


o/z AO/ 
00.470 


EFA200310 


YPS001012 


31% 


A 1 AO/ 

91.0% 


C70/ 

87% 


EFA200317 


BAN108934 


43% 


96.2% 


AO AO/ 

98.4% 


EFA200317 


BAN112613 


64% 


AA Tfl/ 

99.7% 


AA OO/ 

99.3% 


EFA200317 


CAC103250 


52% 


AA CO/ 

99.6% 


A A CO/ 

99.5% 


EFA200317 


CBO103581 


51% 


AA 0"0/ 

99.7% 


AA 00/ 

99.7% 


EFA200317 


CDFl 00269 


C 1 n/ 

51% 


OA /TO/ 

99.6% 


OA CO/ 


EFA2003L7 


CDP100823 


A CO/ 

45% 


AA OO/ 

99.8% 


AO 00/ 

98. l/o 


EFA200317 


EFA200317 


1 AAA/ 

100% 


1 A AO/ 

100% 


1 A AO/ 


EFA200317 


EFM202099 


010/ 

82% 


1 AA0/ 


1 AAO/ 


EFA200317 


LPN100100 


46% 


OA OO/ 

39.8% 


Avl AO/ 

94.9% 


EFA200317 


LMO 100679 


67% 


99.7% 


AA CO/ 

99.5% 


EFA200317 


MAV103158 


46% 


99.7% 


AA OO/ 

99.8% 


EFA200317 


MBV103377 


47% 


99.6% 


AA CO/ 

99.6% 


EFA200317 


MTU202929 


47% 


aa y n/ 

99.6% 


AA CO/ 

99.6% 


EFA200317 


SAU801H4 


58% 


OA AO/ 

99.9% 


AA CO/ 

99.5% 


EFA200317 


SEP200837 


57% 


CO /IO/ 

53.4% 


1 AAO/ 

IUUto 




SHA101707 


57% 


53 4% 

-J J .*T /O 


100% 


EFA200326 


ABA103427 


35% 


64.2% 


53.2% 


EFA200326 


BAN105404 


37% 


99.5% 


99.6% 


EFA2C0326 


BANH2Q23 


| 46% 


i 99.5% 


99.6% 


EFA200326 


| BFRH479 I 43% 


1 59.9% 


57.5% 
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Query LocusID 


Homolog LocusID 


Identity 


5uery Coverage 


LlOmOlOg ^AJVCiagG 


EFA200326 


BPT102081 


32% 


Ol 1(1/ 

81.7% 


Cn oo/ 
D/.Z/0 


EFA200326 


BBU100460 


36% 


CC\ oo/ 

□0.2% 


DJ.Z /o 


EFA200326 


BCE106024 


40% 


cc ens 

56.5% 


CO 00/ 

Do.oTo j 


EFA200326 


BFU105306 


41% 


cc co/ 

50.5% 


57 (W« 


EFA200326 


BMA107161 


40% 


C< CO/ 

30.5% 


AO A% 


EFA200326 


CJU101082 


41% 


4y.i% x 


J>U.Z /o 


EFA200326 


CPN200723 


39% 


£■% OO/ 

ol.3% l 


fo.j/o 


EFA200326 


CTR200603 


36% 


Cf\ 00/ 

ou.y% 


74 4% 

/0 


EFA200326 


CAC103441 


45% 


C1 10/ 

61.1% 


Afi A 0 /. 


EFA200326 


CBO102854 


34% 


1 A AO/ 

100% 


OQ A% 


EFA200326 


CDF100130 


47% 


C(\ DO/ 

60.8% 


QOZ 

04.y /o 


EFA200326 


EBC103996 


39% 


60.6% 


cc oo/ 

JJ.3/0 j 


EFA200326 


EFA200326 


100% 


100% ' 


1 AAO/ 
1UU /o 


EFA200326 


EFM202154 


77% 


A c\ 10/ 

49.1% 


Oft HW. 

y<s.3 /o 


EFA200326 


ECO100461 


39% 


60.6% 


cc 00/ 

JJ.//0 J 


EFA200326 


HIN101201 


38% 


60.6% 




EFA200326 


HPY100707 


36% 


AC\ TO/ 

49.7% 


«.a°z. 

jU/o 


EFA200326 


KPN303900 


32% 


on co/ 
89.0% 


ol.I/o 


EFA200326 


LMO 101248 


48% 


AA 00/ 

99.8% 


lUU/o 


EFA200326 


MCA102344 


35% I 


60.4% 


*t /.J/O 


EFA200326 


MAV103129 


33% 


71.7% 


AT 00/ 
O/.Z /0 


EFA200326 


MBV105819 


36% 


60.1% 


fn 1 o/ 
O/.lyo 


EFA200326 


MLP101393 


36% 


C A AO/ 

59.9% 


CO AOA 


EFA200326 


MTU203667 


36% 


Cf\ 1 0/ 

60.1% 


AO 1°/. 
OZ.l /o 


EFA200326 


MGE100430 


43% 


OA £.0/ 

39.6% 


OQ /CO/ 

Oj.o /o 


EFA200326 


MPN100224 


33% 


HO AO/ 

73.0% 


CA 00/ 

0*f.o /o 


EFA200326 


NGO100173 


43% 


CC CO/ 

5 0.5% 


AA 7% 
ho. / /o 


EFA200326 


NME201516 


43% 


CC CO/ 

56.5% 


A A 5% 
*fO. J /0 


EFA200326 


PMU100364 


39% 


Cf\ £.0/ 

60.6% 


AO 0°Z. 
4y .Z /o 


EFA200326 


PRT105815 


46% 


36.2% 


1 AAO/ 


EFA200326 


PAE201531 


33% 


83.4% 


01 AO/ 
/ 1 A /0 


EFA200326 


PPU104995 


43% 


55.5% 


AC 00/ 


EFA200326 


PSY101776 


41% 


55.5% 


/M 10/ 

44.1/0 


EFA200326 


SPA100619 


33% 


At OO/ 

43.3% 


AQ 00/ 

4o.y /o 


EFA200326 


STY100818 


37% 


/TO 10/ 

63.7% 


CQ 10/ 

Do. l/o J 


EFA200326 


STM100530 


37% 


63.7% 


CQ 10/ 

Do.i /o 


EFA200326 


SAU800478 


42% 


1 Ann/ 

100% 


OO ft 0 /. 

yy.o /o 


EFA200326 


SEP201796 


43% 


1 AAO/ 

100% 


OO R% 


EFA200326 


SHA102047 


42% 


1 AAO/ 

100% 


00 R% 


EFA200326 


SMU101072 


44% 


AO CO/ 

93.5% 


QC Q0Z 


EFA200326 


SPN400769 


43% 


93.3% 


c\c no/ 
VO. / /o 


EFA200326 


SPY201046 


43% 


93.5% 


OA AO/ 

y 0.4/0 


EFA200326 


TPA100995 


40% 


60.9% 


/CO AO/ 

OZ.4/0 


EFA200326 


UUR100085 


37% 


63.0% 


ro 70/ 
03./ 70 


EFA200326 


VCH101035 


32% 


76.3% 


CL1 00/ 


EFA200326 


YPS001746 


38% 


60.6% 


CA AO/ 

Z)4.U/o 


EFA200357 


ABA105065 


31% 


84.2% 


OO /to/ 

53.4/0 


EFA200357 


BCE107325 


31% 


84.4% 


Q< COL 

oO.O/o 


EFA200357 


BFU104800 


29% 


93.5% 


OO /CO/ 

oy.O/o 


EFA200357 


taxi a i fionrc 


J l /o 


85.5% 


85.8% 


EFA200357 


CAC102908 


32% 


83.7% 


85.5% 


EFA200357 


CDF102112 


32% 


97.6% 


99.3% 


EFA200357 


EBC101322 


33% 


82.9% 


84.8% 


EFA200357 


EFA200357 


100% 


100% 


100% 



876 



WO 02/077183 



PCT/US02/09107 



Query LocusID 


' Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200357 


ECO102819 


30% 


83.7% 


83.4% 


EFA200357 


KPN301122 


34% 


82.9% 


83.0% 


EFA200357 


LPN100461 


27% 


83.7% 


86.7% 


EFA200357 


PAE201520 


31% 


88.3% 


88.7% 


EJA200357 


PPU107264 


31% 


93.5% 


93.1% 


EFA200357 


PSY103885 


31% 


84.4% 


84.4% 


EFA200358 


A3A1C2501 


58% 


99.2% 


99.2% 


EFA200358 


BAN104202 


58% 


99.2% 


99.2% 


EFA200358 


BAN1 10178 


77% 


99 2% 


100% 


EFA200358 


BFR104064 


55% 


97.5% 


100% 


EFA200358 


BPT100292 


55% 


99.2% 


99.2% 


EFA200358 


BBU100187 


49% 


89.1% 


92.2% 


EFA200358 


BCE102715 


51% 


99.2% 


99.2% 


EFA200358 


BFU102443 


52% 


99.2% 


99.2% 


EFA200358 


BMA107401 


51% 


99.2% 


99.2% 


EFA200358 


CJU100217 


63% 


98.3% 


100% 


EFA200358 


CPN200847 


43% 


98.3% 


96.7% 


EFA200358 


CTR200218 


45% 


98.3% 


95.1% 


EFA200358 


CAC101951 


60% 


99.2% 


99.2% 


EFA200358 


CDF102735 


55% 


99.2% 


100% 


EFA200358 


CDP100976 


58% 


98.3% 


92.1% 


EFA200358 


EBC102984 


60% 


99.2% 


100% 


EFA200358 


EFA200358 


100% 


100% 


100% 


EFA200358 


EFM201307 


93% 


100% 


100% 


EFA200358 


ECO101684 


60% 


99.2% 


100% 


EFA200358 


HIN101286 


61% 


98.3% 


100% 


EFA200358 


HPY100124 


58% 


96.6% 


99.1% 


EFA200358 


KPN301692 


59% 


99.2% 


100% 


EFA200358 


LPN101410 


57% 


99.2% 


99.2% 


EFA200358 


LMO100743 


80% 


100% 


100% 


EFA200358 


MAV106548 


52% 


98.3% 


89.3% 


EFA200358 


MBV101274 


52% 


98.3% 


90.7% 


EFA200358 


MLP100866 


54% 


98.3% 


90.7% 


EFA200358 


MTU201622 


52% 


98.3% 


90.7% 


EFA200358 


MGE100200 


47% 


98.3% 


94.4% 


EFA200358 


.MPN100037 


47% 


98.3% 


92.1% 


EFA200358 


NGO101855 


59% 


99.2% 


99.2% 


EFA200358 


NME200857 


59% 


99.2% 


99.2% 


EFA200358 


PMU100604 


62% 


98.3% 


100% 


EFA200358 


PRT101306 


59% 


99.2% 


100% 


EFA200358 


PAE202739 


63% 


99.2% 


100% 


EFA200358 


PPU111376 


64% 


99.2% 


100% 


EFA200358 


PSY109131 


63% 


99.2% 


100% 


EFA200358 


SPA100657 


57% 


100% 


99.2% 


EFA200358 


STY101118 


60% 


99.2% 


100% 


EFA200358 


STM103448 ' 


60% 


99.2% 


100% 


EFA200358 


SAU801678 


71% 


98.3% 


99.2% 


EFA200358 


SEP201662 


71% 


98.3% 


99.2% 


EFA200358 


SHA100082 


69% 


98.3% 


99.2% 


EFA200358 


SMU100912 


83% 


100% 


100% 


EFA200358 


SPN400863 


84% 


100% 


100% 


EFA200358 


SPY200598 


84% 


100% 


100% 


EFA200358 


TPA100839 45% 


89.1% 


86.9% 


EFA200358 


UUR100231 49% 


92.4% 


96.7% 
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Query LocusID ] 


■lomolog LocusID 1 


dentity < 


)uery Coverage I 


iomolog Coverage 


EFA200358 1 


/CH103020 ( 


CA0/ t 
)0% 


>R 

70»J /0 ' 


100% 


EFA200358 
EFA200359 i 


iTS003061 ! 
CBO100286 < 


)9% 

4 CO/ 1 


10 7% 

ry**> /o 

}R 7% i 


100% 
)6.2% 


EFA200359 1 
EFA200360 


EFA200359 
3AN104855 


1 A AO/ 

/oyo 


3R R% ! 


100% 
7 8.8% 


EFA200360 


BAN100961 


B/7o 




58.8% 


EFA200360 


CAC101058 


80% _j 


99.4% 


98.8% 


EFA200360 


EFA200360 


100% 


100% 


100% 


EFA200360 


EFM202638 


oio/ 
ylyo 


1 00% 
iuu /o 


100% 


EFA200360 


HPY100841 


85% 


100% 


99.4% 


EFA200360 


SAU801337 


77% 


99.4% 
00 4% 


99.4% 
99.4% 


EFA200360 
EFA200360 


SEP201995 
SHA100019 


70% 
76% 


77.^ /0 
QQ 00/ 

oy.o /o 


99.0% 


EFA200360 


SPN401127 


oco/ 

TOO/ 


OR R% 

70.0 /O 

00 A% 


97.3% 
98.2% 


EFA200360 
EFA200366 


SPY200862 
BAN104659 


Voyo 
5 oyo 


yy.*r/o 
Rfi 6% 


88.1% 


EFA200366 


BAN106664 


■COD/ 
0070 


QC 0% 
yj>/* /o 


96.8% 


EFA200366 


BBU100333 


C10/ 


7R 7% 
/ 0. / /o 


96.2% 


FFA7.0M66 J 


BFU106797 1 


/t 00/ 

48% 


RS 7% 


88.6% 


EFA200366 


BMA102072 


CIO/ 

53% 1 


/ / .0 /o 


83.3% 


EFA200366 


CTR200062 


OAO/ 

39% 


on 0% 

yyj.y /o 


99.4% 


EFA200366 


CAC101738 


coo/ 

58% 


QO 0% 


96.8% 


EFA200366 


CAC101883 


coo/ 

58% 


yz.o /o 


96.2% 


EFA200366 


CBO100432 


C AO/ 

54% 


07 6% 
yx.o /o 


93.7% 


EFA200366 


EFA200366 


100% 


ivu/o 


100% 


EFA200366 


EFM201140 


O AO/ 

5470 


OR Q% 

70.7 /0 1 


97.8% 


EFA200366 


ECO101217 


vlOO/ 


R7 R% 
0 / .0 /o 


91.1% 


EFA200366 


HIN101094 


0 0/ 
5170 


Rl 5% 

OJ.J /o 


90.7% 


EFA200366 


HPY100297 


57% 


72.7% 


89.9% 


EFA200366 


KPN301634 


49% 


87.2% 


90.5% 


EFA200366 


LMO102091 


72% 


Q£ 0% 
i/O.y /o 


95.5% 


EFA200366 


MCA100669 


C CO/ 

55% 


OA 6% 

y*t.o /o 


96.0% 


EFA200366 


MGE100081 


A AO/ 

44% 


01 R% 

yj.o/o 
95.2% 


91.3% 
87.9% 


EFA200366 
EFA200366 


MPN100614 
PMU101907 


47% 
52% 


84.4% 


89.7% 


EFA200366 


PRT104091 


CAO/ 

50% 


oo.t /o 


92.4% 


EFA200366 


PAE201806 


coo/ 
53% 


77 7% 

/ L.L /0 


97.4% 


EFA200366 


SPA1 00463 


/ £0/ 
407o 

CA07 


R7 7% 
0 / .*> /o 

R7 7% 


91.0% 
91.0% 


EFA200366 
EFA200366 


STY 103006 
SAU800988 


50% 
65% 


0 / /o 

94.9% 


93.3% 


EFA200366 


SEP200209 


64% 


98.0% 


96.7% 


EFA200366 


SHA101386 


66% 


OA 0% 

y*h!7 /o 


93.6% 


EFA200366 


SMU101518 


64% 


yo.u/o 


96.3% 


EFA200366 


SPN401702 


54% 


OA QQ/L 

/o 

OA Q% 


94.9% 
94.7% 


EFA200366 
EFA200366 


SPY200218 
UUR1 00566 


57% 

y| AO/ 

44% 


y*t»y /o 
qo oo/ 

70.J /0 


69.6% 


EFA200366 


VCH101075 


c 1 0/ 

51% 


R7 A% 

0^.*T /0 


89.2% 


EFA200366 


YPS000805 


53% 


Ol AO/ 
OO.v/0 


87.4% 


EFA200381 


BAN101878 


AAA/ 

90% 


7*. O 0 /, 

/D.y /o 


97.8% 




BAN111500 


92% 


96.6% 


98.2% 


EFA200381 


BFR101607 


40% 


81.0% 


60.3% 


EFA200381 


BPT103142 


56% 


86.2% 


71.4% 


EFA200381 


BBU100255 


44% 


96.6% 


81.2% 


EFA200381 


BCE106500 


56% 


86.2% 


71.4% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200381 


BFU102600 


52% 


94.8% 


78.6% 


EFA200381 


BMA102838 


56% 


86.2% 


71.4% 


EFA200381 


CJU100338 


42% 


86.2% 


71.4% 


EFA200381 


CPN200733 


44% 


93.1% 


93.1% 


EFA200381 


CTR200610 


46% 


93.1% 


93.1% 


EFA200381 


CAC101256 


73% 


96.6% 


96.6% 


EFA200381 


CBO102486 


69% 


96.6% 


96.6% 


EFA200381 


CDF1 00846 


63% 


94.8% 


93.2% 


EFA200381 


EBC104303 


60% 


82.8% 


73.8% 


EFA200381 


EFA200381 


100% 


100% 


100% 


EFA200381 


EFM103017 


96% 


55.2% 


100% 


EFA200381 


ECO 102999 


62% 


86.2% 


70.4% 


EFA200381 


HIN100510 


62% 


86.2% 


70.4% 


EFA200381 


HPY100555 


38% 


86.2% 


71.4% 


EFA200381 


KPN204459 


62% 


86.2% 


70.4% ! 


EFA200381 


LPN101208 


64% 


53.4% 


54.4% 


EFA200381 


LMO101512 


94% 


96.6% 


98.2% 


EFA200381 


MCA101455 


50% 


98.3% 


80.3% 


EFA200381 


NGOl 03576 


60% 


69.0% 


72.7% 


EFA200381 


NME200467 


56% . 


86.2% 


71.4% | 


EFA200381 


PMU101239 


62% 


86.2% 


70.4% 


EFA200381 


PRT103336 


58% 


86.2% 


70.4% 


EFA200381 


PAE200578 


60% 


94.8% 


77.5% 


EFA200381 


PSY102551 


60% 


94.8% 


77.5% 


EFA200381 


SPA100115 


62% 


86.2% 


70.4% 


EFA200381 


STY100808 


62% 


86.2% 


70.4% 


EFA200381 


STM101264 


62% 


86.2% 


70.4% 


EFA200381 


SAU801575 


92% 


96.6% 


96.6% 


EFA200381 


SEP203226 


92% 


96.6% 


96.6% 


EFA200381 


SHA101643 


92% 


96.6% 


96.6% 


EFA200381 


SMU102404 


96% 


100% 


87.9% 


EFA200381 


SPN401270 


91% 


100% 


87.9% 


EFA200381 


SPY200574 


96% 


100% 


100% 


EFA200381 


TPA100750 


43% 


94.8% 


79.7% 


EFA200381 


UUR100279 


36% 


81.0% 


81.8% 


EFA200381 


VCH100511 


62% 


86.2% 


70.4% 


EFA200381 


YPS001963 


62% 


86.2% 


70.4% 


EFA200382 


ABA 100747 


40% 


97.3% 


98.0% 


EFA200382 


BAN101433 


47% 


32.2% 


68.6% 


EFA200382 


BAN103496 


59% 


98.0% 


99.3% 


EFA200382 


BFR1 05454 


37% 


98.0% 


99.3% 


EFA200382 


BPT100546 


34% 


97.3% 


96.1% 


EFA200382 


BCE109876 


43% 


98.0% 


98.6% 


EFA200382 


BFU1 02599 


45% 


98.0% 


98.6% 


EFA200382 


BMA100917 


43% 


99.3% 


100% 


EFA200382 


CJU100534 


35% 


98.7% 


100% 


EFA200382 


CAC102981 


49% 


98.0% 


98.0% 


EFA200382 


CBO101104 


43% 


99.3% 


100% 


EFA200382 


CDF100102 


34% 


75.2% 


100% 


EFA200382 


CDF102772 


42% 


98.7% 


98% 


EFA200382 


CDP101689 


36% 


96.6% 


97.4% 


EFA200382 


EFA200382 


100% 


100% 


100% 


EFA2C0382 


EFM101G05 


78% 


98.7% 


99.3% 


EFA200382 


HIN101254 


29% 


71.8% 


22.7% 



879 



WO 02/077183 PCT/US02/09107 



Query LocusID ] 


iomolog LocusID J 


Qentuy v 


")uerv Coverase ] 


Iomolog Coverage 


EFA200382 


UPN100867 1 


HQ/, < 


)8.0% - 


)9.3% 


EFA200382 


LMO10H22 


570/ < 


?8.0% *< 


?9.3% 


EFA200382 1 


VICA103674 


5*fr/o 


)8,0% - 


?8.6% 


EFA200382 


K/t AT 71 A0 01 <. 

MAV103815 




71.8% 


89.3% j 


EFA200382 


n jm\ T 1 AO A>l / 

V1BV103944 


30/0 


88 6% 


100% 


EFA200382 


> rrrrw t/h AO CO/ 

MTU203634 


30 /0 


96.6% 


98.1% 


EFA200382 


NGO101314 


JO/0 [ 


98 0% 


81.1% 


EFA200382 


NME200466 


100/ 


70.U /0 


98.6% 


EFA200382 


PAE200577 


3o/o 


94 0% 

7*T.V /U 


94.0% 


EFA200382 


VCH1005I0 


1 CO/ 

3o% 


98 0% 
yo.\j /o 


99.3% 


EFA200400 


ABA103575 


1^0/ 

3D/o 


69 4% 


98.8% 


EFA200400 


BPT101206 


1Q0/ 

3y /o 


100% 


100% 


EFA200400 


BCE104446 


^QO/ 


28 9% 


89.2% 


EFA200400 


BFU105313 


jy /o 


29.4% 


88.9% 


EFA200400 


BMA109515 


cao/ 
oU% 


^8 9% 


76.0% 


EFA200400 


CJU10H59 


J J /o 


69 1% 

l/>'. X /o 


98.6% 


EFA200400 


CPN200896 


a /CO/ 
3070 


9R S% 1 

70iJ /O 


97.8% 


EFA200400 


CTR200173 


ICO/ 
35 70 


9R 9% 


98.4% 


EFA200400 


CDF104028 


/I AO/ 

40% 


U^J. 1 /o 


98.4% 


EFA200400 


EBC104560 


61% 




r\rf *7A/ 


EFA200400 


EFA20Q400 


1 AAOZ 

lUU/o 


1 uu /o i 


100% j 


EFA200400 


EFM200195 


/070 


98 4% 


99.9% 


EFA200400 


ECO 1 03481 


35 /o 


69 7% 

Vx. / /o 


99.4% 


EFA200400 


HIN 100903 


54 /o j 


69.7% 


99.4% 


EFA200400 


HPY 100944 


<£0/ 


27 9% 


92.4% j 


EFA200400 


KPN305504 } 


ci 6/ 

0l% 


99 ^% 


97.7% 


EFA20Q400 


LPN102108 


35% 


S4 8% 
j't.o /o 


99.4% 


EFA200400 


LMO101909 


/l AO/ 

49% 


oy.j /o 


99.0% j 


EFA200400 


MCA101554 


O CO/ 

35% 


oy .^r /0 


99.1% 


EFA200400 


NGO101359 


1 CO/ 

35% 


60 A% 


98.8% 


EFA200400 


NME200487 


35% 


69 4% 

U7i*t /O 


98.8% 


EFA200400 


PMU10H02 


35% 


69 7% 

U7. / /O 


99.4% 


EFA20040O 


PRT101495 


A1 0/ 

01 /o 


29 1% 

X /O 


97.7% 


EFA200400 


PAE200009 


£10/ 

03% 


28 8% 


91.7% 


EFA200400 


PPU103628 


oz% 


98 8% 
Zo.O /o 


91.7% 


EFA200400 


PSY103530 


£10/ 

01% 


99 9% 


82.5% 


EFA200400 


SPA100735 


CI 0/ 

61% 


9Q ^% 
zy.j /o 


97.7% 


EFA200400 


STY100713 


O CO/ 

35% 


oy. / /o 


99.4% 


EFA200400 


SMU101427 


/in/ 

61% 


QO 00/ 

yo.o /o 


100% 


EFA200400 


SPN401327 


C/10/ 

54% 


6Q 9% 


98.5% 


EFA200400 


SPY201298 


C1 0/ 

51% 


6Q 7% 

07. / /0 


99.3% 


EFA200400 


VCH100020 


34% 


60 7% 

Oi7. / /0 


99.4% 


EFA200400 


YPS003356 


0 CO/ 
33% 


60 c % 
uy.J /o 


99.1% _j 


EFA200412 


ABA104190 


000/ 

2970 


yo.-> /o 


95.3% 


EFA200412 


BAN105171 


44/0 


OR 8% 

70.0 /0 


100% 


EFA200412 


BAN102576 


/ICO/ 

45 To 


yy.z/o 


98.0% 


EFA200412 


BFRl 1285 


31% 


QC AO/ 


95.3% 


EFA200412 


BPT10H44 


28% 


Q*7 *70/ 

y /. /to 


97 3% 


EFA200412 


BCE10H62 


30% 


0*7 TO/ 

y /./% 


96 5% 




BFU 105740 


31% 


97.7% 


962% 


EFA200412 


BMA107144 


31% 


97.7% 


95.8% 


EFA200412 


CPN200219 


25% 


94.6% 


94.0% 


EFA200412 


CTR200673 


32% 


54.3% 


52.5% 


EFA200412 


CAC101882 


34% 


97.3% 


96.6% 



880 



WO 02/077183 PCT/US02/09107 



Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200412 


CBO101930 


37% 


95.7% 


96.1% 


EFA200412 


CDF103571 


32% 


96.5% 


95.8% 


EFA200412 


CDP100979 


28% 


93.8% 


90.8% 


EFA200412 


EFA200412 


100% 


100% 


100% 


EFA200412 


EFM200394 


59% 


98.4% 


100% 


EFA200412 


LMO100578 


43% . 


97.7% 


98.4% 


EFA200412 


MCA101753 


29% 


72.9% 


82.4% 


EFA200412 


MAV106532 


30% 


91.5% 


90.5% 


EFA200412 


MBV103890 


32% 


91.5% 


91.5% 


EFA200412 


MLP100867 


30% 


91.5% 


91.9% 


EFA200412 


MTU201623 


31% 


91.5% 


91.5% 


EFA200412 


NGO100361 


35% 


97.7% 


96.6% 


EFA200412 


NME201239 


34% 


97.7% 


96.6% 


EFA200412 


SAU801137 


43% 


98.8% 


99.6% 


EFA200412 


SEP200862 


42% 


97.7% 


98.4% 


EFA200412 


SHA100177 


39% 


98.8% 


99.6% 


EFA200412 


SMU100505 


41% 


86.0% 


98.6% 


EFA200412 


SPN401786 


43% 


98.1% 


96.8% 


EFA200412 


SPY200257 


43% 


96.5% 


98.0% 


EFA200412 


UUR100329 


31% 


97.7% 


98.1% 


EFA200412 


VCH100789 


29% 


97.3% 


93.8% 


EFA200418 


ABA104000 


49% 


85.4% 


89.2% 


EFA200418 


BAN100446 


70% 


71.3% 


99.5% 


EFA200418 


BAN 110084 


74% 


88.9% 


99.6% 


EFA200418 


BFR104950 


45% 


93.1% 


86.7% 


EFA200418 


BPT101108 


47% 


93.1% 


97.6% 


EFA200418 


BBU100122 


49% 


95.0% 


98.8% 


EFA20041.8 


BCE101166 


44% 


98.9% 


98.0% 


EFA200418 


BFU101939 


52% 


84.7% 


88.4% 


EFA200418 


BMA101604 


45% 


98.1% 


98.8% 


EFA200418 


CJU101107 


51% 


99.2% 


98.9% 


EFA200418 


CPN200048 


48% 


84.3% 


79.1% 


EFA200418 


CTR200051 


44% 


98.1% 


89.7% 


EFA200418 


CAC101756 


67% 


88.5% 


99.6% 


EFA200418 


CBO103187 


69% 


88.5% 


99.6% 


EFA200418 


CDF101764 


69% 


89.7% 


98.7% 


EFA200418 


CDP101120 


52% 


99.6% 


97.7% 


EFA200418 


EBC103098 


50% 


91.2% 


99.2% 


EFA200418 


EFA200418 


100% 


100% 


100% 


EFA200418 


ECO100169 


51% 


91.2% 


99.2% 


EFA200418 


HIN100892 


50% 


90.0% 


93.6% 


EFA200418 


HPY101531 


48% 


96.2% 


92.0% 


EFA200418 


KPN301398 


50% 


86.6% 


99.1% 


EFA200418 


LPN100646 


46% 


93.9% 


97.6% 


EFA200418 


LMO100442 


74% 


93.1% 


100% 


EFA200418 


MCA101251 


51% 


85.4% 


82.3% 


EFA200418 


MAV106404 


59% 


86.6% 


81.9% 


EFA200418 


MBV102282 


54% 


96.2% 


86.4% 


EFA200418 


MLP100973 


58% 


86.6% 


81.6% 


EFA200418 


MTU202852 


54% 


96.2% 


86.4% 


EFA200418 


MGE100072 


36% 


93.9% 


84.9% 


EFA200418 


MPN100623 


36% 


93.9% 


82.0% 


EFA200418 


NGQ10CS93 


44% 


89.7% 


95.5% 


EFA200418 


NME200306 J 44% 


89.7% 


95.5% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


"CTJAOOfl/lOl 

HrAzUU4Zl 


DDT T1 moOH 

FTU 107887 


43% 


OO 10/ 


AO 00/ 
70J /0 


Tjt? a ioo/in 
brA200421 


TJOV1 AAOOO 

rbYl 04373 


A AO/ 

44% j 


AA Oft/ 

99.3% 


OS 10/ 
95.3 /o 


ErA200421 


OT> A 1 At 1 AO 

SPA10H93 


A 1 f>/ 

41% 


OA 00/ 

99.7% 


OO 10/ 

99.3% 


TIT? A OAAAO 1 

EFA2G0421 


STY103870 


41% 


AA 00/ 

99.7% i 


AA 00/ 

99.3% 


TJU A OAA/IO 1 

ErA200421 


STM103563 


A 1 0/ 

41% 


AA Oft/ 

99.7% 


OO 10/ 

99.3% 


EFA200421 


OAT TO At ^ri 

SAU801257 


62% 


A a on/ 

99.7% 


1 AA0/ 
100% 


T"JT? A OAA/I0 1 

EFA200421 


SEP201550 


62% 


AO ^0/ 

98.6% 


A A 0 0/ 

99.3% 


T7T7 A ^AA/101 

br A200421 


OTT A 1 AAOl A 

SHA100714 


64% 


AQ CO/ 

98.6% 


oo 10/ 
99.3 yo 


13X7 A OAA/J01 

br A20U42 1 


OX AT T1 AA/COO 

l>MU 10062 / 


47% 


OO 10/ 

99.3% 


Aft 10/ 

yo.o /o 


TJT? A OAAAOI 

cr A2UU42 1 


GDTVM AOA1 /Z 

or JN4UZ0 1 0 


>110/ 

43% 


OO 10/L 


Aft 10/ 


1317 A OAO/11 1 

br A200421 


CDVIAl /CAA 

orYZOloOO 


43% 


OQ 10/ 


Oft 10/ 

9o.3 /o 


T7T7 A O AAA O 1 

brA200421 


• ! 'T> A 1 AACAO 

TPA 100598 


O AO/ 

30% 


A1 CO/ 

91.5% 


AC 00/ 

95.9% 


T?T? A OAAAO 1 

ErA200421 


T TT m 1 AACOA 

UUR 100520 


A AO/ 

40% 


AO AO/ 

98.0% 


OO CO/ 

98.6% 


nr a oaa ao i 


■\ r/~vr T 1 AAA A C 

VCH 102225 


43% 


AO Co/ 

98.6% 


AO AO/ 

98.9% 


T5T7 A OAAAOI 

EFA200421 


YPS001 128 


43% 


AA 00/ 

99.7% 


AA OO/ 

99.3% 


EFA200454 


A TO A 1 AAMft 

ABA 100529 


48% 


AO OO/ 

98.3% 


AA 00/ 

99.8% 


rjrj a OZ\AACA 

EFA200454 


TO A\T1 AAlf /I 

BAN 1003 54 


53% 


98.3% 


AA CC\/ 

99.5% 


•TJT? A OA A/1 C /I 

ErA200454 


T3 A XT 1 AO AO 1 

BAN 103931 


COO/ 

58% 


AO OO/ 

98.8% 


AA OO/ 

99.8% 


A OA A/1 C A 

brA200454 


"D"CT> T AA/1 AC 

BFK1 00495 


oco/ 

25% 


O O 10/ 

38.1% 


O AO/ 

7.0% 


TJT? A OAA/1 C/1 

brA200454 


DTY"T1 AO/llO 

Dr 1 102439 


A CO/ 

45% 


AO CO/ 

98.6% 


OO CO/ 

99.5% 


TJT? A OAA/1 C/1 

brA2UU454 


"DOT71 1 1 C/C 1 

±>Cbl 11561 


j6% 


1Q /CO/ 

38.6% 


OO CO/ 

99.5% 


T?T7 A OAAACA 

EFA200454 


TOTTT 71 AC A AC 

BrU 106495 


/I CO/ 

45% 


AO 10/ 

98.1% 


AO OO/ 

98.3% 


T?T? A OAA A C A 

EFA200454 


"OA if A 1 A AAA 1 

BMA 104091 


A CO/ 

45% 


AC OO/ 

95.8% 


AC AO/ 

96.0% 


T7T? A O AA AC A 

EFA20045.4 


/OTTT1 AACAC 

CJUl 00505 


A 1 0/ 

41% 


AO AO/ 

97.4% 


AA CO/ 

99.6% 


T^T* A AAA A C A 

EFA200454 


AT»\TAAA1 C 1 

CPN200251 


39% 


97.0% 


98.1% 


EFA200454 


/vm o aocco 

CTR200662 


O 00/ 

37% 


OO AO/ 

97.4% 


AC CO/ 

96.5% 


T7T? A OO A A C A 

EFA200454 


CAC100467 


A AO/ 

49% 


AC AO/ 

96.0% 


AC OO/ 

95.8% 


T7T7 A OAAACA 

EFA200454 


CBO100123 


O 1 0/ 

31% 


AO OO/ 

98.8% 


AA AO/ 

99.4% 


EFA200454 


onn aaa A/i 

CDF 1 00404 


AOO/ 

42% 


1 O CO/ 

13.6% 


OO AO/ 

83.0% 


T~?T? A O AAA C /I 

br A2U0454 


/0"T\T?1 AAOCA 

CDr 100250 


/l /CO/ 

46% 


AO AO/ 

9 / .4% 


AO OO/ 

9 / .2% 


1717 A OAA/1 C/1 

br A2U0454 


pnTjl AA/1 Ol 

ODr 100483 


A AO/ 

40% 


AO /I0/ 

98.4% 


AA AO/ 

99,0% 


T7I7 A OAA/1 C/ 

br A2UU454 


TJDP1 AOC/liC 


/1/C0/ 

46% 


AO AO/ 

9 /.4% 


AO AO/ 

9o.4% 


T7T7 A O AA/t C/1 

br A2U0454 


T7T7 A OAA/1 C /I 

EFA200454 


1 A AO/ 
100% 


1 AA0/ 
100% 


1 A AO/ 
100 % 


T?r A OA A/1 C/1 

brA200454 


TJT7X AO A 1 CO A 

EFM201684 


83% 


AA AO/ 

99.0% 


AA CO/ 

99.5% 


t?T? A OA (\A C A 

EFA2 00454 


T>/~\/*\ 1 AA1 A A 

ECO 100194 


A 00/ 

47% 


ac on/ 

95.8% 


AC 00/ 

96.7% 


rjTj A O AA/1 CA 

EFA200454 


TTTXT1 AAOAA 

HIN 100709 


A CO/ 

46% 


AO 10/ 

98.3% 


A A AO/ 

99.0% 


T7T? * OAAACA 

EFA200454 


TTTVLTI AAOO A 

HPY 100234 


A 1 O/ 

41% 


AO CO/ 

97.6% 


AO OO/ 
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NGO101704 


64% 


98.2% 


98.5% j 


EFA200562 


NME200613 


64% 


98.2% 


98.5% 


EFA200562 


PMU101027 


61% 


98.5% 


98.4% 


EFA200562 


PRT101183 


60% 


97.7% 


97.7% 


EFA200562 


PAE200545 


58% 


98.7% 


98.7% 


EFA200562 


PPU109309 


57% 


98.7% 


98.7% 


EFA200562 


PSY103013 


58% 


99.2% 


99.2% 


EFA200562 


SPA102476 


63% 


97.7% 


98.2% 


EFA200562 


STY104545 


62% 


98.0% 


97.9% 


EFA200562 


STM100571 


62% 


98.0% 


97.9% 


EFA200562 


SAU801790 


72% 


98.7% 


98.5% 


EFA200562 


SEP202182 


73% 


98.0% 


97.5% 


EFA200562 


SHA101199 


72% ' 


98.0% 


97.7% 


EFA200562 


SMU101066 


76% 


99.5% 


99.5% 


EFA200562 


SPN400671 


76% 


99.5% 


99.7% 


EFA200562 


SPY201042 


74% 


98.5% 


98.0% 


EFA200562 


TPA100786 


58% 


96.2% 


94.4% 


EFA200562 


UUR100416 


46% 


98.5% 


98.7% 


EFA200562 


VCH100467 


62% 


98.7% 


98.4% 


EFA200562 


YPS000215 


61% 


98.0% 


97.9% 


EFA200590 


ABA101280 


48% 


89.7% 


97.7% 


EFA200590 


BAN1 10913 


44% 


99.4% 


100% | 


EFA200590 


BAN103692 


62% 


99.6% 


99.6% 


EFA200590 


BFR11725 


41% 


5.6% 


7.2% j 


EFA200590 


BPT102975 


47% 


100% 


100% 


EFA200590 


BBU100153 


42% 


95.7% 


95.9% 


EFA200590 


BCE1 11466 


53% 


65.9% 


93.5% 


EFA200590 


BFU106498 


47% 


99.4% 


99.4% 


EFA200590 


BMA103047 


46% 


99.4% 


99.4% 


EFA200590 


CJU100872 


48% 


98.8% 


97.7% 


EFA200590 


CPN201009 


44% 


5.6% 


17.6% 


EFA200590 


CTR200074 


43% 


4.4% 


16.6% 


EFA200590 


CAC100650 


56% 


98.5% 


98.5% 


EFA200590 


CBO100098 


55% 


98.6% 


98.0% 


EFA200590 


CDF101445 


44% 


98.5% 


98.8% 


EFA200590 


CDF100803 


54% 


90.8% 


97.2% 


EFA200590 


CDP100932 


48% 


94.4% 


99.1% 


EFA200590 


EBC107179 


56% 


43.1% 


95.7% 


EFA200590 


EFA200590 


100% 


100% 


100% 


EFA200590 


EFM100280 


86% 


26.4% 


100% 


EFA200590 


ECO100098 


47% 


98.2% 


98.1% 


EFA200590 


HIN100888 


46% 


98.3% 


98.1% 


EFA200590 


HPY100773 


48% 


97.6% 


96.5% 


EFA200590 


KPN300997 


47% 


98.2% 


98.0% 


EFA200590 


LPN1 03376 


48% 


99.6% 


99.6% 


EFA200590 


LMO101013 


66% 


100% 


100% 


EFA200590 


MCA100812 


44% 


98.7% 


98.5% 


EFA200590 


MAV101468 


47% 


94.3% 


91.5% 


EFA200590 


MBV103337 


48% 


94.9% 


91.4% 



888 



WO 02/077183 PCT/US02/09107 



Query LocusED 


Homoloe LocusED 


Identity 


Query Coverage 


Homolog Coverage 


EFA200590 


MLP100475 


49% 


89.5% 


86.4% 


EFA200590 


MTU203197 


48% 


96.2% 


91.5% 


EFA200590 


MGE100074 


45% 


91.1% 


94.8% 


EFA200590 


MPN100621 


45% 


91.1% 


94.6% 


EFA200590 


NGO100323 


47% 


100% 


99.9% 


EFA200590 


NME201594 


47% 


100% 


99.9% 


EFA200590 


PMU101219 


47% 


98.2% 


97.9% 


EFA200590 


PRT105129 


47% 


98.5% 


98.3% ] 


EFA200590 


PAE204401 


47% 


99.6% 


99.6% 


EFA200590 


PPU107707 


46% 


99.6% 


96.6% 


EFA200590 


PSY103871 


47% 


97.4% 


99.6% 


EFA200590 


SPA100472 


43% 


64.0% 


84.7% 


EFA200590 


STY103214 


47% 


98.2% 


98.1% 


EFA200590 


STM102926 


47% 


98.2% 


98.1% 


EFA200590 


SAU800753 


56% 


99.4% 


99.8% 


EFA200590 


SEP201381 


56% 


99.4% 


99.6% 


EFA200590 


SHA101267 


56% 


99.4% 


99.5% 


EFA200590 


SMU101178 


69% 


99.8% 


99.6% 


EFA200590 


SPN401543 


68% 


99.8% 


99.8% 


EFA200590 


SPY201389 


68% 


100% 


99.8% 


EFA200590 


TPA100375 


44% 


98.3% 


98.4% 


EFA200590 


UUR100118 


44% 


91.0% 


91.6% 


EFA200590 


VCH102359 


48% 


99.8% 


99.7% 


EFA200590 


YPS001804 


48% 


98.2% 


98.1% j 


EFA200613 


EFA200613 


100% 


100% 


100% 


EFA200613 


SAU800898 


31% 


94.1% 


85.0% 


EFA200613 


SPY200749 


38% 


92.9% 


95.7% 


EFA200621 


ABA104593 


47% 


77.0% 


67.2% 


EFA200621 


BAN113310 


48% 


18.3% 


4.4% 


EFA200621 


BAN1 10029 


66% 


14.1% 


1.5% 


EFA200621 


BFR11714 


43% 


89.2% 


73.4% 


EFA200621 


BPT100248 


48% 


81.0% 


70.9% 


EFA200621 


BBU100800 


45% 


77.5% 


71.5% 


EFA200621 


BCE101969 


46% 


87.2% 


94.9% 


EFA200621 


BFU100867 


52% 


75.9% 


59.9% 


EFA200621 


BMA109716 


44% 


93.0% 


80.7% 


EFA200621 


CJU100125 


44% 


17.3% 


4.1% 


EFA200621 


CPN200434 


39% 


89.1% 


77.8% 


EFA200621 


CTR200365 


40% 


87.4% 


74.3% 


EFA200621 


CAC100425 


55% 


15.6% 


1.9% 


EFA200621 


CBO103185 


53% 


12.1% 


2.6% 


EFA200621 


CDF102888 


56% 


17.3% 


4.3% 


EFA200621 


CDP100479 


49% 


73.4% 


97.7% 


EFA200621 


EBC101431 


42% 


100% 


88.4% 


EFA200621 


EFA200621 


100% 


100% 


100% 


EFA200621 


EFM201052 


79% 


92.4% 


99.9% 


EFA200621 


ECO103100 


44% 


95.1% 


82.6% 


EFA200621 


HIN101252 


50% 


78.8% 


75.2% 


EFA200621 


HPY101031 


. 38% 


98.4% 


83.5% 


EFA200621 


KPN301426 


45% 




oD.O/o 


EFA200621 


LPN1 02343 


54% 


54.2% 


97.9% 


EFA200621 


LMO100282 


60% 


99.9% 


98.5% 


EFA2C0621 


MCA100802 


47% 


76.4% 


72.1% 


EFA200621 


MAV100286 


48% 


73.1% 


96.1% 
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WO 02/077183 
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Query LocusID 



EFA200621 



Homolog LocusID 



MBV104310 



Identity 



50% 



Query Coverage 



54.2% 



Homolog Coverage 



98.2% 



EFA200621 



MLP100953 



46% 



17.6% 



EFA200621 



MTU202801 



47% 



3.4% 



EFA200621 



MGE100144 



42% 



77.7% 



26.7% 



11.2% 



97.4% 
97.9% 



EFA200621 



MPN100676 



41% 



77.0% 



EFA200621 



NGO101494 



43% 



95.7% 



EFA200621 



NME201748 



46% 



88.7% 



EFA200621 



PMU100759 



42% 



EFA200621 



EFA200621 



PRT102425 



42% 



100% 
99.1% 



PAE204740 



42% 
46% 



95.7% 
78.4% 



93.9% 



72.2% 



94.8% 



83.4% 



91.4% 
72.0% 



EFA200621 



PPU108488 



EFA200621 



PSY104832 



49% 



69.5% 



98.4% 
98.1% 



EFA200621 



SPA101256 



53% 



57.6% 



EFA200621 



STY101473 



EFA200621 



SAU801269 



EFA200621 



SEP201562 



62% 



55% 



93.0% 



1.6% 



100% 



85.1% 



10.2% 



97.5% 
97.5% 



EFA200621 



SHA100514 



54% 



100% 



EFA200621 



SMU100784 



60% 



EFA200621 



SPN400481 



64% 



21.4% 
20.9% 



1.7% 



4.9% 



T?TT A 9O0621 
EFA2O0621 
EFA200621 


SPY201321 
TPA100881 
UUR100322 


62% 
48% 
48% 


l/.57o 
80.1% 
/j.o/o 


74.7% 
97.6% 


EFA200621 


VCH100631 


50% 


no QO/ 

Vo.oyo 


68.8% 


EFA200621 


YPS001051 


42% 


no ao/ 


87.8% 


EFA200624 


ABA103925 


34% 


99.5% ^ 


82.8% 


EFA200624 


BAN104708 


56% 


0*3 CO/ 

83.5% i 


94.4% 


EFA200624 


BAN102313 


66% 


86.0% 


92.9% 


EFA200624 


BFR10840 


33% 


82.2% 


86.6% 


EFA200624 


Dr 1 lUWZ*fO 


35% 


98.7% 


81.7% 


EFA200624 


BBU1Q0799 


35% 


92.0% 


75.1% 


EFA200624 


BCE107342 


38% 


93.7% 


77.8% 


EFA200624 


BFU100866 


41% 


89.0% 


71.9% 


EFA200624 


BMA107734 


39% 


93.7% 


77.8% 


EFA200624 


CJU100425 


30% 


88.7% 


97.8% 


EFA200624 


CPN200435 


34% 


92.0% 


84.8% 


EFA200624 


CTR200366 


35% 


88.7% 


81.8% 


EFA200624 


CAC100279 


52% 


85.7% 


97.7% 


EFA200624 


CBO102108 


48% 


99.5% 


91.0% 


EFA200624 


CDF1 02471 


52% 


96.2% 


100% 


EFA200624 


CDP100481 


39% 


84.5% 


98.5% 


EFA200624 


EBC101239 


34% 


100% 


79.8% 


EFA200624 


EFA200624 


100% 


100% 


100% 


EFA200624 


EFM201833 


85% 


97.2% 


98.7% 


EFA200624 


ECO103101 


35% 


100% 


79.0% 




EFA200624 


HIN101251 


34% 


99.0% 
91.5% 


82.2% 
99.0% 


EFA200624 
EFA200624 


HPY101493 
KPN300994 


27% 
35% 


100% 


79.0% 


EFA200624 


LPN100039 


35% 


99.7% 


82.7% 


EFA200624 


LMO100131 


63% 


93.0% 


99.5% 


EFA200624 


MCA100801 


34% 


100% 


86.6% 


EFA200624 


MAV103287 


30% 


48.1% 


" 96.7% 


EFA200624 


MBV103220 


40% 


84.0% 


92.5% 


EFA200624 


| MLP100955 


40% 


86.7% 


95.7% 


EFA200624 


\ MTU202803 


40% 


84.0% 


92.5% 
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WO 02/077183 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200624 


MGE100143 


28% 


99.0% 


76.8% 


EFA200624 


MFN 100677 


30% 


85.7% 


65.4% 


EFA200624 


NGO101492 


36% 


88.5% 


722% 


EFA200624 


NME201747 


37% 


94.0% 


75.0% 


EFA200624 


PMU100760 


35% 


99.0% 


82.4% 


EFA200624 


PRT102427 


37% 


100% 


79.3% 


EFA200624 


PAE204741 


34% 


91.2% 


74.2% 


EFA200624 


PPU 108490 


39% 


71.9% 


65.5% 


EFA200624 


PSY 104834 


36% 


93.7% 


77.5% 


EFA200624 


SPA101734 


33% 


91.2% 


73.7% 


EFA200624 


STY101474 


35% 


91.2% 


73.8% 


EFA200624 


SAU801266 


57% 


97.5% 


99.0% 


EFA200624 


SEP201559 


56% 


97.5% 


95.8% 


EFA200624 


SHA101153 


60% 


89.5% 


94.7% 


EFA200624 


SMU1 00777 


53% 


97.7% 


100% 


EFA200624 


SPN400478 


54% 


91.5% 


100% 


EFA200624 


SPY201324 


52% 


94.2% 


99.7% 


EFA200624 


TPA1 00882 


37% 


87.5% 


71.3% 


EFA200624 


UUR100320 


24% 


98.5% 


88.6% 


EFA200624 


VCH 100630 


34% 


100% 


79.0% 


EFA200624 


YPS001052 


35% 


100% 


79.0% 


EFA200660 


ABA105585 


47% 


88.6% 


93.3% 


EFA200660 


BAN1 10583 


71% 


92.4% 


96.1% 


EFA200660 


BAN103323 


71% 


92.4% 


96.1% 


EFA200660 


BFR1 00885 


55% 


86.1% 


75.6% 


EFA200660 


BPT101387 


50% 


88.6% 


77,8% 


EFA200660 


BBU100113 


68% 


63.3% 


52.1% 


EFA200660 


BCE105745 


51% 


97.5% 


84.6% 


EFA200660 


BFU1 05922 


46% 


97.5% 


84.6% 


EFA200660 


BMA104982 


51% 


97.5% 


84.6% 


EFA200660 


CJU100998 


49% 


100% 


88.4% 


EFA200660 


CPN200890 


50% 


94.9% 


90.2% 


EFA200660 


CTR200180 


50% 


94.9% 


91.4% 


EFA200660 


CAC 102549 


54% 


89.9% 


82.2% 


EFA200660 


CBO100272 


56% 


92.4% 


91.2% 


EFA200660 


CDF103531 


55% 


87.3% 


92% 


EFA200660 


CDP100127 


49% 


84.8% 


81.7% 


EFA200660 


EBC103610 


51% 


88.6% 


93.3% 


EFA200660 


EFA200660 


100% 


100% 


100% 


EFA200660 


EFM100455 


93% 


98.7% 


100% 


EFA200660 


ECO 104092 


51% 


88.6% 


93.3% 


EFA200660 


HIN 100524 


52% 


88.6% 


93.3% 


EFA200660 


HPY101227 


51% 


73.4% 


68.2% 


EFA200660 


KPN300649 


51% 


88.6% 


93.3% 


EFA200660 


LPN101987 


50% 


82.3% 


86.7% 


EFA200660 


LMO102748 


70% 


100% 


100% 


EFA200660 


MCA101348 


52% 


88.6% 


93.3% 


EFA200660 


MAV101549 


53% 


84.8% 


78.6% 


EFA200660 


MBV106246 


52% 


84.8% 


78.6% 


iirAzUUODU 


MLP101583 


53% 


84.8% 


78.6% 


EFA200660 


MTU200055 


52% 


84.8% 


78.6% 


EFA200660 


MGE100094 


48% 


70.9% 


51.4% 


EFA2C0560 


MPN100601 


51% 


70.9% 


51.9% 


EFA200660 


NGO100183 


51% 


88.6% 


92.1% 
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WO 02/077183 PCT/US02/09107 



Query LocusID 


Hotnolog LocusID 


[dentity ( 


□uery coverage 


^nmoloff Coverage 


EFA200660 


NME201394 


51% 


DO HO/ 

88.6% 


92 1% 


EFA200660 


PMU10U78 


51% 


OO CQ/ 

58.6% 




EFA200660 


PRT102061 


51% 


OO CQ/ 

38.6% 


01 1% 


EFA200660 


PAE204929 


53% 


on 10/ 

82.3% j 


ft* W 

OJ.J/o 1 


EFA200660 


PPU106680 


50% 


10/ 

82.3% 


OJ.J /o 


EFA200660 


PSY101038 


50% ^ 


O^t 10/ 

82.3% 


QC co/ 
O J.J /o 


EFA200660 


SPA102211 


51% 


OO £0/ 
00.070 


91 Wo 


EFA200660 


STY103813 


51% 


OO /CO/ 


01 1% 

7J.J /0 


EFA200660 


STM103619 


51% 


OO /CO/ 

50.0% 


01 1% 

yj.j /o 


EFA200660 


SAU800367 


76% 


C\A AO/ 

y4.y /o 


01 R% 
yj*o /o 


EFA200660 


SEP201354 


77% 


94.9% 


Ql R% 
yj.o /o 


EFA200660 


SHA101080 


78% 


93.7% 


yl.j /o 


EFA200660 


SMU101249 


81% 


98.7% 


1 nno/v 
Iw/o 


EFA200660 


SPN401393 


81% 


98.7% 


1 AAO/, 

iUU/o 


EFA200660 


SPY201406 


78% 


98.7% 


1 AAO/ 


EFA200660 


TPA100060 


62% 


67.1% 


CI CO/ 

OJ.J /o 


EFA200660 


UUR100558 


52% 


91.1% 


01 1 a A 
y 1.1/0 


EFA200660 


VCH100363 


51% 


OO CC\/ 

88.6% 


Q1 10/ 

yj.j /o 


EFA200660 


YPS002204 


50% 


OO CO/ 

00.0% 


1% 


EFA200661 


ABA105929 


28% 




r\n At*/ 

yo.**/o 


EFA200661 


BAN105418 


54% 


100% 


1Af|0/ n 


EFA200661 


BAN102675 


59% 


1 AAO/ 

100% 


1 AA0/ 
lUU/o 


EFA200661 


BFR100085 


33% 


C A Iti/ 

54.3% 


C.C Q0/ 

oo.y/o 


EFA200661 


BFR10599 


40% 


cn oo/ 

62.8% 


nc oo/ 

/O.J/0 1 


EFA200661 


BPT100946 


30% 


63.8% 


CQ 00/ 


EFA200661 


BBU100114 


33% 


58.5% 


nc no/ 

/D.Z/0 j 


EFA200661 


BCE1 12892 


31% 


r\r\ CO/ 

99.5% 


QO A0/ n 

y 0,^/0 


EFA200661 


BFU1 03395 


30% 


r\r\ CO/ 

99.5% 


QO 00/ 

yo.D /o 


EFA200661 


BMA103994 


33% 


70.7% 


ni A OA 


EFA200661 


CJU100997 


37% 


OC 10/ 

85.1% 


/y.0/0 


EFA200661 


CPN200363 


22% 


95.7% 


QC /CO/ 


EFA200661 


CTR200309 


23% 


r\c oo/ 

96.8% 


yj/o 


EFA200661 


CAC 102955 


46% 


55.9% 


A/C AO/ 

yo.4/0 


EFA200661 ■ 


CAC103317 


54% 


54.8% 


T7 /10/ 

//.4/0 


EFA200661 


CAC101327 


45% 


91.0% 


1 AQ0/ 
1UU /o 


EFA200661 


CBO103395 


38% 


55.9% 


no qo/ 
yz.y /o 


EFA200661 


CBO103707 


53% 


72.9% 


OA Q0/ 

oy.y/o 


EFA200661 


CDF104218 


32% 


57.4% 


*7Q Q0/ 

/y.u/o 


EFA200661 


CDF103030 


43% 


58.0% 


T£ 40/ 
/0.*f /o 


EFA200661 


CDP100636 


34% 


75% 


OA 10/ 

yu. 1 /o j 


EFA200661 


CDP100782 


34% 


98.4% 


Q/C Q0/ 

yo.y 70 


EFA200661 


EBC104214 


30% 


88.8% 


QC CO/ 

yo.j /o 1 


EFA200661 


EFA200661 


100% 


100% 


1 AA0/ 


EFA200661 


EFM202042 


61% 


100% 


1 A AO/ 


EFA200661 


ECO103953 


30% 


88.8% 


AC £.0/ 


EFA200661 


HIN100237 


30% 


99.5% 


ao no/ 


EFA200661 


HPY101228 


28% 


100% 


1 AAO/ 


EFA200661 


KPN30831O 


32% 


88.8% 


OC >IO/ 


EFA200661 


KPN301041 


30% 


75.5% 


OA Q0/ 

oy.yyo 


T7T7-A OAA/C£1 

EFA200661 


T PXT1 Cs'XA.fA 


it / /o 


58.0% 


78.6% 


EFA200661 


LMO100923 


54% 


100% 


100% 


EFA200661 


LMO101733 


58% 


100% 


100% 


EFA200661 


MCA100569 


29% 


99.5% 


99.2% 


EFA200661 


MAV101548 


38% 


60.1% 


73.2% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA200661 


MBV106247 


34% 


76.1% 


93.9% 


EFA200661 


MLP101584 


37% 


60.1% 


73.2% 


EFA200661 


MTU200054 


34% 


76.1% 


93.9% 


EFA200661 


MGE100093 


23% 


58.5% 


66.2% 


EFA200661 


MPN100602 


22% 


58.5% 


66.3% 


EFA200661 


NGO100403 


30% 


67.0% 


73.6% 


EFA2C066! 


NME201532 


28% 


99.5% 


98.9% 


EFA200661 


PMU101950 


30% 


91.0% 


98.2% 


EFA200661 


PRT100733 


26% 


93.1% 


90.3% 


EFA200661 


PRT101487 


31% 


88.8% 


95.4% 


EFA200661 


PAE204230 


34% 


58.0% 


69.7% 


EFA200661 


PPU104550 


29% 


99.5% 


97.8% 


EFA200661 


PSY105770 


30% 


99.5% 


97.9% 


EFA200661 


STY102437 


33% 


60.6% 


65.7% 


EFA200661 


STY102277 


29% 


88.8% 


95.5% 


EFA200661 


STM102829 


29% 


88.8% 


95.5% 


EFA200661 


SAU800366 


51% 


100% 


100% 


EFA200661 


SAU801983 


44% 


100% 


100% 


EFA200661 


SAU800864 


54% 


78.7% 


95.7% 


EFA200661 


SEP201353 


52% 


100% 


100% 


EFA200661 


SHA101079 


51% 


100% 


100% 


EFA200661 


SMU101251 


62% 


100% 


100% 


EFA200661 


SPN401394 


54% 


100% 


100% 


EFA200661 


SPY201407 


61% 


100% 


100% 


EFA200661 


TPA100061 


30% 


95.2% 


96.0% 


EFA200661 


UUR100559 j 


32% 


97.3% 


98.8% 


EFA200661 


VCH100392 


30% 


88.8% 


95.5% 


EFA200661 


YPSO02815 


32% 


88.8% 


95.6% 


EFA200662 


ABA101593 


29% 


93% 


70.9% 


EFA200662 


BAN105775 


63% 


94% 


96.8% 


EFA200662 


BAN110631 


65% 


94% 


95.8% 


EFA200662 


BFR100626 


24% 


94% 


80.7% 


EFA200662 


BPT101390 


25% 


93% 


71.4% 


EFA200662 


BCE111148 


30% 


93% 


72.6% 


EFA200662 


BFU105918 


30% 


93% 


66.2% 


EFA200662 


BMA108586 


30% 


93% 


72.6% 


EFA200662 


CJU1 00996 


30% 


93% 


72.8% 


EFA200662 


CPN200891 


26% 


94% 


82.1% 


EFA200662 


CTR200179 


30% 


94% 


82.1% 


EFA200662 


CAC102614 


42% 


94% 


96.8% 


EFA200662 


CBO100194 


39% 


94% 


94.8% 


EFA200662 


CDF103506 


37% 


90% 


94.6% 


EFA200662 


CDP100784 


34% 


91% 


93.7% 


EFA200662 


EBC103612 


26% 


93% 


68.7% 


EFA200662 


EFA200662 


100% 


100% 


100% 1 


EFA200662 


EFM100453 


85% 


98% 


99.0% 


EFA200662 


ECO104090 


26% 


93% 


68.7% 


EFA200662 


HIN100526 


28% 


90% 


69.6% . . 


EFA200662 


HPY101229 


28% 


94% 


64.8% 


EFA200662 


KPN302207 


27% 


93% 


69.8% 


EFA200662 


LPN101590 


32% 


89% 


76.8% 


EFA200662 


LMO 102694 


69% 


95% 


96.9% 


EFA200662 


MCA101349 


27% 


91% 


66.2% 


EFA200662 


MAV101547 


31% 


93% 


94.8% 
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Query Coverage 


Homolog Coverage 


EFA200662 


MBV100941 


34% 


93% 


948% 


EFA200662 


MLP101585 


30% 


93% 


94.8% 


EFA200662 


•MTU200053 


34% 


93% 


94.8% 


EFA200662 


NGO100178 


30% 


93% 


73.8% 


EFA200662 


NME201396 


29% 


93% 


73.8% 


EFA200662 


PMU101180 


29% 


93% 


72% 


EFA200662 


PRT104507 


27% 


93% 


68:7% 


EFA200662 


PAE204930 


28% 


91% 


63.3% 


EFA200662 


PPU106677 


28% 


91% 


62.4% 


EFA200662 


PSY101040 


28% 


91% 


62.4% 


EFA200662 


STY103809 


26% 


93% 


68.7% 


EFA200662 


STM103613 


26% 


93% 


68.7% 


EFA200662 


SAU800365 


62% 


91% 


91.8% 


EFA200662 


SEP201352 


60% 


91% 


91.8% 


EFA200662 


SHA101078 4 


55% 


88% 


94.6% 


EFA200662 


SMU101253 


70% 


95% 


97.9% 


EFA200662 


SPN401395 


72% 


95% 


97.9% 


EFA200662 


SPY201408 


74% 


95% 


97.9% 


EFA200662 


UUR100560 


34% 


94% 


56.9% 


EFA200662 


VCH100361 


26% 


94% 


74.6% 


EFA200662 


YPS002210 


29% 


93% 


69.2% 


EFA200674 


ABA100992 


48% 


96.6% 


97.0% 


EFA200674 


BAN1 11688 


50% 


94.5% 


97.5% 


EFA200674 


BAN103655 


71% 


99.5% 


99.1% 


EFA200674 


BFR10422 


52% 


99.4% 


99.5% 


EFA200674 


BPT100120 


49% 


92.8% 


99.7% , 


EFA200674 


BBU100435 


53% 


98.9% 


100% 


EFA200674 


BCE109504 


49% 


99.5% 


98.7% 


EFA200674 


BFU102072 . 


50% 


99.4% 


99.8% 


EFA200674 


BMA101322 


53% 


100% 


100% 


EFA200674 


CJU100003 


52% 


98.2% 


99.7% 


EFA200674 


CPN200477 


55% 


98.9% 


100% 


EFA200674 


CTR200455 


56% 


98.9% 


100% 


EFA200674 


CAC101093 


61% 


98.9% 


100% 


EFA200674 


CBO101275 


61% 


98.8% 


99.7% ! 


EFA200674 


CDF100210 


60% 


98.2% 


99.7% 


EFA200674 


CDP100030 


50% 


98.0% 


98.5% 


EFA200674 


EBC104360 


55% 


98.3% 


99.9% 


EFA200674 


EFA200674 


100% 


100% 


100% 


EFA200674 


EFM200514 


89% 


99.5% 


99.7% 


EFA200674 


ECO103620 


55% 


98.3% 


99.9% 


EFA200674 


HIN100546 


53% 


97.8% 


99.0% 


EFA200674 


HPY100496 


50% 


98.2% 


99.9% 


EFA200674 


KPN301149 


53% 


63.5% 


98.3% 


EFA200674 


LPN102764 


61% 


17.6% 


95.1% 


EFA200674 


LMO1008.84 


72% 


100% 


100% 


EFA200674 


MCA101384 


51% 


96.8% 


97.2% 


EFA200674 


MAV100554 


51% 


98.8% 


99.4% 


EFA200674 


MBV104294 


49% 


98.8% 


94.0% 


EFA200674 


MLP100005 


50% 


98.8% 


99.4% 


EFA200674 


MTU200005 


49% 


98.8% 


94.0% 


EFA200674 


MGE100003 


52% 


99.5% 


99.8% 


EFA200674 


MPN100151 


53% 


98.5% 


99.2% 


EFA200674 


NGO100713 


51% 


99.1% 


91.5% 
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Query Coverage 


Homolog Coverage 


EFA200674 


NME200053 


51% 


98.5% 


99.5% 


EFA200674 


PMU101476 


50% 


98.2% 


99.3% 


EFA200674 


PRT102211 


54% 


97.8% 


99.5% 


EFA200674 


PAE200004 


54% 


97.8% 


99.3% 


EFA200674 


PPU109146 


53% 


98.0% 


99.4% 


EFA200674 


PSY100091 


53% 


98.0% 


99.4% 


EFA2CC674 


SPA101583 


52% 


83.7% 


89.7% 


EFA200674 


STY103968 


55% 


98.3% 


99.9% 


EFA200674 


SAU800O05 


66% 


97.7% 


97.8% 


EFA200674 


SEP201276 


67% 


97.7% 


98.0% 


EFA200674 


SHA102259 


67% 


97.7% 


97.7% 


EFA200674 


SMU100247 


77% 


100% 


100% 


EFA200674 


SPN400715 


78% 


100% j 


100% 


EFA200674 


SPY200532 


76% 


100% 


100% 


EFA200674 


TPA100996 


55% 


98.0% 


99.5% 


EFA200674 


UUR1 00079 


54% 


98.9% 


99.7% 


EFA200674 


VCH100015 


54% 


98.3% 


99.9% 


EFA200674 


YPS003447 


55% 


97.8% 


99.5% j 


EFA200677 


ABA100983 


47% 


79.2% 


76.3% 


EFA200677 


BAN1 12286 


19% 


14.8% 


48.4% | 


EFA200677 


BAN1 10545 


49% 


93.3% 


97.0% 


EFA200677 


BAN102589 


54% 


99.6% 


99.8% 


EFA200677 


BFR101484 


31% 


98.0% 


96.0% 


EFA200677 


BPT100629 


38% 


98.9% 


99.6% 


EFA200677 


BBU100436 


31% 


99.1% 


99.0% 


EFA200677 


BCE1 08826 


45% 


75.8% 


90.9% 


EFA200677 


BFU100017 


46% 


69.4% 


88.8% 


EFA200677 


BMA1 02755 


46% 


75.8% 


63.4% 


EFA200677 


CJU100001 


36% 


86.4% 


88.0% 


EFA200677 


CPN200324 


37% 


97.5% 


93.6% 


EFA200677 


CTR200540 


37% 


98.0% 


96.0% 


EFA200677 


CAC102789 


50% 


98.0% 


97.5% 


EFA200677 


CBO101747 


51% 


98.2% 


97.8% 


EFA200677 


CDF100209 


58% 


74.0% 


91.7% 


EFA200677 


CDP100027 


44% 


84.1% 


69.0% 


EFA200677 


EBC1 04357 


49% 


77.2% 


78.0% 


EFA200677 


EFA200677 


100% 


100% 


100% 


EFA200677 


EFM201887 


28% 


22.4% 


39.3% 


EFA200677 


EFM202229 


25% 


21.9% 


39.3% 


EFA200677 


ECO103623 


42% 


98.9% 


99.4% 


EFA200677 


HIN100974 


38% 


99.6% 


99.8% 


EFA200677 


HPY101507 


36% 


75.8% 


74.0% 


EFA200677 


KPN301146 


42% 


98.7% 


99.4% 


EFA200677 


LPN101463 


41% 


87.9% 


98.8% 


EFA200677 


LMO100513 


54% 


99.3% 


98.4% 


EFA200677 


MCA100098 


33% 


98.7% 


95.3% 


EFA200677 


MAV100561 


43% 


94.0% 


90.0% 


EFA200677 


MBV103652 


43% 


94.0% 


89.9% 


EFA200677 


MLP100001 


42% 


94.0% 


86.6% 


EFA200677 


MTU200001 


43% 


94.0% 


OO CIO/ 


EFA200677 


MGE100479 


29% 


98.7% 


99.5% 


EFA200677 


MPN100156 


29% 


98.7% 


99.5% 


EFA200677 


NGO 100049 


45% 


75.4% 


67.1% 


EFA200677 


NME200512 


45% 


75.4% 


65.1% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA20067.7 


PMU101161 


40% 


99.6% 


99.3% 


EFA200677 


PRT103054 


40% 


66.9% 


98.5% : 


EFA200677 


PAE200001 


50% 


75.4% 


64.8% 


EFA200677 


PPU102202 


44% 


93.7% 


83.4% 


EFA200677 


PSY103554 


48% 


81.9% 


71.2% 


EFA200677 


SPA101587 


49% 


54.1% 


100% 


EFA200677 


STY103948 


42% 


98.9% 


99.4% 


EFA200677 


SAU800001 


50% 


98.0% 


98.0% 


EFA200677 


SEP201279 


51% 


98.0% 


98.0% 


EFA200677 


SHA102255 


50% 


98.0% 


98.0% 


EFA200677 


SMU100027 


44% 


97.8% 


97.8% 


EFA200677 


SPN400001 


45% 


98.0% 


98.5% 


EFA200677 


SPY200001 


44% 


97.8% 


97.8% 


EFA200677 


TPA100001 


36% 


98.2% 


97.2% 


EFA200677 


UUR100001 


31% 


74.5% 


75.1% 


EFA200677 


VCH100012 


41% 


98.9% 


98.3% 


EFA200677 


YPS003458 


42% 


98.9% 


99.4% 


EFA200698 


BPT1 01006 


36% 


95.3% 


91.1% 


EFA200698 
EFA200698 


BCE1 00250 


30% 


52.2% 


98.0% 


BFU106928 


32% 


93.6% 


94.2% 


EFA200698 


BFU1 08046 


31% 


93.9% 


98.3% 


EFA200698 


BFU1 10913 


32% 


93.2% 


95.9% 


EFA200698 . 


BFU101670 


34% 


94.6% 


97.8% 


EFA200698 


BFU102611 


35% 


94.6% 


94.2% 


EFA200698 


BFU1 14233 


31% 


94.2% 


97.3% 


EFA200698 


BMA106862 


27% 


95.9% 


94.0% 


EFA200698 


CDP100121 


25% 


94.2% 


94.9% 


EFA200698 


EBC102104 


58% 


97.3% 


98.6% 


EFA200698 


EFA200698 


100% 


100% 


100% j 


EFA200698 


ECO100606 


55% 


95.6% 


92.2% . . 


EFA200698 


HIN1 00022 


59% 


95.6% 


97.3% 


EFA200698 


KPN302601 


31% 


26.1% 


15.0% 


EFA200698 


MCA100880 


25% 


93.6% 


97.0% 


EFA200698 


MAV100316 


32% 


99.0% 


97.3% 


EFA200698 


MBV101161 


31% 


87.5% 


87.9% 


EFA200698 . 


MTU202461 


31% . 


87.5% 


87.9% 


EFA200698 


PRT106096 


29% 


92.5% 


95.0% 


EFA200698 


PAE200882 


30% 


94.6% 


96.4% 


EFA200698 


PSY105164 


21% 


77.6% 


74.4% 


EFA200698 


SPA101729 


54% 


89.5% 


98.5% 


EFA200698 


STY10U51 


55% 


95.6% 


97.6% 


EFA200698 


STM100866 


55% 


95.6% 


97.6% 


EFA200698 


SMU100150 


81% 


100% 


98.3% 


EFA200698 


SPY200907 


83% 


100% 


100% 


EFA200698 


VCH100784 


59% 


93.9% 


93.9% 


EFA200698 


YPS002471 


30% 


94.6% 


95.4% 


EFA200699 


BFR102889 


30% 


15.5% 


16.2% 


EFA200699 


BFU101081 


28% 


26.1% 


28.6% 


EFA200699 


CDF103732 


21% 


48.8% 


59.3% 


EFA200699 


EBC102105 


. 55% 


91.0% 


87.1% 


EFA200699 


EFA200699 


100% 


100% 


100% 


EFA200699 


ECO100605 


54% 


94.7% 


94.9% 


EFA200699 


EUN100021 


56% 


91.6% 


93.4% 


EFA200699 


KPN201812 


54% 


97.1% 


92.9% 
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Identity 


Query Coverage 


rlOmOlOg coverage 


EFA200699 


MAV106467 


ooo/ 

28% 




CA ^o/ 
oO< J /o 


EFA200699 


MAV105815 


ooo/ 1 

28% 


If 10/ 

35.1/0 


90/ 
H*f.Z/0 


EFA200699 


MAV105306 


23% 


A A 1 0/ 

44.1% 


3D. 3 /o 


EFA200699 


NGO100728 


010/ 

23% 


AA £Q/ 
4U.0 /o 


71 

J J.J /o 


EFA200699 


NME200226 


ooo/ 
22yo 


CO 00/ 

jZ. / /o 


70.V/0 


EFA200699 


?SY 103268 


000/ 

28% 


in so/. 
3U.5 /o 


Ji?. / /0 


EFA200699 


SPA100333 


C CO/ 
JJ/O 


01 fio/ 
y i.o/c 


OS 7% 

/ /0 


EFA200699 


STY101418 


ceo/ 

55% 


o< 10/ 
yj.l/o 


AC CO/ 

yj.j /o 


EFA200699 


STM100867 


53% 


AO 1 0/ 

9/.l% 


Q7 80/ 

y / .o /o 


EFA200699 


SMU100152 


83% 


1 AA0/ 

100% 


1 AAO/ 

lUU/o 


EFA200699 


SPY200908 


84% 


1 AA0/ 

100% 


1 AAO/ 
1UU/0 


EFA200699 


VCH1O0785 


53% 


r\^" oft/ 

96.3% 


QO 70/ 

yz./yo 


EFA200731 


ABA1O0331 


31% 


CO 00/ 


OC ^0/ 

/ 0.3 /o 


EFA200731 


BAN1 10824 


33% 


AO 00/ 

9o. /% 


OQ AO/ 

yy.f/o 


EFA200731 


BAN102960 


A CO/ 

45% 


Q0 O0/ 

yo. / /o 


QO 1% 1 

yy*o /o 


EFA200731 


BFR104661 


25% 


/TO CO/ 
0 / .J 70 


C7 ^o/ 
0 / .J /o 


EFA200731 


BPT101402 


O 1 ft/ 

31% 


CA 00/ 


CA QO/ 

o*f.y /0 


EFA200731 


BBU100419 


28% 


A>"* CO/ 

42.5% 


17/10/ 

1 /.4yo 


EFA200731 


BCE1 13044 


28% 


CA 00/ 

59.8% 


<7 QO/ 

O/.yyo 


EFA200731 


BFU1 11080 


26% 


C7 CO/ 

67.6% 


Q1 1 0/ 

yi.i% 


EFA200731 


BMA1 00367 


27% 


Cft 00/ 

59.8% 


01 AO/ 

0 1 .Uyo 


EFA200731 


CJU101147 


27% 


1 C 00/ 

35.8% 


<r\ co/ 
jU.o/o 


EFA200731 


CPN200162 


22% 


CC 10/ 

55.1% 


C^ ffi/ 
oD.O/o 


EFA200731 


CAC103503 


30% 


QQ 00/ 


1 AAO/ 

lUU/o 


EFA200731 


CBO100338 


OA0/ 

29% 


OK CO/ 

yD.o/o 


Oft 8% 
^0.0 /o 


EFA200731 


CDF103795 


O AO/ 

30% 


£0 QO/ 
Oo.o/o 


07 90/ 
y /.z /o 


EFA200731 


EBC101910 


28% 


co *70/ 

5o./% 


OO AO/ 

/o.y /o 


EFA200731 


EFA200731 


100% 


1 AAO/ 

100% 


1 AAO/ 

Iw/o 


EFA200731 


EFM202051 


76% 


AA AO/ 

99.0% 


QO ^0/ 

yy.jyo 


EFA200731 


ECO100392 


29% 


/CA £0/ 

60.6% 


co ao/ 

OZ.470 


EFA200731 


KPN304908 


28% 


CA CO/ 

60.6% 


CO /I0/ 

oZ.4yo 


EFA200731 


LPN101514 


24% 


CA CO/ 

60.5% 


000/ 

00% ! 


EFA200731 


LPN102152 


33% 


K CO/ 

30.070 


7^ 10/ 
IDA /o 


EFA200731 


LMO102502 


A /TO/ 

46% 


AO CO/ 

9o.5% 


QQ 00/ 

yy.zyo 


EFA200731 


MCA100492 


O "> ft/ 

33% 


C/1 AO/ 

54.9% 


AO /10/ 

y 3.4/0 


EFA200731 


MAV 103023 


37% 


•>A 00/ 

39.Z% 


^7 70/ 


EFA200731 


MBV102357 


30% 


CA /CO/ 

59.6% 


07 00/ 
o/.OTo 


EFA200731 


MLP101453 


35% 


At\ TO/ 

40.7% 


C/C 00/ 
56. /% 


EFA200731 


MTU200488 


30% 


59.6% 


00 00/ 
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Identity 


Query Coverage 


Homolog Coverage 


EFA200805 


MLP101145 


61% 


66.2% 


71.4% 


EFA200805 


MTU200664 


61% 


1.7% 


7.2% 


EFA200805 


MGE100350 


48% 


0.6% 


6.2% 


EFA200805 


MPN100326 


47% 


0.5% 


6.1% 


EFA200805 


NME200136 


46% 


93.8% 


99.1% 


EFA200805 


PMU101737 


45% 


94.4% 


99.4% 


EFA200805 


PAE204268 


46% 


93.9% 


99.3% 


EFA200805 


PPU104497 


44% 


93.8% 


99.1% 


EFA200805 


PSY1 03339 


45% 


93.8% 


99.1% 


EFA200805 


SPA102792 


59% 


42.3% 


78.8% 


EFA200805 


STY102671 


46% 


94.1% 


99.4% 


EFA200805 


STM102058 


46% 


94.1% 


99.4% 


EFA200805 


SAU800542 


73% 


98.1% 


99.7% 


EFA200805 


SEP201886 


73% 


98.1% 


99.7% 


EFA200805 


SHA101636 


71% 


93.8% 


100% 


EFA200805 


SMU100556 


77% 


97.9% 


99.4% 


EFA200805 


SPN401775 


75% 


99.5% 


98.9% 


EFA200805 


SPY200071 


76% 


97.9% 


99.3% 


EFA200805 


TPA1 00238 


58% 


2.1% 


5.8% 


EFA200805 


UUR100187 


45% 


1.1% 


7.5% 


EFA200805 


VCH100323 


45% 


94.1% 


96.9% 


EFA200805 


YPS000489 


46% 


93.9% 


99.3% 


EFA200807 


ABA100041 


39% 


11.1% 


72.8% 


EFA200807 


ABA104621 


52% 


98.0% 


97.3% 


EFA200807 


BAN107772 


45% 


98.2% 


99.8% 


EFA200807 


BAN101907 


. 76% 


98.4% 


99.8% 


EFA200807 


BFR102987 


50% 


96.7% 


97.3% 


EFA200807 


BPT101163 


52% 


97.7% 


96.4% ; 


EFA200807 


BBU100387 


56% 


97.6% 


99.6% 


EFA200807 


BCE108518 


62% 


47.2% 


96.7% 


EFA200807 


BFU1 00842 


54% 


80.2% 


61.1% 


EFA200807 


BMA101246 


52% 


99.2% 


97.7% 


EFA200807 


CJU 100444 


51% 


97.1% 


98.7% 


EFA200807 


CPN200681 


51% 


96.9% 


96.9% 


EFA200807 


CTR200580 


51% 


96.9% 


97.1% 


EFA200807 


CAC100576 


63% 


97.3% 


98.1% 


EFA200807 


CBO100117 


64% 


98.3% 


99.2% 


EFA200807 


CDF1 00550 


63% 


97.7% 


99.8% ! 


EFA200807 


CDP100877 


50% 


5.7% 


1.0% 


EFA200807 


EBC103916 


49% 


96.8% 


96.2% 


EFA200807 


EFA200807 


100% 


100% 


100% 


EFA200807 


EFM200070 


89% 


96.5% 


100% 


EFA200807 


ECO103886 


49% 


99.4% 


97.9% 


EFA200807 


HIN1 00493 


52% 


99.3% 


98.1% 


EFA200807 


HPY101181 


52% 


96.7% 


51.2% 


EFA200807 


KPN300484 


41% 


12.5% 


88.9% 


EFA200807 


KPN302484 


49% 


96.8% 


96.2% 


EFA200807 


LPN1005O8 


65% 


44.0% 


98.7% 


EFA200807 


LMO101517 


79% 


98.8% 


100% 


EFA200807 


MCA101004 


52% 


99.1% 


97.0% 


EFA200807 


MAV102932 


52% 


6.0% 


0.6% 


EFA200807 


MBV100906 


52% 


6.0% 


0.6% 


EFA200807 


MLP101144 


51% 


6.0% 


0.6% 


EFA200807 


MTU200665 


52% j 6.0% 


0.6% 
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Query LocusED 


Homolog LocusID 


: — r 

Identity 




Homoloff Coveraee 

lAVlUViVg T ****** 


EFA200807 


MGE100349 


/I £0/ 

4070 


yOt i /o 


97.2% 


EFA200807 


MPN100327 


>l ^0/ 

46% 


06 1% 


97.4% 


EFA200807 


NGO101637 


C AO/ 

54% 


/ 1 /0 


38.2% 


EFA200807 


NME2001-35 


fin/ 

51% 


07 7% 

)7 / » / /o 


98 1% 


EFA200807 


PMU101736 


50% 


yo.o /o 


97.2% 


EFA200807 


PRT104687 


ceo/ 
55% 


77 9% 


41.2% \ 


EFA200807 


PAE204267 


/i no/ 
49% 


OR R% 
7O.0 /o 


98.4% 


EFA200807 


PPU104498 


49% 


OR R% i 

/0 


97.7% 


EFA200807 


PSY103340 


/1O0/ 

49% 


QR R% 
70.0 /o 


98.4% 


EFA200807 


r\T\ A 1 A1 f\C A 

SPA101954 


*>O0/ 

39% 


64 7% 

0*T. / /o 


100% 


EFA200807 


STY 102668 


VJO0/ 

4o% 


Q6 R% 
yo.o /o 


96 2% 


EFA200807 


STM102060 


48% 


Q£ R0/ 

yo.o /o 


Oo 2% 

7U.^ /0 


EFA200807 


SAU800543 


72% 


OQ QO/ 

yo.o /o 


^i'.O /o 


EFA200807 


SEP201887 


73% 


OQ 00/ 


1 00% 1 

iw /o 


EFA200807 


SHA100756 


54% 


o./% 


7^ 

/J.O/O i 


EFA200807 


SHA101637 


Tin/ 

73% 


07 A n A 
y /.H /o 


yo*j /o 


EFA200807 


SMU1 00552 


7o% 


yy % \) /o 


99 5% 


EFA200807 


SPN401774 


11/0 


Q7 7% 
i7 / . / /o 


97 1% 


EFA200807 


SPY200072 


11 vo 


QQ ^% 

. «5 /o 


99 8% 
yy»\j /v 


EFA200807 


TPA100239 


C/CO/ 

50% 


yy *j /o 




EFA200807 


UUR100188 


/i co/ 
45 yo 


o^; 70^ 
yo.z /o 


98 2% 


EFA200807 


VCH100324 


coo/ 
5z% 


07 1% 

y j. 1 /o 


96 8% 

^u.u /o 


EFA200807 


YPS000478 


C10/ 
J I/O 


QQ 4% 
i^. 4 * /o 


98 0% 


EFA200811 


ABA100676 


ceo/ 


Q^ 0% 
i/j.y /o 


98 6% 


EFA200811 


BAN101291 


00% 


07 ^% 
7 / .J /o 


97 9% 


EFA200811 


BAN111521 


ceo/ 
00% 


07 ^% 

y /.J/0 


97 9% 
y / .y so 


EFA2008U 


BFR11426 


C 1 0/ 

51% 


07 QO/1 
y f.y/o 


94 8% 
^t.o /o 


EFA2008U 


BPT102861 


C 1 0/ 

51% 




97 9% 
^ / /o 


EFA200811 


BBU100338 


coo/ 

52% 


Q7 ^0/, 
/o 


92 5% 

yjLr,*s /Q 


EFA200811 


BCE107311 


coo/ 
5o% 


Oc. 00/ 
yj.y /o 


79 5% 


EFA200811 


BFU1 03522 


60% 


QC Q0/ 


98 6% 


EFA200811 


BMA107182 


coo/ 

59% 


QC 00/ 

yj.y /o 


78 2% 

/ Q*£t /0 


EFA200811 


CJU101396 


00/ 

53% 


01 1 0/ 
yi.i /o 


9^ 0% 


EFA200811 


CPN200505 


44% 


QC QOZ 


i/H.U/O 


EFA200811 


CTR200395 


46% 


QC 00/ 

yo.l/o 


0A% 
y*+ /o 


EFA200811 


CAC102148 


52% 


QC Q0Z 


07 70/, 
y 1 »£./o 


EFA200811 


CBO103121 


coo/ 

58% 


QC 00/ 


OA fi% 


EFA200811 


CDF100062 


54% 


oc 00/ 


07 7% 


EFA200811 


CDP100045 


coo/ 

52% 


QC QO/ 

yj.y /o 


9S 2% 


EFA200811 


EBC102180 


coo/ 

58% 


QC 00/, 

yj.y /o 


98 6% 


EFA200811 


EFA2008H 


1 AO0/ 
100% 


1 QQO/ 


100% 


EFA200811 


EFM201491 


oco/ 

95% 


1UI//0 


8^ 0% 


EFA200811 


ECO103161 


r on/ 

58% 


oc 00/ 
9 j .970 


OR fi% 
70.0/0 


EFA200811 


HIN101412 


59% 


OC QO/ 

9 j .97o 


OR 6% 
70.0 /o 


EFA200811 


HPY100082 


/I Aft/ 

48% 


01 10/ 

91.170 


04 ^% 

7*T. J /0 


EFA200811 


KPN301994 


56% 


OC 00/ 

95.9/0 


OR 6% 
70.0/0 


EFA200811 


LPN102178 


55% 


OC 00/ 

95.9% 


07 9% 
7 / /o 


EFA200811 


LMO 100177 


76yo 


Q7 10/ 

y/.DVo 


97 9% 

y 1 %y /o 


EFA200811 


MCA1 03453 


f /Q/ 

56% 


Q< £0/ 


98 6% 


nr/vz w o 1 1 




60% 


92.5% 


91.8% 


EFA200811 


MBV101152 


60% 


92.5% 


69.2% 


EFA200811 


MLP100232 


59% 


95.9% 


95.2% 


EFA200811 


MTU203396 


60% 


92.5% 


91.8% 


EFA2008U 


MGE100428 


42% 


96.6% 


97.3% 
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Query LocusID 


Homolog LocusID 


Iaentity 


Query Coverage 


Ujs«mA| Af> A/\tfPPA/Tfl 

riomoiog coverage 


EFA200811 


"» jTTYX T /\ A A O C 

MPN100225 


45% 


OO AOS 

88.4% 


00/10/ 
OO.470 


EFA200811 


NGO101071 


57% 


nc no/ 

95.9% 


An AO/ 

9 /.9yo 


EFA200811 


NME200352 


57% 


nc no/ 

95.9% 


y /.9to 


EFA200811 


PMU100520 


56% 


r*c no/ 

95.9% 


AO <C0/ 


EFA200811 


PRT1 00489 


57% 


nc no/ 

95.9% 


AO /X0/ 


EFA2008H 


PAE204431 


58% 


95.9% 


AO £ft/ 

9o.07o 


Ei*A2008il 


rru iuD?84 


DO/o 


>5.y/o 


oo ^co/ 

y 5.070 


EFA200811 


PSY103838 


58% 


no co/ 
92.5% 


o< 10/ 

y!>. ito 


EFA200811 


SPA100958 


con/ 

58% 


nc no/ 

95.9% 


AO CO/ 


EFA200811 


STY101563 


58% 


ac no/ 

95.9% 


AO /TO/ 

98.6% 


EFA200811 


SAU802218 


69% 


94.5% 


nc oo/ 

95.2% 


EFA200811 


SEP202048 


66% 


94.5% 


nc oo/ 

95.2% 


EFA200811 


SHA100040 


74% 


72.6% 


Avi z"n/ 

94.6% 


EFA200811 


SMU101369 


82% 


100% 


no co/ 

98.6% 


EFA200811 


SPN400271 


82% 


100% 


no co/ 

98.6% 


EFA200811 


SPY201486 


82% 


1 AAD/ 

100% 


no iCO/ 
98,6% 


EFA200811 


TPA101015 


48% 


no co/ 

92.5% 


AC 1 0/ 

yj.iyo 


EFA200811 


T Tf TT» 1 AAcOvl 

UUR100584 


CCA/ 

55% 


on no/ 

89.0% 


0*7 00/ 
O / .O70 


EFA200811 


"\ T/~VT T 1 An CCA 

VCH100560 


57% 


nc no/ 
95.9% 


AO CO/ 

yo.oYo 


EFA200811 


YPS002279 


CIO/ 

57% 


ac no/ 

95.9% 


AO CO/ 

yo.oyo 


EFA200812 


ABA100673 


53% 


nvt no/ 

94.6% 


n/x 1 o/ 
96.1% 


EFA200812 


BAN 11 2009 


70% 


100% 


1 AAO/ 

100% 


EFA200812 


BAN 109246 


71% 


1 A AO/ 

100% 


1 nno/ 
100% 


EFA200812 


BFRH427 


52% 


no i o/ 

93.1% 


CO/ 

94.5% 


EFA200812 


BPT102858 


52% 


n>i /£o/ 

94.6% 


rv/l CO/ 

94.6% 


EFA200812 


BBU100337 


ceo/ 

55% 


n/i /Xo/ 
94.6% 


AA Ah/ 

yo.4% 


EFA200812 


BCE104886 


coo/ 

52% 


A>| y£0/ 
94.0% 


n>) co/ 
y4.07o 


T7T7 A ^AAOI O 

EFA200812 


T5T7T T1 AO MO 

BFU 103523 


cno/ 
50% 


A>f /"TO/ 


OA £S>/ 

y4.07o 


i-ii-i 4 a AAA t O 

EFA200812 


BMA104857 


coo/ 

52% 


r\A £0/ 

94.6% 


O/l /CO/ 

y4.o7o 


T7T? A O OAO 1 O 

EFA200812 


C»TT T1 m one 

CJU101395 


vino/ 

49% 


no QO/ 


Q0/ 

y j.j to 


EFA200812 


nn\tAAACA^ 

CPN200506 


c » o/ 

54% 


no oo/ 

93.8% 


A-l Oft/ 

91.8% 


EFA200812 


rvTA^AA^ AZ" 

CTR200396 


c 1 n/ 

51% 


no oo/ 

93.8% 


ai nn/ 

91./% 


III* A AAH 1 /"I 

EFA200812 


CAC102494 


64% 


1 nno/ 

100% 


i nno/ 
10070 


EFA200812 


CBO 103462 


63% 


1 AAO/ 

100% 


i nno/ 
100% 


EFA200812 


CDF100063 


61% 


1 AAO/ 

100% 


1 nno/ 

100% 


EFA200812 


CDP 100047 


51% 


93.1% 


CO >I0/ 

68.4% 


lilt A ^^\/\0^ ^ 

EFA200812 


EBC102179 


52% 


1 AAO/ 

100% 


1 nno/ 
100% 


EFA200812 


EFA200812 


100% 


1 AAO/ 

100% 


1 nno/ 
100% 


EFA200812 


EFM201820 


n*co/ 

96% 


1 nno/ 


1 nno/ 


t-it-i a AAAO 1 /■» 

EFA200812 


ECO103160 


coo/ 

52% 


1 nno/ 
100% 


i nno/ 
1UU70 


EFA200812 


X TT\ T1 A1 A ■+ + 

HIN1014H 


50% 


1 AAO/ 

100% 


i nno/ 
100% 


EFA200812 


HPY100081 


45% 


AO OO/ 

93.8% 


nc oo/ 

95.3% 


EFA200812 


KPN302005 


52% 


i AAO/ 

100% 


1 nno/ 
100% 


EFA200812 


LPN102542 


47% 


A/T AO/ 

96.9% 


nc co/ 

96.5% 


EFA200812 


LMO100441 


74% 


1 AAO/ 

100% 


1 nno/ 
100% 


EFA200812 


MCA100086 


55% 


94.6% 


nc 1 o/ 
96.1% 


EFA200812 


MAV103416 


P Aft/ 

54% 


no 1 o/ 

93.1% 


*70 no/ 
/Z.yyo 


EFA200812 


MBV101153 


54% 


AO 1 0/ 


on 10/ 


EFA200812 


MLP 100233 


coo/ 

53% 


no i o/ 


TO 10/ 

/y.i /o 




1V1 1 UZUJJ7J 




93.1% 


80.1% 


EFA200812 


MGE100427 


44% 


100% 


100% 


EFA200812 


MPN100226 


49% 


100% 


100% 


EFA200812 


NGO 102668 


58% 


96.2% 


96.2% 


EFA200812 


>JME200353 


58% 


96.2% 


96.2% 
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WnmAlAfy T^ocusTD 


Tdentitv 


Query Coverage 


Homolog Coverage 


EjrAZUUoi.z 


PMT 11 00521 




100% 


100% 


ppA9finRi9 
tirAZUUo iz 


PPT1 00490 


53% 


100% 


100% 


JDrAZwolZ 


PAF904410 


54% ! 


100% 


100% 


PPA90fiR1 9 
IlJrAZUUolZ 


PPT T 105982 


53% 


100% 


100% 


PPA9fViR19 


PSY 108021 


54% 


100% 


100% 


PPA9fifiR 1 9 
lir Azuuo iz 


^P A 100957 


51% 


100% 


100% 


FPA90flR19 


STY101559 


51% 


100% 


100% 


PPA9nnRi9 


^ AT 1802217 


72% 


100% 


100% 


PPA900R19 


SFP202046 


72% 


100% 


100% 


PPA900R1 9 


QH A 100041 


73% 


100% 


100% 


PPAOAAQl 9 
JtSrAZUUolZ 


QMT 1101^70 
oivlU lUiJ/v 


91% 


100% 


100% 


TJT7 A OA ASM 9 

xir AZUUo IZ 


QP>Jzinn979 
ox 1N*tVUZ / z 


89% 


100% 


100% 


brAZwoIZ 


QPV9A1 

or i ZU i*+oD 


90% 
y\j /o 


100% 


100% 


"CT2 A O AAQ 1 O 

UrAZUUS J.Z 


TP A 1f>1fi1d. 




94.6% 


95.3% 


T2P A OAAQ1 O 


t PTPinn^R^ 


^2% 


97.7% 


95.5% 


T7PAOAAS19 
Jir AZUUo IZ 


V \_/ill\JUJt)i 


51% 


100% 


100% 


PPA9AAR19 
JC.rAZUUoiZ 


VP<5009976 


53% 


100% 


100% 


pTJAOAAOOQ 

nr /\zuu ozy 


AUA100810 


27% 


84.3% 


85.6% 


PPA900R9Q 


RANI 052T7 


33% 


94.7% 


96.4% 


PPA900R9Q 
EJrAZUvOZ-7 


RAN1 04566 


51% 


yy./% 


99.3% 


PPA9nOR9Q 


RPP11911 


23% 


79.3% 


94.8% 


PPA9nOR9Q 


RPT1 09797 


25% 


79% 


82.6% 


PFA9fifl89Q 
JDrAZUvoZ;' 


PDTT100S97 


^1% 


92.3% 


92.7% 


ppa900R9g 


RPF 105091 


34% 


87% 


92.9% 


PPA900R9Q 
xlrAZUUoZ;? 


RFTT1 10799 

X->r Ullv; -7.7 


29% 


46% 


32.1% 


PPA900R90 


RMA103015 


26% 


80% 


78.7% 


PPA9D0R90 




33% 


61% 


65.9% 


PPA900R9Q 


CPN20085 1 


34% 


89.7% 


87.5% 


PPA900R9Q 
jifazuuoz:/ 


PTR 90021^ 


35% 


92.3% 


92.6% 


ppA9nnR90 


PAP101 781 


47% 


98.3% 


96.7% 


PPA9nOR90 




52% 


95% 


93.1% 


JbrAzUUoZy 


ppiPini 19A 
^uriv/i lzo 


*T J /0 


98% 


93.1% 


ilr AZUUozy 


PTYP1 007^^ 


95% 


87% 


98.2% 


T7T7A 1AAC7Q 

JirAzUUozy 


CpPI Ail1 0/1 


9R% 
Zo /0 


79 V/a 


83.9% 


TJ17 A 0AAQ9Q 

xirAZUUoZy 


PPA9HAR90 


100% 


100% 


100% 


PPA9fifiR9Q 


PPM9019^^ 


74% 


99.7% 


96.1% 


PPA9OnR90 
JDrAZl/UOZy 


PP0 10^874 


27% 


82.3% 


86.5% 


PPA9OHR90 

xirAZui/ozy 




27% 


84.7% 


88.9% 


PPA 900899 


HPV1011Q7 


27% 


78.7% 


85.7% 


PPA9PI089Q 
xlrAZUUOZ> 


1<rP>J^007^R 


27% 


79.3% 


83.9% 


■RT7AOAAOOQ 

zirAZUUoZi/ 


T P"Minifi99 


^5% 


96.7% 


96.0% 


JirAZUUoZy 


IjiVlw 1 UZU J / 


J 1 /Q 


95.7% 


96.3% 


T7T7 A OAAQOQ 

tSrAZUUoZy 


TVyT/^ 1 A 1 AA/COA 


Z J /o 


78 ^% 


85.0% 


xirAZUUozy 


XVLAV iUJBUO 


9A% 
Z*f /o 


79 3% 


82.0% 


TJT7 A 0AAQ90 

AZUUoZV 


JVLd V WZojo 


9^% 
z^ /o 


79.3% 


82.1% 


PP A 9AAR9Q 

nr Azuuozy 


TV/TT P1H1 A^R 


94% 


79.3% 


81.7% 


PPA 9AAR9Q 

JtirAZUUoz:* 


A/TTT T900AR0 


95% 


79.3% 


82.1% 


PPA90ftR9Q 


>jnni ooror 

INVJW 1 UU070 


27% 


84.3% 


89.0% 


PPA900R9Q 


"NA/TE900Q4'} 


27% 


77.7% 


83.2% 


EFA200829 


PMU101589 


27% 


89.3% 


95.6% 


EFA200829 


PRT102712 


27% 


93.7% 


96.5% \ 


EFA200829 


PAE202975 


26% 


86.7% 


92.3% 


EFA200829 


PPU101791 


26% 


83.3% 


89.4% 


EFA200829 


PSY101711 


27% 


86.7% 


92.3% 



904 



WO 02/077183 



PCT/US02/09107 



Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 
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97 5% 


95.3% 


EFA200842 


L/lrCZOlDoz 


jU/o 


97 5% 


95.4% 


Y?T? A AAAO A A 

EFA200842 


n API A777A 

CAdUi / /0 


01 /o [ 


95 9% 


97.6% 


T?"C A AAAO ^ O 

EFA20U842 


/^T>/^\ 1 AAQQQ 


OJ /o 


95.9% 


97.6% 


rr a oaaoao 

EFA200842 


OTYCn AA<</1 

Clvr 1UUDD4 


/;a% 
04/0 


100% 


99.2% 


r?T> A OAAO AO 

EFA2 00842 


f^TYDI AA0£7 


D4/o 


98.4% 


97.6% 


-i— iT"* A A A A O A O 

EFA200842 


Tjnp 1 AAA c c 


OU/o 


100% 

1 w /o 


100% 


T»T> A OAAO AO 

EFA200842 


T7T7 A 7AAQA7 

brAZUUo4Z 


1UL/ /0 


100% 


100% 


T^T^ A 1AA[)>IO 

EFA200842 


"CCTV A 1 A ATO 1 

ErMlUO ill 


ft 70/. 
o / /o 




100% 


EFA200842 


Tir~>r\ i ao o o /i 
ECO103oo4 


jy to 


1 00% 
l \J\J /o 


100% j 


EFA200842 


HIN 100622 


VJ/0 


100% 


100% 


rrp a OAAOAA 

F.FA200R42 


XJT>V1 A1 1 CO 

HrYlUllBZ 


S10A\ 
J J /o 


1 00% 

1 V/V/ /o 


100% ! 


T7T" 1 A OA AO A O 

EFA200842 


VDXT7 AC. < AA 

JvrJN20Dj42 


D / /0 


1 00%» 


100% 


A lAAOAO 

ErA20Uo42 j 


JLMVJ1UZ/7J 


oy /o 


100% 


100% 


tjn a OAAQ/1 1 


TV/ir* a 1 m An? 

MwYlUiUUZ 


ou /o 


100% 


100% 


t?T7 A 7AAQ/17 

£rAZUUo4Z 


TVf AV1fl70"4.7 


57% 


98.4% 


97.7% 


TJT? A OAAO/JO 


TV/TP. V1 fiftQI 7 
iVLD V L\J\jyi / 


JU /o 


98.4% 


97.7% 


t?t? A 7AAQ/17 

br AZUUo4Z 


A/17 P1ft1 147 
iVllJr 1U 1 14 / 




98.4% 


97.7% 


"CD A 1 AAO /1 7 

br A2lJUo4Z 


\/TTT \0C\C\f\AQ 
JVX 1 UZUU047 


Ju/o 


98.4% 


97.7% 


nr a OAAQ/17 

brA2UUo4Z 


IV/i/TR 1 fifY*77 
jVLOXilUUJ /Z 


4 J /0 


98.4% 


97.5% 


T?T? A OAAO AO 

EFA200842 


Mr IN IUUjUj 


LAP/- 
44/0 


9R 4% 


97.5% 


pp A A A AO A O 

EFA200842 


iNLrUl 1/1041/ 


^1 o/ 
01 /Q 


100% 

A 1/1/ /0 


100% 


r?"r> a o aao ao 

EFA200842 


XTN/fT?OAA1 *27 


^70/ 
OZ/o 


100% 
IVU /o 


100% 


t~?T? A AAAO A I 

EFA200842 


TAX /TT T-! rv-| 7-JQ 

rMU 101 /^O 


DD /o 


100% 


100% 


T7T? A A AAO /I O 

EFA200842 


T)DT1 AAA</i 

rKl IOOUjO 


^70/ 
0 / /O 


1 00% 
1UV /o 


100% 


T">T? A OAAO A A 

EFA200842 


rAii204zoy 


0D /o 


100% 
1UU /o 


100% 


T?T? A OAAO AO 

EFA200842 


t>t>T T1 A/t /1*7< 

rrU1044/D 


OU/o 


1 00% 

Ivv /0 


100% 


t?T? A OAAO A O 

EFA200842 


■ao VI AO AGO 


O0/0 


51 6% 


98.4% 


T?T"» A OAAO AO 

EFA200842 


SrA10/84y 




inn% 

1UU /o 


100% 

x W /Q 


T^TI A /^A/\OAA 

EFA200842 


SI Y 1020/4 


<oo/ 


luu/o 


100% 

A W/U 


T">T^ A OAAO AO 

EFA200842 


C*TX it 1 AT) 1 < 

S1M10/215 


CQOA 

jy /o 


IV/U /o 


100% 


EFA200842 


OAT TO A AC /I A 

SAU800540 


£A0/ 

04yo 


07 ^% 
y /.j /o 


9R 4% 


I ,1 1 1 A aAAO A A 

EFA200842 


SEP201854 


AAO/ 

O47o 


Q7 5% 


98.4% 


T^T"^ A ^/"YrtOAO 

EFA200842 


CUT A 1 AI A 

SHA1010J4 


OJ /o 


07 5% 
1/ / . J /o 


98.4% 


T7T7 A OAAO AO 

EFA200842 




04/0 


100% 


100% 


rrp X OAAO AO 

EFA200842 


CT31VT^A1 71 A 

brJN401210 


05 /o 


100% 


96.1% 


T7T? A OAAO /iO 

EFA200842 


0DV7AAB1 < 

YzOUolD 


Oi? /o 


100% 

1 \J\J /Q 


100% 


TJT? A OAAO AO 

EFA200842 


TT> A 1 AA777 


^70/ 
DZ/o 


9R 4% 


97.7% 


T">T"» A OA AO A O 

EFA200842 


T TT TT> 1 A AAAQ 

uuKiuoooy 


jZ/o 


0^ 9% 


95.0% 


■i—fj-1 A AAAOAO 

EFA200842 


VCxllU0322 


DD/o 


100% 

1 lA/ /0 


100% 


tit? a a Aao a a 

EFA200842 


"VT>CAAC7A1 

Yro00D201 


JO /o 


95 9% 

J J.J /o 


95.1% 


t-»T"» A OAAOAA 

EFA200894 


BAN1 1J200 


OJ70 


4% 


99% 


FFA200R94 


BAN103787 


67% 


94.2% 


99.5% 


EFA200894 


CAC100985 


55% 


92.4% 


79.0% 


EFA200894 


CBO102049 


60% 


88.4% 


73.9% 


EFA200894 


CDF104297 


57% 


87.1% 


70.7% 


EFA200894 


CDP101225 


24% 


74.6% 


51.0% ^ 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Jtiomoiog coverage 


EFA200894 


EFA200894 


100% 


1 Ano/ 


1 fiAO/ 


EFA200894 


LMO102016 


70% 


no aq/ 
92.4% 


Q1 00/ 

yJU/o 


EFA200894 


SAU801006 


66% 


aa oo/ 

90.2% 


y ->. /to 


TOT! A A/tSVflA A 

EFA200894 


SEP200232 


64% 


ft A 00/ ! 

90.2% 


10. /to 


EFA200894 


SHA100763 


65% 


oa on/ 

90.2% 


r\tr 00/ 

96.7% 


EFA200894 


SMU200221 


64% 


87.9% 


OA 1 0/ 

89.1% 


EFA200894 


SPN401G04 


65% 


89.7% 


90.1% 


EFA200894 


SPY200855 


64% 


89.7% 


A A 1 O/ 

90.1% 


EFA200898 


BAN108111 


26% 


40.4% 


58.4% 


EFA200898 


BFR1 04427 


29% 


96,5% 


98.4% 


EFA200898 


BPT102001 


26% 


98.2% 


A A CO/ 

90.6% 


EFA200898 


BBU100379 


30% 


94.5% 


95.8% 


EFA200898 


BFU108711 1 


22% 


25.8% 


82% 


EFA200898 


BMA1 04773 


26% 


27.6% 


77.3% 


EFA200898 


CPN200466 


28% 


88.5% 


87.4% 


EFA200898 


CTR200459 


27% 


78.1% 


74.5% 


EFA200898 


CAC103232 


27% 


49.4% 


85.1% 


EFA200898 


CBO103653 


29% 


96.5% 


96.9% 


EFA200898 


CDF103045 


33% 


96.2% 


AC CO/ 

95.5% 


EFA20089.8 


CDP101052 


28% 


c i An/ 

51.4% 


C 1 AO/ 

51.9% 


nil a a a a C\ /\ a 

EFA200898 


EBC100989 


27% 


OA 00/ 

89.8% 


OA AO/ 

84.9% 


EFA200898 


t-»T~* A /-» AA AA O 

EFA200898 


100% 


1 AAO/ 

100% 


1 AAO/ 

100% 


EFA200898 


KPN301564 


27% 


Ol AO/ 

91.4% 


Ai AO/ 

91.0% 


EFA200898 


MAVl 07258 


23% 


*5 1 CO/ 

33.6% 


47.1% 


EFA200898 


> / i t r ■% An 4 A ^ 

MAV107193 


24% 


52.3% 


C C 00/ 

55.2% 


EFA200898 


MBV102187 


31% 


o o 1 n/ 

88.1% 


A A A n/ 

90.4% 


EFA200898 


MTU200361 


. 31% 


88.1% 


90.4% 


EFA200898 


-V T/^ y-V -1 A A C» A A 

NGO100524 


29% 


94.5% 


88.2% 


EFA200898 


NME200413 


30% 


A A CO/ 

94.5% 


OO 00/ 

05.2% 


EFA200898 


PRT101978 


26% 


94.9% 


OO 10/ 

88.1% 


EFA200898 


Xk A ~T*>f\ A Art 1 *■» 

PAE200912 


25% 


94.7% 


OA OO/ 

89.2% 


EFA200898 


TVT»T T1 A1 Af A 

PPU101059 


25% 


AC 00/ 

96.2% 


AA 00/ 

90.8% 


EFA200898 


f-v ^ AA ■* Art 

PSY103108 


25% 


94.7% 


A 1 CO/ 

91.5% 


EFA200898 


A t T A A 4 A A A 

SAU801009 


47% 


99.8% 


AO AO/ 

98.9% 


EFA200898 


SEP200235 


48% 


95.8% 


A A Aft/ 

94.4% 


EFA200898 


SHA100766 


48% 


96.9% 


95.4% 


EFA200898 


TPA100907 


31% 


89.8% 


93.8% 


EFA200898 


UURl 00007 


26% 


80.1% 


73.7% 


EFA200898 


VCH102497 


27% 


96.2% 


96.0% 


EFA200898 


YPS003101 


24% 


97.6% 


89.6% 


EFA200916 


^ T-^ T T 4 AA^A^ 

BBU100585 


20% 


93.3% 


At 1 ft/ 

93.1% 


EFA200916 


T^T*l A AAAA4 y" 

EFA200916 


100% 


100% 


1 AAO/ 

100% 


EFA200916 


ECO101716 


26% 


21.4% 


23.9% 


EFA200916. 


SMU101553 


46% 


100% 


AA *>OZ 

99.3% 


EFA200916 


y A A A #• A A 

SPN400540 


38% 


100% 


99.8% 


EFA200916 


SPY200920 


44% 


99.0% 


97.3% 


EFA200958 


ABA105050 


36% 


94.6% 


An co/ 

97.5% 


EFA200958 


BAN105743 


46% 


83.1% 


98.0% 


EFA200958 


BAN103527 


57% 


AO AO/ 

98.0% 


AA ^0/ 

99.3% 




T*T>T1 fi177A 
15rl IVl / /** 


D l /o 


20.0/0 


AO QO/ 


EFA200958 


BCE105719 


38% 


94.9% 


94.0% 


EFA200958 


BFU103415 


37% 


95.6% 


91.7% 


EFA200958 


BMA101496 


38% 


94.9% 


95.6% 


EFA2009S8 


CAC100640 


49% 


94.9% 


95.9% 



909 



WO 02/077183 PCT/US02/09107 



Query LocusID 


Homolog LocusID 


Identity 


vUery coverage 


Homoloff Coverage 


EFA200958 


CBO103526 


a on/ 

48% 


QA O0/ 

y4,y /o 


95 9% 


EFA200958 


CDF101175 


A AO/ 

44% 


yo. o /o 


100% 


EFA200958 


CDP100284 


40% 


yj.y /o 


94 2% 

./*T.*» /U 


EFA200958 


EBC104047 


39% 


G< QO/ 

yo.y /o 


OR 9% 


EFA200958 


EFA200958 


100% 


1 QO0/. 

WU/o 


ioo% 

J.L/U/0 


EFA200958 


EFM102057 


72% 


17.370 


100% 


EFA200958 


ECO103135 


39% 


nr 00/ 

y o .y to 


OR 0% 
yo*y fo 


EFA200958 


HIN101120 


38% 


no 00/ 


yy. / /o i 


EFA200958 


KPN301883 


38% 


QC 00/ 

yj.yyo 


OR 0% 


EFA200958 


LMO101258 


63% 


OT 10 A 

y/.j/o 


OR 1% 

70.J /0 


EFA200958 


MCA100868 


38% 


QA <0/ 


05 6% 

y,}.U/0 


EFA200958 


MAV100819 


46% 


ciA no/ 


01 A% 
y 1 .0 /o 


EFA200958 


MBV102154 


44% 


A/1 AO/ 

94.9% 


qo 40/ 
yj.4/o 


EFA200958 


MLP 100349 


45% 


94.9% 


Q/l ^0/ 

y4.j /o 


EFA200958 


MTU201402 


44% 


rv/4 no/ 

94.9% 


y 3.4/0 


EFA200958 


NGO101945 


40% 


94.6% 


OT 00/ 

y /.z /o 


EFA200958 


NME200872 


40% 


A >l z*o/ 

94.6% 


OT 00/ 

y /.zto 


EFA200958 


PMU100169 T 


40% 


O/C no/ 


OR 


F.F A 200958 


PRT101284 


39% 


QC 00/ 

y^.yyo 


00 1% 

yy.j /o 


EFA200958 


PAE204463 


40% 


Q/t Q0/ 

y^.yyo 


00 0% 


EFA200958 


PPU1 03901 


a An/ 

40% 


QA GO/. 

y4,y /o 


00 6% 

77.0 /0 


EFA200958 


PSY 104751 


a ao/ 

40% 


QA GO/. 

y4.y /o 


00 1% 
yy.j /o 


EFA200958 


SPA101395 


o ao/ 

39% 


yj.y /o 


00 

yy.D /o 


EFA200958 


STY101515 


An/ 

39% 


Q< 00/ 

yo.yyo 


OR 0% 

70.7 /0 


EFA200958 


STM101784 


39% 


nr 00/ 

yxyyo 


OR Q% 

yo.y /o 


EFA200958 


SAU800765 


50% 


QA /CO/ 


QO /IO/ 

yj.4/0 


EFA200958 


SEP201405 


49% 


QA /CO/ 
94.0% 


QO TO/ 

Vj. / /o 


EFA200958 


SHA1 00647 


48% 


O/l /CO/ 

y4.07o 


Q/t /CO/ 

yn.o /o 


EFA200958 


SMU 100310 


58% 


OO 10/ 

yy.3% 


qq n<v« 
yy.u/o 


EFA20095.8 


SPN401423 


c on/ 

58% 


OQ 10/ 

yy.3yo 


qq n% 
yy.u /o 


EFA200958 


SPY200470 


57% 


oq ao/ 

yy.3% 


QQ fi% 

yy.u/o 


EFA200958 


VCH102495 


39% 


O/C /CO/ 


QQ 7Q/w 
yy» / /o 


EFA200958 


YPS002374 


38% 


A/T 0 0/ 

96.3% 


OQ 10/ 
yy.3/0 


EFA201009 


ABA100755 


39% 


ao coy 

98.5% 


00 70/. 
yz. / /o 


EFA201009 


BAN102923 


61% 


at /rn / 

97.6% 


00 /to/ 

yy.470 


EFA201009 


BAN106149 


63% 


p. ^7 ^O/ 

97.6% 


OT /co/ 

y /.o/o 


EFA201009 


BFR12283 


. 29% 


90% 


G/t 00/ 

y4. / to 


EFA201009 


BPT100880 


37% 


A1 /lO/ 

97.4% 


O/C /CO/ 

yo.o /o 


EFA201009 


BBU100367 


29% 


AA AO/ 

90.9% 


Q1 70A 


EFA201009 


BCE108622 


30% 


1010/ 

ly.iyo 


RA 4% 

/o 


EFA201009 


BCE1 12887 


39% 


OO 1 0/ 

y /.i7o 


QQ 7% 

yy. / /o 


EFA201009 


BFU102699 


39% 


AT 1 0/ 

97.1% 


QT /CO/ 

y /.o/o 


EFA201009 


BMA100059 


39% 


O A AO/ 

84.4% 


QO OO/ 

y/.y /o 


EFA201009 


CJU101121 


31% 


ACO/ 

95% 


OQ 00/ 


EFA201009 


CPN200995 


35% 


AT AO/ 

97.9% 


QQ AO/ 

yy.470 


EFA201009 


CTR200087 


34% 


97.9% 


AA AO/ 

99.470 


EFA201009 


CAC100593 


47% 


AT / 

97.6% 


OQ 10/ 

yy.iTo 


EFA201009 


CBO102206 


48% 


97.9% 


QT OO/ 

y /.37o 


EFA201009 


CDF103877 


49% 


AT AO/ 

97.9% 


O/C 00/ 

yo.zTo 


JbrAzuiuuy 




*TJ /O 


97.1% 


97.6% 


EFA201009 


EBC103199 


42% 


96.8% 


96.8% 


EFA201009 


EFA201009 


100% 


100% 


100% 


EFA201009 


EFM202201 


83% 


99.4% 


95.2% 


EFA201009 


ECO103530 


42% 


96.8% 


96.8% 
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Query Locus ED 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverages 


EFA201009 


HIN100585 


42% 


96.8% 


0/7 00/ 


EFA201009 


HPY1 00945 


31% 


95.6% 


ClCl AO/ 

99.4% 


EFA201009 


KPN303398 


41% 


96.8% 


f\£ 00/ 

96.8% 


EFA201009 


LPN100608 


38% 


AT /T> / 

97.6% 


AO. AO/ 

99.4% 


EFA201009 


LMO101105 


58% 


98.2% 


Aft OO/ 

98.8% 


EFA201009 


MCA100182 


37% 


97.9% 


1 A AO/ 


EFA201C09 


MAVI01851 


38% 


95% 


93.8% 


EFA201009 


MBV102040 


43% 


96.8% 


97.9% 


EFA201009 


MLP101025 


40% 


96.8% 


f\£ 10/ 

96.3% 


EFA201009 


MTU202944 


43% 


96.8% 


97.9% 


EFA201009 


NGO101070 


39% 


97.1% 


99.7% 


EFA201009 


NME200349 


39% 


97.1% 


99.7% 


EFA201009 


PMU101431 


41% 


96.8% 


97.3% 


EFA201009 


PRT100958 


41% 


99.4% 


100% 


EFA201009 


PAE201613 


39% 


98.5% 


97.4% 


EFA201009 


PPU100025 


40% 


98.5% 


97.1% 


EFA201009 


PSY106919 


39% 


98.5% 


97.1% 


EFA201009 


SPA102938 


41% 


96.8% 


96.8% 


EFA201009 


STY100361 


41% 


96.8% 


96.8% 


EFA201009 


SAU801474 


53% 


97.1% 


AA AO/ 

99.4% 


EFA201009 


SEP200460 


54% 


97.4% 


t\f\ TO/ 

99.7% 


EFA201009 


SHA101410 


52% 


97.1% 


99.4% 


EFA201009 


SMU100645 


62% 


99.1% 


99.4% 


EFA201009 


SPN401899 


66% 


98.8% 


99.4% 


EFA201009 


SPY200164 


63% 


98.5% 


99.1% 


EFA201009 


TPA100999 


33% 


94.7% 


98.6% 


EFA201009 


UUR100385 


27% 


91.5% 


95.4% 


EFA201009 


VCH102614 


41% 


97.1% 


95.6% 


EFA201009 


YPS001566 


43% 


96.8% 


CSS" OO/ 

96.8% , 


EFA201025 


BAN101717 


33% 


70.4% 


O A O/ 

84.3% 


EFA201025 


BAN 104028 


48% 


82.0% 


C\/~ ta/ 

96.7% 


EFA201025 


CAC101539 


30% 


82.0% 


98.3% 


EFA201025 


CBO100610 


30% 


81.8% 


98.3% 


EFA201025 


CDF100046 


29% 


81.8% 


97.3% 


EFA201025 


CDP100495 


31% 


36.5% 


38.9% 


EFA201025 


EBC1 01306 


30% 


65.7% 


77.6% 


EFA201025 


EFA201025 


100% 


100% 


100% 


EFA201025 


EFM100281 


81% 


73.5% 


100% 


EFA201025 


ECO102045 


27% 


78.2% 


90.6% 


EFA201025 


KPN304484 


27% 


73.8% 


86.6% 


EFA201025 


LPN102533 


26% 


79.6% 


96.7% 


EFA201025 


LMO101U7 


59% 


84.0% 


96.5% 


EFA201025 


MTU303433 


30% 


31.8% 


36.8% 


EFA201025 


PRT102330 


29% 


65.7% 


78.1% 


EFA201025 


PAE203021 


30% 


73.5% 


85.1% 


EFA201025 


PPU103228 


25% 


73.5% 


85.8% 


EFA201025 


PSY100248 


30% 


35.6% 


92.6% 


EFA201025 


PSY102861 


26% 


82.0% 


95.1% 


EFA201025 


SPA100769 


25% 


73.8% 


O /* AO/ 

86.9% 


EFA201025 


STM103922 


26% 


73.8% 


87.0% 


EFA201025 


SAU801898 


50% 


84.8% 


95.6% 


EFA201025 


SEP200546 


50% 


86.5% 


97.2% 


EFA201025 


SHA101107 


48% 


90.6% 


96.7% 


EFA201025 


SMU101024 


59% 


96.1% 


96.8% 
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Query LocusID 


Homolog LocusID 1 


Identity < 


Duery Coverage J 




EFA201025 


SPY200551 


51% ! 


)5.6% ! 


?7.6% 


EFA201025 


YPS003168 


30% 


73.5% 


86.1% 


EFA201028 


ABA101192 


49% 


98.5% 


96.9% 


EFA201028 


BAN1 13289 


53% 


97.1% 


97.1% 


EFA201028 


BAN103U8 


72% 


100% 


100% 


EFA201028 


BPT102505 


47% 


99.4% 


99.8% j 


EFA201028 


BBU100340 


40% 


99.6% 


99.6% 


EFA201028 


BCE113424 


47% 


75% 


94.5% 


EFA201028 


BFU106894 


46% 


99.2% 


98.6% 


EFA201028 


BMA107258 


47% 


98.9% 


99.2% 


EFA201028 


CJU101122 


45% 


98.9% 


99.6% 


EFA201028 


CPN200756 


42% 


99.6% 


98.6% 


EFA201028 


CTR200267 


41% 


98.1% 


97.1% 


EFA201028 


CAC103172 


51% 


100% 


100% 


EFA201028 


CBO 100777 


54% 


99.8% 


99.8% 


EFA201028 


CDP100169 


44% 


99.2% 


96.6% 


EFA201028 


EFA201028 


100% 


100% 


100% 


EFA201028 


EFM100482 1 


93% 


22.9% 


100% 


KFA201028 


HPY100650 1 


45% 


99.4% 


99.6% 


EFA201028 


LPN102938 


39% 1 


99.4% I 




EFA201028 


LMO100253 


77% 


100% 


100% 


EFA201028 


MCA100584 


47% 


98.5% 


97.1% 


EFA201028 


MAV106350 


41% 


98.1% 


95.0% 


EFA201028 


MBV101310 


40% 


98.5% 


94.3% 


EFA201028 


MLP101041 


39% 


98.1% 


93.9% 


EFA201028 


MTU202971 


40% 


98.5% 


94.3% 


EFA201028 


MGE100102 


34% 


98.9% 


98.5% 


EFA201028 


MPN100593 


36% 


98.9% 


98.3% 


EFA201028 


NGO101U3 


46% 


99.6% 


100% 


EFA201028 


NME201429 


46% 


99.6% 


100% 


EFA201028 


PAE204482 


45% 


99.4% 


99.6% j 


EFA201028 


PPU103969 


45% 


99.4% 


99.6% 


EFA201028 


PSY1 04801 


46% 


99.4% 


94.9% 


EFA201028 


STM101344 


53% 


5.9% 


6.5% 


EFA201028 


SAU801899 


72% 


100% 


100% 


EFA201028 


SEP200547 


71% 


100% 


100% 


EFA201028 


SHA101106 


71% 


100% 


100% 


EFA201028 


SMU101137 


73% 


99.8% 


99.4% 


EFA201028 


SPN400393 


68% 


99.8% 


99.2% 


EFA201028 


SPY201364 


68% 


99.8% 


99.4% 


EFA201028 


TPA101011 


37% 


99.4% 


94.9% 


EFA201028 


UUR100550 


35% 


99.6% 


99.6% 


EFA201041 


ABA101195 


48% 


99.8% 


99.8% 


EFA201041 


BAN102336 


50% 


97.8% 


99.6% 


EFA201041 


BAN 100349 


65% 


97.8% 


99.0% 


EFA201041 


BPT102507 


45% 


97.1% 


96.9% 


EFA201041 


BBU100341 


38% 


92.8% 


91.9% 


EFA201041 


BCE103922 


50% 


98.0% 


99.4% 


EFA201041 


BFU106893 


51% 


98.0% 


99.4% 


EFA201041 


BMA1036O / 


jL /o 


98 0% 


99.4% 


EFA201041 


CJU100987 


47% 


91.2% 


95.1% 


EFA201041 


CPN200757 


45% 


99.0% 


99.6% 


EFA201041 


CTR200266 


45% 


99.0% 


98.6% 


EFA201041 


CAC102417 


52% 


97.8% 


99.0% 
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Query LocusID 


Homolog LocusID 


Identity 


yueiy coverage 


xiomoiog i^overage 


EFA201041 


CBO102412 


c a n/ 

54% 




AC AO/ 

yo.v/o 


EFA20I041 


CDP100148 


48% 


95.1% 


AC >JQ/ 

y 0.4 to 


EFA201041 


EBC101332 


AAA/ 

32% x 


r%/r CO/ 
9O.J70 


0*7 00/ 

y / ./ To 


EFA201041 


EFA201041 


100% 


1 AAO/ 


1 nno/ 
lUUyo 


EFA201041 


EFM1 00481 


85% 


AO /TO/ 


1 nno/ 
lUU/o 


EFA201041 


HPY1008x7 


47% 


91.070 


GO. 00/ 


EFA201041 


T/*T»XT*> ^A / or 


32% 


QO/L 

yj.y/o 


170.0/0 


EFA201041 


T T»'V T1 A1 A j( A 

LPN101348 


47% 


an 1 o/ 

9 /.lyo 


AO 10/ 

yo.Jyo 


EFA201041 


LMO101334 


67% 


no ao/ 
98.0% 


no no/ 


EFA201041 


MCA1 00258 


49% 


AT OO/ 

97.8% 


AO /lO/ 

yo.4% 


EFA201041 


MAV101410 1 


47% 


rvz* AO/ 

96.9% 


AO >I0/ 

yo.4% 


EFA201041 


MBV 100289 


47% 


/-V/> Aft/ 

93.3% 


A A "70/ 

94.7% 


EFA201041 


MLP101043 


47% 


AI AO/ 

93.9% 


A A CO/ 

94.6% 


EFA201041 


MTU202973 


47% 


93.3% 


A/1 *70/ 

94.7% 


EFA201041 


MGE100101 


29% 


97.8% 


AO 1 0/ 

9o.l% 


EFA201041 


MPN1 00594 


32% 


Ol AO/ 

83.0% 


OC /|0/ 

00.470 


EFA201041 


NGO10H20 


47% 


97.1% 


AA 00/ 

yy.UTo 


EFA201041 


NME201427 


a on/ 

48% 


no i o/ 
97.1% 


no ao/ 

yy.uyo 


EFA201041 


PAE204481 


51% 


AO AO/ 


AO 10/ 

yy.zyo 


EFA201041 


t»t»tti ai Ann 

PPU101392 


50% 


AO AO/ 

98.0% 


AO AO/ 

yy.4% 


EFA201041 


PSY105880 


a on/ 

48% 


AO AO/ 

98.0% 


AA Aft/ 

yy.4% 


EFA201041 


OAT IOA1 f\f\f\ 

SAU801900 


61% 


n/c co/ 
96.5% 


A*7 TO/ 

y /. //o 


EFA201041 


SEP200550 


62% 


A £ CO/ 

96.5% 


AT TO/ 

y/./% 


EFA201041 


ATT A i f\r\ a t r» 

SHA100413 


62% 


TaT AO/ 

75.9% 


AT 1 0/ 

y /.i% 


T"*T** A nA1 Ail 1 

EFA201041 


ni jf-r ti ai 1 o O 

SMU101138 


69% 


AO ©0/ 

9o.o% 


AQ AO/ 

yy.uyo 


T7T"? A OA1 f\A t 

EFA201041 


pn\T A A AI A A 

SPN400394 


£.00/ 


AA AO/ 

99.U% 


AO 10/ 

yy.z /o 


EFA201041 


cnvoAi ice 

SPY201365 


69% 


AO /TO/ 

yo.Oyo 


OQ Q0/ 

yo.o/o 


EFA201041 


TT> A 1 A1 A1 A 

TPA101010 


A AO/ 

44% 


OA 10/ 


CI /10/ 


T7T* A ^ /*\ 1 r\ /t 1 

EFA201041 


T TT TT> 1 AAC C 1 

UURl 00551 


1 AO/ 

30% 


Q/4 QO/ 

94.9% 


Q1 10/ 

y /.jyo 


EFA201041 


X T-lpi AAAAHOO 

YPS002788 


32% 


AC 10/ 

95.3% 


AC AO/ 

y.>.y% 


EFA201047 


ABA100577 


42% 


AO AO/ 

98.4% 


AO 00/ 

yo.oyo 


EFA201047 


T% 1 \ T1 AA^TA 

BAN 102650 


43% 


AaT £.(Sf 

96.6% 


A A AO/ 

99.9% 


EFA201047 


BAN110615 


59% 


97.1% 


AA 1 O/ 

99.1% 


EFA201047 


BFR102809 


41% 


Aa£ AO/ 

96.0% 


AO CO/ 

98.6% 


EFA201047 


BPT100689 


42% 


94.9% 


AC TO/ 

96.7% 


EFA201047 


BBU100551 


31% 


C\£. *Sti/ 

96.2% 


AO CO/ 

98.5% 


EFA201047 


BCE104345 


47% 


A/T AO/ 

96.9% 


at CO/ 

9 /.5yo 


EFA201047 


BFU101944 


a »70/ 

47% 


AT AO/ 

97.9% 


AO CO/ 


EFA201047 


BMA104881 


46% 


A £ aTO/ 

96.6% 


AT 10/ 

9 /.i% 


EFA201047 


CJUl 00547 


37% 


94.1% 


AC CO/ 

96.6% 


EFA201047 


CPN200612 


40% 


95.9% 


AT TO/ 

97.7% 


EFA201047 


CTR200416 


39% 


95.6% 


AT CO/ 

97.6% 


EFA201047 


CAC101086 


38% 


96.5% 


AA 1 ti/ 

99.1% 


EFA201047 


CAC101820 


39% 


AC *70/ 

95.7% 


AT CO/ 

97.5% 


EFA201047 


CBO101063 


39% 


AC 1(1/ 

95.7% 


AQ TO/ 

98.2% 


EFA201047 


CDF1 03325 


A 10/ 

47% 


A#C CO/ 

96.5% 


QA 00/ 

yo.oyo 


EFA201047 


CDP100142 


oon/ 

3o% 


AC AO/ 


OO 10/ 


EFA201047 


AI ACO 

EBC 101052 


A AO/ 

44% 


AC AO/ 


OQ *70/ 

yo. /To 


1 til A A A1 f\ A 1 

EFA201047 


T?t? A OA1 f\AH 

EFA201047 


1 AAO/ 

100% 


1 f\(\0/ 

100% 


1 000/ 

lUUyo 


CPA oni nAi 


crxviiuuooO 


71 % 
/ 1 /o 


Jl.*f/0 


IuU/0 


EFA201047 


ECO102362 


45% 


96.0% 


98.4% 


EFA201047 


HIN101074 


45% 


96.9% 


97.9% 


EFA201047 


HPY100608 


38% 


95.3% 


97.3% 


EFA201047 


KPN300317 


39% 


24.0% 


92.4% 
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WO 02/077183 PCT/US02/09107 



Query LocusID 


Homolog LocusID 


Identity 


y uery coverage 


TTatmaIad" Clovet&tze 


EFA201047 


KPN301038 


45% 


Q< A0/L 

yo.uyo _ 


Q8 4% 

7O.*t/0 


EFA201047 


LPN101707 


43% 


O0/L 


y / .0 /o 


EFA201047 


LMO102553 


60% 


Q/r co/ 

yo. o /o i 


08 1% 
✓0. 1 /□ 


EFA201047 


MCA101464 


43% 


iO.D /o 


04 S% 

✓*t. J /o 


EFA201047 


MAV101428 


41% 


QC 00/ 


05 1% 
y j * x /u 


EFA201047 


MBV102830 


vl AO/ 
40% 


QC 00/ 

yD.Z/o 


05 4% 


EFA201047 


MLP101046 


39% 


QC oox 

yo.z/o 


05 0% 


EFA201047 


MTU202976 


40% 


QC o% I 
yj.Z/o 


05 4% 


EFA201047 


MGE100258 


37% 


Q<T ^0/ 

y^.j/o 


08 5% 
70.J /o 


EFA201047 


MPN100479 


39% 


Q£ AO/ 

yo.u/o 


00 9% 


EFA201047 


NGO100904 


42% 


A/C <0/ 


QQ 1% 

yy.i /o 


EFA201047 


NME200800 


43% 


n/C AO/ 


yo.y /o 


EFA201047 


PMU101716 


45% 


AC 00/ 


Q7 A% 

y /.u/o 


EFA201047 


PRT102270 


46% 


A£ CO/ 


QO /10/, 
yO.Hr /0 


EFA201047 


PAE201528 


44% 


97.2% 


AO /TO/ 


EFA201047 


PPU1 07257 


A Aft/ 

44% 


or qo/ 

yo.y /o 


OR 8% 
70.O /o 


EFA201047 


PSY103902 


41% 


OO SO/ 
O /.o/0 


07 0% 
y 1 .7 /o 


EFA201047 


SPA103528 


44% 


Q£ AO/ 

yo.u/o 


OR 5% 

70J /0 


EFA201047 
EFA201047 


STY10H79 


ACQ/ 

45yo 


yo.j/o 


OR 7% 
yo. 1 /o 


SAU801904 


56% 


yo.D/o 


70.H /0 


EFA201047 


SEP200563 


56% 


C\C AO/ 


OR 7% 

70.J /0 


EFA201047 


SHA1 00321 


56% 


A< <0/ 


QQ 7% 

77. / /o 


EFA201047 


SMU101026 


56% 




OR 6% 

70. U/0 j 


EFA201047 


SPN401024 


56% 


QC <0/ 


OR A*% 
70. 0/0 


EFA201047 


SPY200550 


c coy 

55% 


yj.j /o 


OR 6% 

70. 0/0 


EFA201047 


TPA100627 


000/ 
ZOTO 


Q7 c % 

y / . j /o 


78 1% 
/ 0. 1 /o 


EFA201047 


UUR100120 


A AO/ 

40/0 


QC AO/ 


07 Wa 

7 / .«J /o 


EFA201047 


VCH 100955 


44% 


Q/C CO/ 

yo.j/o 


00 0% 

77. W /0 


EFA201047 


YPS000606 


yl CO/ 
45% 


Q/C AO/ 

yo.u/o 


OR d% 

7O.H/0 


EFA201084 


ABA102248 


39% 


AO AO/ 

yo.4% 


^7 10L 
3 / . / /0 


EFA201084 


BAN1 13590 


48% 


AA 10/ 

yy.i/o 


OQ 80/ 

yy.o/o 


EFA201084 


BAN102128 


63% 


AA ^0/ 

99.3% 


QQ iCO/ 

yy.o/o 


EFA201084 


BPT101969 


38% 


97.4% 


Q1 10/ 

yj.i /o 


EFA201084 


BBU100557 


36% 


rvo oo/ 

98.8% 


QO Q0A 

y /.yyo 


EFA201084 


BCE105897 


39% 


r\ a aq/ 

94.4% 


Q1 AO/ 
yi.4/0 


EFA201084 


BFU102716 


39% 


CSA AO/ 

94.4% 


Q1 ^0/» 

y 1.D/0 


EFA201084 


BMA107198 


39% 


f\A AO/ 

94.4% 


00 ^"o/» 

yz.j /o 


EFA201084 


CPN200725 


25% 


at no/ 

y /. i/o 


OA 1% 

70. 1 /0 


EFA201084 


CTR200605 


27% 


an ao/ 

97.0% 


QC 00/ 
7J.O /0 


EFA201084 


CAC102388 


51% 


93.6% 


QQ 10/ 

yy. j /o 


EFA201084 


CBO103848 


54% 


93.6% 


QQ 10/. 

yy .j /o 


EFA201084 


CDF100789 


55% 


AO £10/ 

98.6% 


QO OOZ 

yo.0/0 


EFA201084 


CDP100363 


32% 


r\r OO/ 

96.3% 


QC AOA 
yj.4/0 


EFA201084 


EBC101637 


49% 


r\A 10/ 

99.1% 


QQ £0/ 

yy.o/o 1 


EFA201084 


EFA201084 


100% 


1 AA0/ 
1UU% 


1 AAO/ 
1UU/0 


EFA201084 


EFM201634 


93% 


A A CO/ 

44.5% 


00 0°y^ 

yy.z/o 


EFA201084 


ECO 102367 


49% 


AA 1 0/ 

yy.i% 


OR 9PA 
yo.0/0 


EFA201084 


HIN101677 


CAO/ 

50% 


00 1 0/ 
yy.i% 


OR R% 

70. 0 /0 


EFA201084 


HPY100119 


26% 


/c< 1 0/ 
00.1% 


AR 4% 
*fo.*f /o 


pTjAO^I ASA 


in>N^ 0.0.705 


*T7 /O 


99.1% 


98.8% 


EFA201084 


LPN100853 


34% 


93.6% 


70.0% 


EFA201084 


LMO101249 


69% 


99,8% 


99.7% 


EFA201084 


MCA100687 


27% 


65.7% 


49.2% 


EFA201084 


MGE100439 


45% 


99.0% 


98.1% 



914 



WO 02/077183 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA201084 


MPN100215 


48% 


99.3% 


98.4% 


EFA201084 


NGO101819 


38% 


94.1% 


92.2% 


EFA201084 


NME200366 


36% 


99.5% 


97.3% 


EFA201084 


PMU100897 


49% 


99.1% 


98.8% 


EFA201084 


PRT102260 


49% 


99.5% 


99.1% 


EFA201084 


PAE203560 


39% 


99.0% 


57.7% 


EFA201084 


PPU109910 


38% 


99.0% 


58% 


EFA201084 


PSY105138 


39% 


98.8% 


57.7% 


EFA201084 


SPA101201 


41% 


99.1% 


98.8% 


EFA201084 


STY 104022 


31% 


96.3% 


73.5% 


EFA201084 


STM101237 


49% 


99.1% 


98.8% 


EFA201084 


SAU801084 


63% 


100% 


100% 


EFA201084 


SEP200784 


64% 


100% 


100% 


EFA201084 


SHA101356 


65% 


93.4% 


100% 


EFA201084 


SMU100862 


77% 


99.7% 


99.3% 


EFA201084 


SPN401062 


78% 


99.7% 


99.3% 


EFA201084 


SPY201054 


76% 


99.7% 


99.3% 


EFA201084 


VCH100949 


48% 


99.1% 


99.1% 


EFA201084 


YPS000626 


49% 


99.3% 


99.7% 


EFA201087 


ABA104415 


31% 


76.1% 


75.3% 


EFA201087 * 


BAN108284 


62% 


97.7% 


98.9% 


EFA201087 


BAN113302 


63% 


97.7% 


98.9% 


EFA201087 


BPT101967 


38% 


87.5% 


65.3% 


EFA201087 


BBU100556 


36% 


94.3% 


100% 


EFA201087 


BCE109463 


43% 


92.0% 


91.0% 


EFA201087 


BFU102715 


41% 


92.0% 


91.0% 


EFA201087 


BMA101428 


41% 


92.0% 


91.0% 


EFA201087 


CPN200726 


39% 


60.2% 


49.1% 


EFA201087 


CTR200606 


29% 


84.1% 


71.2% 


EFA201087 


CAC100614 


46% 


93.2% 


95.3% 


EFA201087 


CBO101012 


43% 


93.2% 


96.6% 


EFA201087 


CDF100787 


43% 


90.9% 


93.0% 


EFA201087 


CDP100378 


31% 


89.8% 


93.2% 


EFA201087 


EFA201087 


100% 


100% 


100% 


EFA201087 


EFM100206 


89% 


100% 


100% 


EFA201087 


HJN101678 


37% 


93.2% 


100% 


EFA201087 


KPN300336 


42% 


95.5% 


33.0% 


EFA201087 


LPN103186 


41% 


92.0% 


91.0% 


EFA201087 


LMO101585 


63% 


100% 


100% 


EFA201087 


MGE100041 


46% 


94.3% 


95.5% 


EFA201087 


MPN100101 


40% 


94.3% 


95.5% 


EFA201087 


NGO102690 


38% 


92.0% 


91.0% 


EFA201087 


NME200365 


39% 


92.0% 


91.0% 


EFA201087 


PMU100898 


37% 


93.2% 


100% 


EFA201087 


PRT102262 


40% 


92.0% 


95.3% 


EFA201087 


PPU103902 


34% 


92.0% 


91.1% 


EFA201087 


PSY104754 


34% 


95.5% 


94.4% 


EFA201087 


SPA100416 


41% 


95.5% 


29.7% 


EFA201087 


STM101235 


37% 


92.0% 


95.3% 


EFA201087 


CI A T TDAl nOI 

SAU8O1083 


64% 


i a/\o/ 

100% 


100% 


EFA201087 


SEP200782 


67% 


100% 


100% 


EFA201087 


SHA101355 


68% 


100% 


100% 


EFA201087 


SMU103189 


79% 


98.9% 


100% 


EFA201087 


SPN401063 


79% 


98.9% 


100% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


nomoiog coverage 


EFA201087 


SPY201055 


78% 


98.9% 


1 AAO/.. 

iUU/o 


EFA201087 


TPA100582 


42% 


Af CO/ 

95.5% 


SO.D/o 


EFA201087 


UUR100594 


33% 


f\n no/ 
9 /. l/o 


AO AO/ 

yc.y /o 


EFA201087 


VCH100950 


34% 


C\A 10/ 

94.3% 


07 £S>/ 


EFA201122 


BCE109468 


25% 


n£ 10/ 
ZD. 5/o 


J /. //0 


EFA201122 


CBO103578 


59% 


AC £.0/ 

95.6% 


AO 70/ 


EFA201122 


CDF103357 


56% 


c\r An/ 

96.0% 


OA /10/ 

70.4% 


EFA201122 


EFA201122 


100% 


100% 


1 AA0/ 

1UU70 


EFA201122 


EFM20O703 


44% 


95.3% 


OA CO/ 

70.6% 


EFA201122 


KPN301965 


58% 


C\C CCi/ 

95.6% 


AA OO/ 

99.3% 


EFA201122 


SPA103916 


57% 


r\C CO/ 

95.6% 


A A 10/ 

99.3% 


EFA201122 


STY100944 


58% 


nc co/ 

95.6% 


aq oo/ ! 

93.9% 


EFA201122 


STM101392 


58% 


r\r co/ 

95.0% 


oi no/ 


EFA201122 


SMU101447 


69% 


AO 00/ 

98.3% 


OA AO/ 

yy.4% 


EFA201124 


CBO101731 


41% 


98.7% 


A it OO/ 

94.7% 


EFA201124 


EBC 102987 


29% 


96.8% 


AO 1 0/ 

97.1% 


EFA201124 


EFA201124 


100% 


100% 


1 AAO/ 

100% 


EFA201124 


ECO102127 


32% 


98.4% 


AO OO/ 

97.0% 


EFA201124 
EFA201124 


KPN300446 


44% 


36.0% 


OO <co/ 
88.6% 


KPN301962 


37% 


AO 1 O/ 

98.1% 


AO OO/ 


EFA201124 


SPA103914 


38% 


AO *70/ 

9o. I/O 


OO 10/ 

yy.j /o 


EFA201124 


STY 100943 


37% 


no no/ 

9o./% 


OQ 10/ 

yy. j /o 


EFA201124 


STM101389 


37% 


no oo/ 

yo. / to 


OQ 10/ 

yy.j /o 


EFA201124 


SMU101446 


56% 


OA vIO/ 


oo ao/ 
yy.u/o 


EFA201124 


YPS001092 


33% 


Ol 00/ 


Q1 10/ 


EFA201155 


ABAI00567 


A £Tl/ 

46% 


A*7 *70/ 

9 /. f/o 


OO CO/ 
99.O/0 


EFA201155 


BAN ll 3732 


60% 


01 AO/ 

71.0% 


1 AAO/ 

10U% 3 


EFA201155 


BAN108180 


68% 


Ol 1 O/ 

73.1% 


1 AAO/ 
1UU% 


EFA201155 


BFR10168 


50% 


81.1% 


AA AO/ 

99.0% 


EFA201155 


BPT101335 


47% 


94.7% 


AO AO/ 

97.9% 


EFA201155 


BBU100693 


40% 


91.9% 


AO 1 0/ 

97.1% 


EFA201155 


BCEH2884 


46% 


/TO 00/ 

68.2% 


AA 1 0/ 

99.1% 


EFA201155 


BFUH5323 


47% 


93.9% 


AA 1 O/ 

99.1% 


EFA201155 


BMA100755 


46% 


95.8% 


A A 1 0/ 

99.3% 


EFA201155 


CJU100659 


42% 


93.6% 


AO OO/ 

98.2% 


EFA201155 


CPN200646 


39% 


91.3% 


oo/ 

96.2% 


EFA201155 


CTR200289 


40% 


94.1% 


AO AO/ 

98.9% 


EFA201155 


CAC101092 


55% 


93.2% 


ao ao/ 

98.4% 


EFA201155 


CBO101744 


58% 


95.8% 


AA CO/ 

99.6% 


EFA201155 


CDF103672 


59% 


77.5% 


AC 1 0/ 

95.1% 


EFA20U55 


CDP10H60 


50% 


100% 


OA CO/ 

89.0% 


EFA201155 


EBC 100407 


51% 


no ao/ 

73.9% 


A/l CO/ 

94,0% 


EFA201155 


EFA20U55 


100% 


1 AAO / 

100% 


1 AAO/ 
1UU% 


EFA201155 


EFM202293 


90% 


OO 00/ 

82.2% 


AA 00/ 

yy. /% 


EFA201155 


ECO102557 


50% 


f\C 1 o/ 

95.1% 


AO 00/ 

yy.o% 


EFA201155 


HIN100105 


50% 


94.9% 


AO CO/ 

97.6% 


EFA201155 


HPY101135 


41% 


90.9% 


CSA AO/ 

94,470 


EFA201155 


KPN301264 


51% 


73.9% 


A A AO/ 

94.4% 


EFA201155 


LPN101209 


46% 


96.4% 


98.5% 


T7TT* K O A 1 1 C C 

EFA201155 


T TV A~C\ 1 AA 1 A/C 


OZ/O 


OA* 9°/£ 

/0 


7 / .o /o 


EFA201155 


MCA100840 


46% 


95.6% 


99.1% 


EFA201155 


MAV103395 


50% 


99.4% 


89.6% 


EFA201155 


MB VI 02321 


50% 


95.8% 


87.6% 


EFA201155 


MLP100989 


48% 


99.4% 


88.5% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA201155 


MTU202878 


50% 


95,8% 


87.6% 


EFA201155 


% # - y*~^1~fc ^ AAA A 4*1 

MGE100G48 


39% 


f\f\ Ct\/ 

90.5% 


f\C Oft/ 

95.3% 


EFA201155 


X AT"\"V f 4 A A A A A 

MPN100093 


40% 


94.9% 


no on/ 

98.7% 


EFA201155 


NGO101772 


47% 


f\C Oft/ 

95.3% 


AO C(%/ 

98.5% 


EFA201155 


NME202026 


48% 


95.3% 


f\o CO/ 

98.5% 


EFA201155 


PMU101183 


51% 


96.0% 


99.1% 


EFA201155 


PRTICG858 


47% 


95.1% 


99.8% 


EFA201155 


PAE203743 


49% 


94.5% 


99.1% 


EFA201155 


PPU107798 


49% 


95.3% 


99.8% 


EFA201155 


PSY103783 


48% 


95.3% 


99.8% 


EFA201155 


SPA101887 


46% 


74.4% 


100% 


EFA201155 


STY102223 


50% 


95.1% 


99.8% 


EFA201155 


STM103011 


23% 


19.9% 


21.7% 


EFA201155 


SAU801237 


58% 


97.9% 


98.7% 


EFA201155 


SEP201530 


58% 


97.9% 


98.7% 


EFA201155 


SMU100253 


65% 


100% 


99.2% 


EFA20U55 


SPN40U65 


64% 


100% 


99.6% 


EFA201155 


SPY200915 


64% 


100% 


99.6% 


EFA201155 


TPA100412 


43% 


90.5% 


95.1% 


EFA201155 


UUR100090 


43% 


89.6% 


94.2% 


EFA201155 


» T AY T ■* A A ^ A 

VCH 100550 


49% 


95.6% 


98.5% 


■ ■ ■ i A A A < -i i— ^ 

EFA201155 


YPS003448 


50% 


f\C 1 ft/ 

95.1%. 


ftA OO/ 

99.8% 


EFA201163 


ABA100463 


48% 


81.3% 


91.6% 


TT^T^ A A A 4 4 A 

EFA201163 


BFR1 03669 


58% 


100% 


a o no/ 

42.9% 


■ A A A 4 4 X* A 

EFA201163 


BPT10H49 


44% 


nr\ 1 ft/ 

79.1% 


ozr rvo/ 

86.0% 


EFA201163 


^^▼>T Tl AA V* A A 

BBU 100694 


54% 


93.4% 


98.8% 


EFA201163 


BCE101287 


50% 


81.3% 


89.3% 


EFA201163 


BFU106133 


50% 


81.3% 


68.2% 


EFA201163 


BMA105933 


50% 


81.3% 


89.3% 


EFA201163 


CJU 100660 


51% 


79.1% 


96% 


EFA201163 


CPN200645 


39% 


83.5% 


63.0% 


EFA201163 


CTR200290 


35% 


100% 


79.3% 


EFA201163 


CAC102507 


62% 


87.9% 


98.8% 


■ | ■ ■ A A A 4 4 a 

EFA201163 


CBO102241 


60% . 


90.1% 


96.5% 


EFA201163 


CDF104187 


55% 


98.9% 


96.8% 


EFA201163 


CDP101155 


43% 


90.1% 


52.2% 


EFA201163 


EFA201163 


100% 


100% 


100% 


EFA201163 


ECO102556 


47% 


81.3% 


92.7% 


EFA201163 


HIN100194 


52% 


81.3% 


92.7% 


EFA201163 


HPY101134 


45% 


79.1% 


94.7% 


EFA201163 


KPN203248 


50% 


74.7% 


95.9% 


EFA201163 


LPN102433 


47% 


81.3% 


88.4% 


EFA201163 


LMO1016/5 


71% 


95.6% 


96.7% 


EFA201163 


MCA100471 


51% 


79.1% 


90.2% 


EFA201163 


». *■ A T r -4 A A A A A 

MAV103402 


46% 


90.1% 


48.2% 


EFA201163 


MB VI 02277 


43% 


90.1% 


50.6% 


EFA201163 


MLP100988 


42% 


90.1% 


51.2% 


EFA201163 


MTU202871 


43% 


90.1% 


50.6% 


EFA201163 


MGE100455 


46% 


91.2% 


93.3% 


EFA201163 


MPN100182 


45% 


oc on/ 

86.8% 


OC\ OO/ 

89.8% 


EFA201163 


NGO102008 


49% 


82.4% 


95.1% 


EFA201163 


NME200735 


49% 


82.4% 


95.1% 


EFA2G1163 


PRT 100522 


54% 


74.7% 


72.9% 


EFA201163 


PAE203742 48% 


79.1% 


89.2% 
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Query LocusID 


Homolog LocusID 


Identity 


[^uery Coverage 


tlOuLOlOg v^uvcrdBv 


EFA201163 


PPU107799 


52% 


o 1 o n/ 

81.3% j 


/ro 7% 

oy. i/o j 


EFA201163 


PSY103786 


43% 


m oo/ 
91.2% 


07 0% 
yz»y /o 


EFA201163 


SPA101888 


46% 


01 00/ 

81.3% 


7A Wn 

/*r. j /0 


EFA201163 


STY102221 


46% 


Q1 ^OZ. 


07 7% 
y&, 1 /o 


EFA201163 


SAU801238 


65% L 


OQ 00/ 


L\J\J /0 


EFA201163 


SEP201531 i 


64% 


AO 00/ 

yo.yyo 


mo% 


EFA201163 


SHA102521 


80% 


A/Z 00/ 




EFA201163 


SMU100800 


76% 


1 AAO/ 

100% 


1 UU /o 


EFA201163 


SPN400682 


80% 


95.6% 


qa 70/ 

yo. 1 /o 


EFA201163 


SPY200625 


78% 


95.6% 


OA TO/. 

yo. r/o 


EFA20U63 


TPA100895 


56% 


O 1 ID/ 

81.3% 


A1 no/ 
Ol.U/o 


EFA201163 


UUR1O0575 


48% 


97.8% 


QA 1 0/ 
OO. 1 /o 


EFA201163 


VCH100551 


52% 


*7A 1 Q/ 

79.1% 


QO OO/. 

yu.z /0 


EFA201163 


YPS003446 


49% 


0*1 AO/ 

82.4% 


qo no a 
yZ. 1 /o 


EFA201165 


BBU100695 


39% 


91.4% 


no 00/ 
yu.Z /o 


EFA201165 


CJU100661 


26% ! 


A1 AO/ 

91.4% 


01 P.% 

7J.O /0 


EFA201165 


CPN200025 


43% 


(\C 10/ 

96.3% 


1 00% 

JLUU/0 


EFA201165 


CTR200030 


48% 


AO OO/ 

93.070 


07 A% 

y / .*f /o 


EFA201165 


CAC101280 


38% 


AO £.0/ 

92.6% 


1 00% 


EFA201165 


CBO100415 


44% 


92.6% 


1 Mi'hO/i 


EFA201165 


CDF104379 


48% 


(\C 10/ 

96.3% 


1 no% 


EFA201165 


EFA201165 


100% 


1 AAO/ 
1UU% 


1 00% 

l\J\J /o 


EFA201165 


HPY101133 


28% 


ao oo/ 
O/.y/o 


AP. 7% 


EFA201165 


LMO100358 


56% . 


Q1 QOZ 


100% 

1 V/V/ /o 


EFA20U65 


MAV103400 


Ann/ 

28% 


AO 00/ 

yo»o /o 




EFA201165 


MBY102280 


29% 


OA 10/ 

yo.3 /o 


7J.O /0 


EFA201165 


MLP 100987 


27% 


OO CO/ 




EFA201165 


MTU202870 


29% 


c\/r 10/ 


0°. R% 


EFA201165 


SMU101983 


53% 


1 AAO/ 

100% 


07 ^0/ 

y/.D/o 


EFA201165 


SPN400683 


49% 


1 AAO/ 

100% 


1 000/ 
lUU/o 


EFA201165 


SPY200626 


53% 


100% 


1 000/ 


EFA201165 


TPA1 00896 


36% 


92.6% 


no qo/ 


EFA201204 


ABA100431 


36% 


r\T i n/ 

97.1% 


OQ 70/ 

yo. / /O 


EFA201204 


BAN 104776 


58% 


98.4% 


07 QO/. 

y/.y/o 


EFA201204 


BFU1 13278 


34% 


97.1% 


QQ 70/. 

oy. / /0 


EFA201204 


CTR200096 


38% 


t\C CO/ 

95.5% 


AO /fOZ 


EFA201204 


CAC103133 


47% 


AT CO/ 

97.5% 


07 <0Z 

y /.D/o 


EFA201204 


CBO100292 


54% 


96.7% 


OQ 0.0/ ' 

Vo.j/o 


EFA201204 


CDF102819 


53% 


97.5% 


07 00/. 

y /.y /o 


EFA201204 


EBC102915 


40% 


95.5% 


OA AO/ 

yo.oTo 


EFA201204 


EFA201204 


100% 


100% 


1 000/ 
1UI>% 


EFA201204 


EFM200797 


64% 


98.0% 


1 000/ 


EFA201204 


ECO102142 


41% 


95.5% 


OQ 10/ 
yo.j /o 


EFA201204 


HIN101215 


39% 


96.7% 


OQ 1% 

yy. 1 /o 


EFA201204 


KPN301779 


41% 


AO A 0/ 

98.4% 


Q7 Q% 


EFA201204 


LMO101945 


62% 


AO AO/ 

98.0% 


1 00% 


EFA201204 


MCA103178 


36% 


r\ £ OO/ 

96.3% 


QO AO/ 

y y .0 /o 


EFA201204 


NGO100244 


33% 


92.6% 


07 0% 

y /.u/o 


EFA201204 


NME201373 


33% 


92.6% 


07 00/ 
y /.u/o 


1)1,' A OA1 OA /I 

EFA201204 


rMU IKJWVd 


30% 


95.5% 


97.8% 


" EFA201204 


PRT101140 


39% 


96.7% 


98.3% 


EFA201204 


PAE200732 


38% 


95.5% 


98.7% 


EFA201204 


PPU103373 


37% 


95.5% 


98.7% 


EFA201204 


SPA100233 


41% 


95.5% 


98.3% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA201204 


STY104331 


41% 


95.5% 


98.3% 


EFA201204 


SAU801753 


47% 


98.0% 


100% 


EFA201204 


SEP202114 


45% 


97.1% 


99.6% 


EFA201204 


SHA101326 


48% 


97.1% 


99.6% 


EFA201204 


SPN400256 


56% 


97.1% 


98.3% 


EFA201204 


SPY201026 


53% 


97.5% 


97.1% i 


EFA201204 


VCH10I608 


43% 


96.7% 


99.1% 


EFA201204 


YPS000335 


40% 


95.5% 


96.6% 


EFA201208 


ABA100927 


25% 


89.2% 


90.8% 


EFA201208 


BAN109007 


28% 


92.3% 


97.5% 


EFA201208 


BAN 102528 


30% 


79.3% 


93.5% 


EFA201208 


BAN108968 


31% 


89.8% 


94.1% 


EFA201208 


BAN109347 


31% 


92.3% 


94.7% 


EFA201208 


BFR11372 


28% 


91.5% 


94.8% 


EFA201208 


BBU100200 


26% 


86.8% 


88.2% 


EFA201208 


BCE108649 


27% 


71.7% 


92.6% 


EFA201208 


BFU 100823 


27% 


87.8% 


89.0% 


EFA201208 


BMA 100072 


29% 


75.6% 


75.7% 


EFA201208 


CJU101547 


29% 


81.7% 


90.6% 


EFA201208 


CPN200331 


32% 


87.8% 


90.9% 


EFA201208 


CTR200533 


28% 


82.3% 


84.2% 


EFA201208 


CAC101131 


27% 


87.6% 


91.3% 


EFA201208 


CAC 103376 


36% 


91.9% 


94.8% 


EFA201208 


CBO 100064 


33% 


88.2% 


91.7% 


EFA201208 


CDF102952 


30% 


88.8% 


92.1% 


EFA201208 


CDP101281 


29% _^ 


90.6% 


95.5% 


EFA201208 


EBC 102573 


27% 


82.7% 


85.7% 


EFA201208 


EFA201208 


100% 


100% 


100% 


EFA201208 


EFM201835 


62% 


99.6% 


100% 


EFA201208 


ECO 100085 


27% 


91.1% 


94.7% 


EFA201208 


HIN101107 


27% 


91.7% 


96.3% 


EFA201208 


HPY101473 


28% 


76.0% 


83.9% 


EFA201208 


KPN301847 


26% 


82.7% 


85.7% 


EFA201208 


LPN100418 


39% 


25.8% 


79.6% 


EFA201208 


LMO101113 


29% 


88.2% 


90.8% 


EFA201208 


MCA100819 


27% 


76.6% 


73.7% 


EFA201208 


MAV104018 


33% 


79.5% 


76.9% 


EFA20120.8 


MBV 100072 


32% 


65.2% 


74.5% 


EFA201208 


MLP 100564 


29% 


83.3% 


79.1% 


EFA201208 


MTU202124 


32% 


78.3% 


73.6% 


EFA201208 


NGO100606 


28% 


81.3% 


82.9% 


EFA201208 


NME201913 


28% 


81.3% 


82.9% 


EFA201208 


PMU100137 


26% 


91.5% 


95.1% 


EFA201208 


PRT102626 


28% 


89.8% 


94.7% 


EFA201208 


PAE204415 


28% 


89.6% 


93.0% 


EFA201208 


PPU105954 


30% 


88.4% 


91.7% 


EFA201208 


PSY107311 


29% 


89.6% 


93.0% 


EFA201208 


SPA102754 


25% 


89.0% 


92.7% 


EFA201208 


STY103171 


28% 


89.0% 


92.5% 


EFA201208 


STM102863 


28% 


89.0% 


92.5% 


EFA201208 


SAU801018 


27% 


92.5% 


94.5% 


EFA201208 


SEP200270 


27% 


92.1% 


94.1% 


EFA201208 


SHA101090 


27% 


91.9% 


93.9% 


EFA201208 


SMU100386 


52% 1 90.9% 


91.9% 
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Hotnolop T ^"icii^Tn 


IHentitv 


Query Coverage 


Homolog Coverage 


FFA201208 


SPN401383 


49% 


98.8% 


99.8% 


EFA201208 


SPY200283 


50% 


98.8% 


99.8% 


EFA201208 


TPA100923 


27% 


86.8% 


89.1% 


EFA201208 


VCH102371 


26% 


94.1% 


93.2% 


EFA201208 


YPS000993 


27% 


88.6% 


93.1% 


EFA201312 


ABA100914 


31% 


100% 


95.4% 


EFA201312 


BAN1 12047 

XX ^ X X X* V W $ 


50% 


93.8% 


96.0% 


EFA201312 


BAN107884 

J— * «* XX ^ X V /WW 


51% 


100% 


100% 


EFA201312 


BFR11934 


34% 


99.0% 


96.7% 


EFA201312 


BPT102002 


31% 


100% 


92.9% 


EFA201312 

XJX rifa w i JiL 


BBU100444 


26% 


92.4% 


88.0% 


EFA201312 


BCE1 11090 


32% 


97.6% 


92.3% 


EFA201312 


BFU111409 


33% 


100% 


92.7% 


EFA201312 


BMA102172 


32% 


97.6% 


92.3% 


EFA201312 


CJU1O0558 


29% 


99.0% 


96.9% 


FFA201312 


CAC101944 

X*/X Xvy Aw A/ • • 


58% 


99.3% 


99.7% 


FFA201312 

JUX xYx> V X -/ 1 A* 


CBO 101667 


38% 


99.3% 


99.0% 


FFA201^12 

X-/X A*jU Ui.X' 


CDF100408 


37% 


99.7% 


99.6% 


FFA201312 


CDF101639 


38% 


100% 


97.9% 


EFA201312 


CDP101376 


28% 


91.7% 


9i.3% 


EFA201312 


EBC103878 


36% 


99.7% 


97.6% 


EFA201312 

X-*X JTVXVV/ A mJ X<*# 


EFA201312 


100% 


100% 


100% 


EFA201312 


EFM201881 


91% 


59.5% 


82.7% 


EFA201312 


ECO 103069 


37% 


99.7% 


99.0% 


EFA201312 


HIN100503 


26% 


96.5% 


94.7% 


EFA201312 


HPY1O0173 


36% 


99.0% 


99.3% 


EFA201312 

X-iX iu< V U1X< 


KPN306125 


42% 


99.0% 


99.3% 


FFA201312 


LMO 100774 

Irfl'Jlv X W lit 


51% 


100% 


100% 


FFA201312 

x_>x rv*<" i ji«v 


MCA 100353 


32% 


100% 


95.4% 


EFA201312 


MAV1 05904 


30% 


19.0% 


17.6% 


EFA201312 


MBV102190 


29% 


92.0% 


91.6% 


EFA201312 


MLP100198 


29% 


97.9% 


96.2% 


EFA201312 


MTU200362 


29% 


92.0% 


91.6% 


EFA201312 


MGE100023 


51% 


96.9% 


97.2% 


EFA201312 


MPN100129 

XT XX XIX W X 


53% 


99.3% 


99,7% 


EFA201312 


NGO101574 


32% 


91.7% 


86.2% 


FFA201312 

Xwl A«*U X J 1 a. 


NME200544 


32% 


92.0% 


86.4% 


FFA201312 


PMU101373 


33% 


100% 


98.0% 


FFA201119 


PRT 102752 

x l\l lv*< (J* 


37% 


94.1% 


94.0% 


FFA201312 

X_»X AAV 1 JiA 


PAE200554 


30% 


100% 


92.9% 


EFA201312 

i_>x niiv x «/ x <w 


PPU1 04672 

X X V«/ X w ~ \J f X* 


31% 


100% 


94.3% 


EFA201312 


PSY100210 

X k-F X X WX* X V/ 


32% 


100% 


92.9% 


EFA201312 

X_rX iU" ul J lu 


SPA103912 

Iw/X X X X %/ *>/ ^ X X* 


38% 


94.1% 


94.0% 


EFA201312 


STY100942 


38% 


94.1% 


94.0% 


EFA201312 

XjX AiV X X •£# 


STM101386 

XJ X 1TA A V it/ WW 


38% 


94.1% 


94.0% 


FFA201312 


SAU802125 


48% 


100% 


99.7% 


FFA201312 


SEP201915 


48% 


100% 


99.7% 


FFA201312 

XjX XTX£iV X J X£* 


SHA101918 

UX xxx x\J x y x u 


48% 


100% 


99.6% 


FFA2013 12 

i-/X AtU Ulii 


SMU1 01408 


69% 


100% 


100% 


EFA201312 


SPN400530 


71% 


100% 


100% 


EFA201312 


SPY201455 


70% 


100% 


100% 


EFA201312 


TPA1 00654 


33% 


99.3% 


97.6% 


EFA201312 


UUR100603 


50% 


99.3% 


98.6% 


EFA201312 


VCH100473 


27% 


95.5% 


93.9% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA201312 


YPS000084 


39% 


99.7% 


aa /to/ 

99.6% 


EFA201375 


ABA105021 


27% 


57.4% 


76.1% 


EFA201375 


BANH2531 


51% 


72.1% 


91.1% 


EFA201375 


BAN105862 


50% 


72.1% 


yj.oyo 


EFA201375 


EFA201375 


100% 


■* An/ 

100% 


1 AAO/ 


EFA201375 


EFM101838 


71% 


70.6% 


1 AAO/ 
100% 


EFA201375 


LMO102887 


54% 


72.1% 


8 /.o% 


EFA201375 


SAU801446 


40% 


73.5% 


(\£ CO/ 

96.5% 


EFA201375 


SEP200408 


42% 


73.5% 


96.4yo 


EFA201375 


SHA102651 


40% 


73.5% 


r\ An/ 

96.4% 


EFA201375 


SMU101487 


50% 


77.9% 


1 AAO/ 

100% 


EFA201375 


SPN400332 


46% 


76.5% 


At 0,0/ 

91.2% 


EFA201375 


SPY201268 


52% 


77.9% 


i AAO/ 

100% 


EFA201379 


ABA102299 


53% 


98.7% 


AO CO/ 

98.5% 


EFA201379 


BAN 109892 


62% 


98.7% 


AA CO/ 

99.6% 


EFA201379 


BAN105788 


76% 


100% 


1 AAO/ 

100% 


EFA201379 


BFR11358 


51% 


98.7% 


AA 1 O/ 

99.1% 


EFA201379 


BPT101706 


51% 


100% 


99.3% 


EFA201379 


BBU100574 


44% 


98.5% 


99.1% 


EFA201379 


BCE101396 


52% 


100% 


99.3% 


EFA201379 


BFU102359 


51% 


100% 


98.4% 


EFA201379 


BMA102378 


51% 


100% 


AA 1 O/ 

99.1% 


EFA201379 


CJU 100027 


52% 


98.7% 


AO CO/ 

98.5% 


EFA201379 


CPN200516 


48% 


98.5% 


AT 00/ 

97.8% 


EFA201379 


CTR200448 


47% 


98.5% 


A"7 00/ 

97.8% 


EFA201379 


CAC102177 


62% 


99.4% 


AA VlO/ 

99.4% 


EFA201379 . 


CBO103313 


63% 


99.3% 


AA CO/ 

99.6% 


EFA201379 


EBC102296 


54% 


98.5% 


AO AO/ 

98.0% 


EFA201379 


EFA201379 


100% 


100% 


100% 


EFA201379 


EFM200622 


90% 


100% 


1 AAO/ 

100% 


EFA201379 


ECO 102720 


53% 


98.5% 


AO AO/ 

98.0% 


EFA201379 


HIN101052 


55% 


99.1% 


AO CO/ 

98.5% 


EFA201379 


HPY1 00345 


48% 


98.7% 


AO 00/ 


EFA201379 


KPN305112 


54% 


98.5% 


AO AO/ 

92.9% 


EFA201379 


LPN101405 


54% 


100% 


AA vlO/ 

99.4% 


EFA201379 


LMO100139 


73% 


99.4% 


1 AAO/ ' 

100% 


EFA201379 


MCA101097 


51% 


99.6% 


f\f\ s~n/ 

99.6% 


EFA201379 


MAV102050 


54% 


99.3% 


92.8% 


EFA201379 


MBV1 05357 


53% 


92.7% 


93.2% 


EFA201379 


MLP100845 


53% 


99.8% 


92.2% 


EFA201379 


MTU201678 


. 54% 


99.3% 


92.3% 


EFA201379 


NGO101273 


51% 


99.8% 


100% 


EFA201379 


NME201601 


51% 


99.8% 


1 AAO/ 

100% 


EFA201379 


PMU101872 


55% 


99.4% 


r\{\ Aft/ 

99.4% 


EFA201379 


PRT105301 


56% 


98.5% 


AO AO/ 

98.0% 


EFA201379 


PAE203635 


52% 


98.9% 


98.9% 


EFA201379 


PPU101175 


53% 


99.4% 


f\f\ An/ 1 

99.4% 


EFA201379 


PSY108013 


52% 


99.6% 


99.4% 


EFA201379 


SPA104183 


52% 


91.2% 


100% 


EFA201379 


C^ r T r \T "1 AO C 1 A 

STY103510 




QO CO/ 


yo.U/o 


EFA201379 


SAU802127 


67% 


100% 


100% 


EFA201379 


SEP201917 


67% 


98.9% 


99.1% 


EFA201379 


SHA101916 


67% 


98.7% 


98.9% 


EFA201379 


SMU101407 


78% 


99.8% 


99.8% 
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Query LocusID 


Horaolog LocusID 


Identity 


Query Coverage 


AOUiOiUg ^OVeiaKO 


EFA201379 


SPN400438 


79% 


AA 1 ft/ 

99. 1% 


yy. 0 /o 


EFA201379 


OTVIJTOA1 A CI 

SPY201457 


000/ 

78% 


OO tO A 

yy.D /o i 


/7.V/0 


T"»T^ A O A1 O^fA 

EFA201379 


TPA 100302 


A CO/ 

45% 


yy»*f /o 


OQ 1% 
1 /o 


EFA201379 


T TT TT> 1 AAOO^ 

UUR1 00286 


A 1 0/ 

41% 


QA ffi/ 


QR 0% 

7O.V//0 


EFA201379 I 


T T 1 AO vt 1 O 

VCH102412 


C AO/ 

54% 


qo roz 
70. J /o 


OR 0% 

70.V/0 


EFA201379 


XmftAAAl OA 

YPS000130 


54% 


AO CO/ 

yo.D/o 


70. v /0 


EFA201401 


AT) A 1AOOOA 

ABA103339 


100/ 
32% 


/^^ 10Z 

Oj.I /o 


OJ .*r /0 


EFA201401 


BAN1 12582 


coo/ 1 

58% i 


l\J\J/a 


or n% 

70. U /O 


EFA201401 


T* A XT1 A1 1 Ht\ 

BAN103160 


"7 AO/ 

70% 


1 A AO/ 


07 1% 
7 / . I /o 


EFA201401 


BFR104214 


0/10/ 

34% 




R9 7% 
OZ. / /o 


EFA201401 


BPT100459 


000/ 
33% 


A(\ 00/ 1 

oU.yyo 


^0/ 
0 1 .0 /0 


EFA201401 


T» f~*T> 1 AO IOC 

BCE103325 


000/ 
33% 


/TA Q0/ 

ou.y /o 


£1 10/ 
01.1/0 


EFA201401 


BFU107045 


000/ 
33% 


AA O0/ 


01.1/0 


EFA201401 


T1H / A 1 AOZ*AO 

BMA1 03602 


O AO/ 

34% 


<A 00/ 


<:i 10/ 
01. 1 /o 


EFA201401 


t~y A O 1 AO O T7 

CAC 102377 


54% 


no qoz 


0^ ^% 
7 O.O /o 


EFA201401 


CBO103048 


C CO/ 

55% 


AA 1 0/ 

99.1% 


07 ^0/ 
7/.J/0 


EFA201401 


CDF1 00334 


AT ilO/ i 

54% 


AA £J0/ 

99.0% 


QT <0/ 
7/.J/0 


EFA201401 


T"»T"»/-t1 AO yl OO 

EBC102483 


O AO/ 

34% 


/C1 CO/ 

ol.oyo 


-0 AQ/. 

OZ.U /0 j 


EFA201401 


EFA201401 


1 AAA/ 

100% 


1 AA0/ 
100% 


1 AA 0 /. ! 
lUU/o 


EFA201401 


EFM200481 


/-AO/ 

60% 


1 AAO/ 


1 AAO/ 

lUU/0 


EFA201401 


ECO100166 


O >I0/ 

34% 


ai 00/ 
ol.oyo 


A7 A°j1 
OZ.U /o 


EFA201401 


TTTXT1 A1 /TAA 

HIN101600 


•000/ 
33% 


/C1 CO/ 

ol.oyo 


DO. l/o 


EFA201401 


KPN304185 


0 00/ 

33/0 


A1 CO/ 

ol.o /o 


OZ.Z/o 


EFA201401 


T T»"V T "1 A 1 O A A 

LPN101240 


010/ 

31% 


ZTA AO/ 

O0.9yo 


OU.7 /o 


EFA201401 


T "K A~/*\ 1 A 1 OA 1 

LMO101801 


/C70/ 
0/% 


1 AAO/ 
1UU 70 


OR 7% 
TO. / /o 


EFA201401 


-a jrf* A i AO 1/11 

MCA102141 


0 00/ 

33% 


00/ 
Oj .9% 


0*f . 1 /o 


EFA201401 


\IOA1A1 CO^t 

NGO101587 


000/ 
32% 


*70 1 0/ 
/2.1% 


nA no/ 
/4. / /o 


EFA201401 


NME201990 


32% 


*70 1 0/ 


HA TO/ 

/4. /yo 


EFA201401 


PMU100658 


000/ 
33% 


/C1 00/ 
Ol.oyo 


/ro no/ 

OZ.U/o 


EFA201401 


PRT101208 


000/ 
33% 


/zi 00/ 
ol.oyo 


AT A0Z 
OZ.U/o 


EFA201401 


PAE203850 


32% 


<i 10/ 
51 . 1 yo 


D0.D/0 


EFA201401 


PSY104618 


3o% 


CO, 00/ 

DZ.oyo 


C/t AO/ 

j*f .U /o 


rip 4 MAI AS\t 

EFA201401 


C1T» A 1 AO /T.CO 

SPAl 02652 


000/ 
33% 


A1 CO/ 

Ol.oyo 


A7 1°/ 
OZ.3 /0 


EFA201401 


flTHl 7 1 AOO if /4 

STY 103844 


O >40/ 

34% 


ai 00/ 
Ol.oyo 


AO A n Z 
0Z.U/0 


EFA201401 


n A T TftAI 1 r\^J 

SAU801397 


62% 


1 AAO/ 


QT CO/ 

y J.d/o 


EFA201401 


SEP202107 


1 D/ 

61% 


1 AAO/ 

100% 


OT 1 0/ 

9/.1 /o 


EFA201401 


SHA1 00970 


62% 


1 AAO/ 

100% 


AT CO/ 
9/. J/Q 


EFA201401 


SMU 100640 


61% 


1 AAO/ 

100% 


rsn 00/ 
9 /.O70 


EFA201401 


SPN401904 


/Ton/ 

62% 


1 AAO/ 

100% 


AT CO/. 

9/. 0/0 


EFA201401 


VCH 100907 


45% 


/!A OO/ 

40.3% 


A A /10/ 

00.4yo 


EFA201401 


YPS001119 


34% 


OO/ 

61.8% 


AT AO/ 
OZ.OtO 


EFA201433 


ABA103721 


0 tto/ 

36% 


in 00/ 

77.8% 


TO AO/ 
/ 0.9/0 


EFA201433 


BAN108866 


A 1 A/ 

41% 


AA CO/ 

90.5% 


1 AA0Z 

lOOyo 


EFA201433 


BAN105656 


ji on/ 

48% 


A*7 1 O/ 

97.1% 


AC 00/ 

9o.9yo 


EFA201433 


■w— ». a "VT^ AA4 y A 

BAN100164 


A Oft/ 

48% 


A1 tCQ/ 

91.6% 


AA A0Z 
7U.O7O 


EFA201433 


BAN103658 


^Oft/ 

58% 


A*0 1 0/ 

97.1% 


AO AO/ 

yo.9/o 


EFA201433 


BFR102236 


37% 


A/1 AO/ 

94.9% 


AC TO/ 
95./ 70 


EFA201433 


BPT101248 


21% 


AT 10/ 

45.1% 


CT AO/ 

jZ.U/o 


EFA201433 


BBU100100 


24% 


71.3% 


*70 00/ 

7z.o% 


t?T7 A TA1 All 




JH-/0 


J\J.J /o 


92 3% 

y tU,J /V 


EFA201433 


BFU109172 


32% 


84.7% 


90.7% 


EFA201433 


BMA106607 


32% 


93.5% 


88.6% 


EFA201433 


CJU101558 


34% 


91.3% 


98% 


EFA201433 


CAC101362 


35% 


79.6% 


85.2% 
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Query Locus ID 


Homolog Locus ID 


Identity 


Query Coverage 


Homolog Coverage 


EFA201433 


CBO102188 


33% 


79.3% 


83.5% 


EFA201433 


CDF101024 


42% 


96.4% 


98.5% 


EFA201433 


CDP101353 


45% 


92.4% 


95.1% 


EFA201433 


EBC101695 


31% 


77.8% 


83.1% 


EFA201433 


EFA201433 


100% 


100% 


100% 


EFA201433 


EFM201002 


70% 


98.5% 


97.8% 


EFA201433 


ECO 103 873 


30% 


77.8% 


74.7% 


EFA201433 


H1N101705 


34% 


76.7% 


78.8% 


EFA201433 


HPY100542 


35% 


90.5% 


98.4% i 


EFA201433 


KPN308897 


30% 


74.9% 


86.0% 


EFA201433 


LPN100405 


38% 


96.7% 


95.0% 


EFA201433 


LMO101688 


57% 


96.4% 


99.2% 


EFA201433 


MCA100045 


32% 


85.5% 


83.9% 


EFA201433 


MAV103533 


42% 


90.9% 


92% 


EFA201433 


MBV101876 


40% 


94.5% 


95.6% 


EFA201433 


MLP100726 


40% 


94.5% 


96.0% 


EFA201433 


MTU201321 


40% 


94.5% 


95.6% 


EFA201433 


NGO101679 


37% 


97.5% 


98.9% 


EFA201433 


NME201872 


38% 


97.5% 


98.9% 


EFA201433 


PMU100917 


32% 


82.5% 


84.8% 


EFA201433 


PRT1 05607 


31% 


77.1% 


74.7% 


EFA201433 


PAE204659 


34% 


89.1% 


91.7% 


EFA201433 


PPU109719 


34% 


88.7% 


91.3% 


EFA201433 


PSY 106535 


37% 


77.8% 


77.8% 


EFA201433 


SPA103848 


43% 


16% 


35.5% 


EFA201433 


STY102718 


31% 


77.8% 


83.1% 


EFA201433 


STM102035 


31% 


77.8% 


76.3% ! 


EFA201433 


SAU801151 


50% 


91.3% 


94.4% 


EFA201433 


SEP200875 


50% 


91.6% 


94.4% 


EFA201433 


SHA100464 


49% 


91.6% 


94.7% 


EFA201433 


SMU100491 


61% 


90.5% 


93.9% 


EFA201433 


SPN401694 


58% 


90.5% 


93.9% 


EFA201433 


SPY200261 


59% 


90.5% 


93.9% 


EFA201433 


TPA100402 


27% 


72.4% 


75% 


EFA201433 


VCH100156 


33% 


93.5% 


91.7% 


EFA201433 


YPS001748 


31% 


77.1% 


74.6% 


EFA201457 


ABA102495 


. 35% 


90.6% 


100% 


EFA201457 


BAN109820 


36% 


78.7% 


80.6% 


EFA201457 


BAN101919 


46% 


100% 


99.9% 


EFA201457 


BFR11118 


37% 


100% 


100% 


EFA201457 


BPT1 00285 


31% 


99.3% 


99.1% 


EFA201457 


BBU100513 


23% 


36.1% 


48.8% 


EFA201457 


BCE101979 


32% 


97.4% 


97.4% 


EFA201457 


BFU107151 


28% 


43.4% 


99.2% 


EFA201457 


BMA101914 


31% 


99.3% 


99.1% 


EFA201457 


CJU100827 


27% 


98.9% 


99.0% 


EFA201457 


CPN200152 


27% 


95.5% 


95.1% 


EFA201457 


CTR200749 


29% 


98.1% 


97.7% 


EFA201457 


CAC101148 


34% 


100% 


100% 


EFA201457 


CBO103321 


37% 


100% 


99.9% 


EFA201457 


CDF100484 


38% 


32.8% 


100% 


EFA201457 


CDF103760 


35% 


100% 


99.7% 


EFA201457 


CDP100987 


31% 


97.4% 


97.4% 


EFA201457 


EBC 102988 


36% 


72.2% 


99.7% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


xiomoiog coverage 


EFA201457 


EFA201457 


100% 


100% 


i nno/. 


EFA201457 


EFM200867 


72% 


100% 


100% 


EFA201457 


ECO101681 


35% 


100% 


OQ 00/ 

99.9% 


EFA201457 


HIN101278 


36% 


100% 


nn no/ 

99.9% 


EFA201457 


HPY100398 


26% 


100% 


nn no/ 

99.9% 


EFA201457 


KPN301695 


35% 


100% 


nn no/ 

99.9% 


EFA201457 


LPN100643 


33% 


100% 


nn no/ 

99.9% 


EFA201457 


LMO101759 


47% 


100% 


1 nno/ 
100% 


EFA201457 


MCA100197 


35% 


100% 


nn no/ 

99.9% 


EFA201457 


MAV106542 


29% 


100% 


nn no/ 

99.9% 


EFA201457 


MBV101271 


29% 


74.3% 


no to/ 

93.7% 


EFA201457 


MLP 100870 


28% 


99.3% 


f\A no/ 

99.0% 


EFA201457 


MTU201629 


28% 


99.3% 


99.2% 


EFA201457 


MGE100197 


23% 


89.6% 


89.6% 


EFA201457 


MPN100048 


24% 


98.9% 


99.8% 


EFA201457 


NGO101903 


36% 


98.4% 


98.3%o 


EFA201457 


NME200861 


35% 


98.4% 


98.3%) 


EFA201457 


PMU1 00629 


36% 


100% 


99.9% 


EFA201457 


PRT101304 


34% 


100% 


nn no/ 

99.9% 


EFA201457 


PAE202737 


34% 


100% 


99.9% 


EFA201457 


PPU103715 


33% 


100% 


nn no/ 

99.9% 


EFA201457 


PSY100068 


32% 


100% 


nn no/ 

99.9% 


EFA201457 


SPA100516 


35% 


77.3% 


no no/ 

98.9% 


EFA201457 


STY101114 


35% 


100% 


nn no/ 

99.9% 


EFA201457 


STM103450 


35% 


100% 


99.9% 


EFA201457 


SAU801139 


45% 


99.6% ~ 1 


99.8% 


EFA201457 


SEP200864 


45% 


100% 


100% 


EFA201457 


SHA1 00442 


48% 


62.5% 


f\ a no/ 

94.9% 


EFA201457 


SMU100476 


60% . 


5.7% 


i nno/ 

100% 


EFA201457 


SMU100483 


56% 


100% 


1 nno/ 

100% 


EFA201457 


SPN400509 


57% 


100% 


1 nno/ 

100% 


EFA201457 


SPY200565 


55% 


100% 


i nno/ 

100% 


EFA201457 


TPA100014 


25% 


38.5% 


49.5% 


EFA201457 


UUR100462 


23% 


92.2% 


93.0%> 


EFA201457 


VCH101201 


34% 


98.9% 


98.7% 


EFA201457 


YPS003055 


34% 


100% 


99.9% 


EFA201460 


ABA105548 


22% 


68.7% 


69.3%) 


EFA201460 


BAN111196 


33% 


97.8% 


99.9%o 


EFA201460 


BAN105909 


37% 


98.7% 


on no/ 

99.9% 


EFA201460 


BBU100632 


22% 


67.9% 


69.1% 


EFA201460 


BMA105524 


21% 


93.2% 


m to/ 

91.2% 


EFA201460 


CTR200007 


23% 
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CPN201063 


30% 


6.2% 


20.5% 


EFA201637 


CBO101137 


58% 


99.9% 


98.8% 


EFA201637 


CDF104440 


58% 


99.9% 


100% 


EFA201637 


EFA201637 


100% 


100% 


100% ! 


EFA201637 


ECO102802 


30% 


79.2% 


97.9% 


EFA201637 


MCA101640 


35% 


6.5% 


25% 


EFA201637 


MBV100418 


28% 


76.5% 


91.1% 


EFA201637 


MTU200372 


28% 


76.5% 


91.1% 


EFA20163.7 


PAE201522 


24% 


72.9% 


84.1% 


EFA201637 


PPU1 07262 


24% 


73,2% 


OH 00/ 

86.8% 


EFA201637 


PSY103891 


23% 


72.9% 


84.8% 


EFA201637 


SAU801149 


32% 


4.6% 


45.5% 


EFA201637 


TPA100078 


23% 


42.6% 


47.7% 


EFA201645 


ABA101872 


24% 


56.8% 


50.9% 
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EFA201645 


BPT102102 


21% 


56.5% 


37.4% 


EFA201645 


CBO101032 


42% 


92.3% 


91.9% 


EFA201645 


CBO101859 


42% 


97.2% 


95.3% 


EFA201645 


CDF1 00557 


43% 


91.2% 


89.1% 


EFA201645 


EBC103454 


32% 


20.7% 


42.8% 


EFA201645 


EFA201645 


100% 


100% 


100% 


EFA201645 


LPN100916 


24% 


85.6% 


91.5% 


EFA201645 


PRT105013 


27% 


50.9% 


67.4% 


EFA201645 


PAE200544 


25% 


33.3% 


22.1% 


EFA201645 


PPU108658 


25% 


49.8% 


22.0% 


EFA201645 


PSY102151 


29% 


32.3% 


36.9% 


EFA201645 


STY102026 


27% 


75.4% 


81.2% 


EFA201645 


STM101769 


28% 


75.4% 


81.2% 


EFA201645 


TPA100728 


50% 


92.6% 


95% 


EFA201645 


YPS001677 


24% 


57.5% 


69.8% 


EFA201646 


ABA100945 


35% 


94.3% 


94.5% 


EFA201646 


BFR11247 


51% 


93.4% 


57.7% 


EFA201646 


BPT1 02078 


29% 


94.9% 


22.4% 


EFA201646 


BCE1 14722 


33% 


89.0% 


89.0% 


EFA201646 


BFU108232 


34% 


90.0% 


90.4% 


EFA201646 


BMA109760 


30% 


95.3% 


91.9% 


EFA201646 


CJU100009 


28% 


94.3% 


95.4% 


EFA201646 


CAC102748 


36% 


90.3% 


97.6% 


EFA201646 


CBO101098 


57% 


96.2% 


96.4% 


EFA201646 


CBO102837 


58% 


97.7% 


99.3% 


EFA201646 


CDF102919 


55% 


97.2% 


98.5% 


EFA201646 


EBC105166 


33% 


94.3% 


95.1% 


EFA201646 


EFA201646 


100% 


100% 


100% 


EFA201646 


ECO102823 


36% 


92.4% 


68.5% 


EFA201646 


ECO102419 


35% 


93.0% 


67.4% 


EFA201646 


KPN306735 


37% 


8.7% 


20.2% 


EFA201646 


LMO100374 


27% 


96.2% 


96.3% 


EFA201646 


MCA102847 


25% 


34.1% 


20.7% 


EFA201646 


MAV104921 


30% 


94.1% 


89.3% 


EFA201646 


MBV101949 


30% 


96.2% 


93.6% 


EFA201646 


MLP100043 


29% 


94.1% 


91.8% 


EFA201646 


MTU203803 


30% 


96.2% 


93.6% 


EFA201646 


PRT105231 


33% 


96.2% 


95.9% 


EFA201646 


PAE205030 


36% 


93.9% 


93.1% 


EFA201646 


PPU102730 


36% 


94.1% 


94.3% 


EFA201646 


PSY103728 


35% 


93.9% 


94.1% 


EFA201646 


SPA100761 


34% 


94.3% 


97.6% 


EFA201646 


STY101535 


34% 


94.3% 


95.1% 


EFA201646 


STM101814 


34% 


94.3% 


95.1% 


EFA201646 


SAU800473 


28% 


92.2% 


92.6% 


EFA201646 


SEP201791 


26% 


96.8% 


97.1% 


EFA201646 


SHA103074 


28% 


96.4% 


96.7% 


EFA201646 


SMU101812 


31% 


98.3% 


97.5% 


EFA201646 


TPA100727 


42% 


97.0% 


89.4% 


EFA201646 


VCH 102342 


36% 


94.1% 


94.7% 


EFA201646 


YPS003815 


36% 


94.3% 


95.1% 


EFA201699 


BCE1 10252 


34% 


68.0% 


32.9% 


EFA201699 


BFU1 11005 


29% 


18.8% 


36.7% 


EFA201699 


BFU103784 


25% 


20.3% 


10.2% 
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EFA201699 


EBC103370 


32% 


i c in/ 

15.7% 


OA 10/ 


EFA201699 


EFA201699 


100% 


1 A AO / 

100% 


i r\r\o/ 
IUUto 


EFA201699 


EFM200673 


57% 


AA *70/ 

99.7% 


yy.o/o 


EFA201699 


KPN307953 


A AO/ 

24% 


£1 1 0/ 

oi.lyo 


jl.l/o 


EFA201699 


PAE201090 


26% 


on ao/ 


70/ 


EFA201699 


PPU108292 


36% 


A AO/ 

0.4% 


10 10/ 


EFA201699 


PSY104048 


48% 


OA AO/ 

80.4% 


id no/ 

JO. / 70 1 


EFA201699 


VCH101614 


30% 


7.3% 


19.1% 


EFA201699 


YPS001628 


28% 


28.5% 


OI AO/ 

81.0% 


EFA201749 


ABA103622 


38% 


100% 


1 AAO/ 

100% 


EFA201749 


BAN106917 


40% 


100% 


1 AAO/ 

100% 


EFA201749 


BAN102903 


57% 


100% 


1 AAO/ 
100% 


EFA201749 


BFR105590 


50% 


8.3% 


11 £0/ 

3 J. 070 


EFA201749 


BPT101720 


37% 


100% 


1 AAO/ 
1UU70 


EFA201749 


BCE109254 


38% 


100% 


1 AAO/ 

100% 


EFA201749 


BFU109440 


43% 


17.6% 


*7Q iCO/ 

78.6% 


EFA201749 


BFU103182 


38% 


100% 


1 AAO/ 

100% 


EFA201749 


BMA102722 


38% 


100% 


1 AAO/ 

100% 


EFA201749 


CJU101290 


36% 


100% 


1 AAO/ 

100% 


EFA201749 


CPN200876 


38% 


100% 


1 AAO/ 

100% 


EFA201749 


CTR200198 


39% 


100% 


1 AAO/ 

100% 


EFA201749 


CAC103586 


43% 


1 AAO/ 

100% 


1 AAO/ 

100% 


EFA201749 


CBO102655 


43% 


1 AAO/ 

100% 


1 AAO/ 
IUUTO 


EFA201749 


CDF100284 


42% 


1 AAO/ 

100% 


1 AAO/ 

IUUto 


EFA201749 


CDP100523 


41% 


n /* ad/ 

96.2% 


1 AAO/ 

IUUto 


EFA201749 


EBC 104245 


39% 


100% 


1 AAO/ 


EFA201749 


EFA201749 


100% 


-1 AAO/ 

100% 


1 AAO/ 
100% 


EFA201749 


EFM100811 


66% 


100% 


1 AAO/ 

100% 


EFA201749 


ECO103650 


39% 


100% 


1 AAO/ 

100% 


EFA201749 


HIN100409 


40% 


100% 


1 AAO/ 

100% 


EFA201749 


HPY101510 


34% 


100% 


1 AAO/ 

100% 


EFA201749 


KPN300721 


40% 


100% 


1 AAO/ 
100% 


EFA201749 


-m- t -* AAA ^ A 

LPN102850 


37% 


1 AAI1/ 

100% 


1 AAO/ 
100% 


EFA201749 


LMO101794 


59% 


100% 


1 AAO/ 

IUUto 


EFA201749 


MCA103570 


37% 


100% 


1 AAO/ 
100% 


EFA201749 


MAV105640 


38% 


100% 


/"A /* 4 ft/ 

96.1% 


EFA201749 


MBY101159 


39% 


97.2% 


100% 


EFA201749 


MLP100237 


38% . 


100% 


100% 


EFA201749 


MTU203389 


39% 


100% 


100% 


EFA201749 


NGO101887 


38% 


100% 


100% 


EFA201749 


NME200260 


38% 


100% 


1 a An/ 

100% 


EFA201749 


PMU101731 


40% 


100% 


1 AAO/ 

100% 


EFA201749 


PRT1 04794 


40% 


100% 


1 AAO/ 

100% 


EFA201749 


PAE205544 


39% 


100% 


1 AAO/ 

100% 


EFA201749 


PPU102151 


40% 


100% 


1 AAO/ 

100% 


EFA201749 


PSY103460 


39% 


100% 


1 AAO/ 

100% 


EFA201749 


SPA101582 


36% 


100% 


1 Ann/ 

100% 


EFA201749 


STY103864 


40% 


100% 


100% 


EFA201749 


SAU802154 


58% 


100% 


100% 


EFA201749 


CTDTllrtl AiTA 


59% 


1 AA0/ 


IUU/O 


EFA201749 


SHA100979 


59% 


100% 


100% 


EFA201749 


SMU101007 


. 60% 


100% 


100% 


EFA201749 


SPN400245 


63% 


100% 


100% 


EFA201749 


SPY200983 


59% 


100% 


100% 
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EFA201749 


TPA1 00852 


35% 


100% 


100% 


EFA201749 


VCH100482 


37% 


100% 


100% 


EFA201749 


YPS003544 


40% 


100% 


100% 


EFA201801 


BAN1 10308 


43% 


90.7% 


92.0% 


EFA201801 


BAN106306 


58% 


97.7% 


98.6% 


EFA201801 


EFA201801 


100% 


100% 


100% 


EFA201801 


EFM1 00902 


78% 


99.4% 


99.9% 


EFA201801 


LMO102776 


58% 


97.3% 


96.9% 


EFA201801 


MGE100206 


40% 


89.6% 


92.2% 


EFA201801 


MPN100031 


38% 


91.2% 


93.9% 


EFA201801 


SAU801355 


56% 


97.7% 


99.2% 


EFA201801 


SEP202031 


55% 


97.2% 


98.8% 


EFA201801 


SHA100827 


56% 


96.6% 


99.7% 


EFA201801 


SMU101036 


60% 


95.7% 


98.8% 


EFA201801 


SPN400757 


59% 


98.9% 


99.3% 


EFA201801 


SPY200681 


59% 


97.3% 


99.0% 


EFA201801 


UUR100472 


40% 


87.4% 


84% 


EFA201826 


ABA104082 


28% 


92.8% 


90.4% 


EFA201826 


BAN105157 


34% 


97.0% 


99.5% 


EFA201826 


BAN1 07229 


40% 


98.5% 


98.5% 


EFA201826 


BCE115108 


26% 


96.5% 


91.8% 


EFA201826 


BFU107730 


27% 


89.1% 


85.8% 


EFA201826 


BMA109379 


24% 


91.6% 


90.9% 


EFA201826 


EBC101035 


25% 


87.8% 


86.2% 


EFA201826 


EFA201826 


100% 


100% 


100% 


EFA201826 


ECO101082 


26% 


88.6% 


85.3% 


EFA201826 


LMO100421 


43% 


99.8% 


99.8% 


EFA201826 


PMU101477 


28% 


28.0% 


25.2% 


EFA201826 


PPU108176 


26% 


91.1% 


89.6% 


EFA201826 


SPA102808 


26% 


92.3% 


90.1% 


EFA201826 


STY1 02547 


26% 


88.6% 


85.3% 


EFA201826 


STM102737 


27% 


88.6% 


85.3% 


EFA201826 


SAU800941 


40% 


98.8% 


99.3% 


EFA201826 


SEP201510 


40% 


98.8% 


93.2% 


EFA201826 


SHA100915 


38% 


70.0% 


100% 


EFA201827 


ABA100229 


40% 


64.7% 


56.9% 


EFA201827 


BAN107161 


30% 


54.3% 


99.8% 


EFA201827 


BAN107699 


56% 


34.0% 


98.5% 


EFA201827 


BAN102783 


46% 


98.6% 


99.9% 


EFA201827 


BFR11263 


36% 


80.7% 


80.1% 


EFA201827 


BPT102660 


39% 


80.7% 


78.3% 


EFA201827 


BBU100256 


47% 


55.4% 


56.7% 


EFA201827 


BCE101034 


39% 


80.8% 


80.6% 


EFA201827 


BFU100730 


39% 


80.8% 


74.9% 


EFA201827 


BMA101290 


46% 


62.5% 


92.3% 


EFA201827 


CJU100817 


39% 


74.7% 


65.5% 


EFA201827 


CPN200970 


43% 


63.2% 


63.4% 


EFA201827 


CTR200112 


35% 


93.2% 


93.7% 


EFA201827 


CAC101785 


40% 


96.8% 


96.5% 


•p-p i «ni A/IT 

EFA201827 


CBO100656 


42% 


97.8% 


98.4% 


EFA201827 


CDF1 00864 


40% 


96.8% 


98.3% 


EFA201827 


CDP100424 


35% 


95.9% 


86.7% 


EFA201827 


EBC10O487 


38% 


60.0% 


69.0% 


EFA201827 


EFA201827 


100% j 100% 


100% 
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EFA201827 


EFM200744 


68% 


99.9% 




EFA201827 


ECO100865 


42% 


65.6% 


41.070 


EFA201827 


HIN101559 


45% 


56.8% 


oa no/ 


EFA201827 


HPY1O1073 


39% 


72.1% 


05.Z70 


EFA201827 


KPN307601 


48% 


30.1% 


r\n AO/ 
97.4% 


EFA201827 


LPN100195 


42% 


68.0% 


nc qo/ 
75.8% 


EFA201827 


LMO102030 


51% 


98.3% 


AA CO/ 

99.6% j 


EFA201827 


MCA100556 


41% 


57.2% 


A A AO/ 

99.4% 


EFA201827 


MAV100073 


46% 


65.2% 


72.2% 


EFA201827 


MBV103355 


46% 


62.0% 


CC AO/ 

00. 0/o 


EFA201827 


MLP100598 


46% * 


64.3% 


Ci\ 00/ 

60.0% 


EFA201827 


MTU202711 


46% 


62.0% 


57.3% 


EFA201827 


NGO100195 


39% 


79.8% 


76.0% 


EFA201827 


NME201387 


40% 


79.8% 


80.4% 


EFA201827 


PMU1 00255 


42% 


70.4% 


£1 AO/ 

ol. y/o 


EFA201827 


PRT100386 


43% 


66.9% 


61.3% 


EFA201827 


PAE202613 


38% 


83.1% 


83.6% | 


EFA201827 


PPU1O0858 


40% 


79.8% 


84.4% 


EFA201827 


PRY1041B6 


39% 


79.8% 


*70/ 

82.7% 


EFA201827 


SPA103466 


45% 


57.6% 


AC QO/ 

95.3% 


EFA201827 


STY102893 


42% 


65.2% 


41.6% 


EFA201827 


STM102713 


42% 


65.2% 


A 1 AO/ 

41.470 


EFA201827 


SAU801276 


45% 


98.9% 


r\r\ TO/ 

99.5% 


EFA201827 


SEP201569 


46% 


98.9% 


99.5% 


EFA201827 


SHA101101 


44% 


96.5% 


AA AO/ 

99.9% 


EFA201827 


SMU101151 


49% 


97.5% 


rvrv in/ 

99.2% 


EFA201827 


SPN400781 


50% 


97.5% 


A A TO/ 

99.7% 


EFA201827 


SPY200327 


50% 


97.6% 


99.3% 


EFA201827 


TPA100989 


49% 


57.7% 


co 10/ 

58.1% 


EFA201827 


UUR100513 


24% 


28.3% 


ao no/ 

28.7% 


EFA201827 


VCH101873 


45% 


57.7% 


C 1 AO/ 

51.0% 


EFA201827 


YPS001224 


43% 


65.9% 


40 00/ 

42.8% 


EFA201867 


EFA201867 


100% 


100% 


1 AAO/ 

100% 


EFA201867 


SMU100125 


32% 


94.4% 


97.5% 


EFA201867 


SPY201027 


30% 


96.0% 


98.3% 


EFA201869 


ABA105939 


35% 


47.3% 


40.7% 


EFA201869 


BAN107872 


44% 


94.3% 


98.5% 


EFA201869 


BAN102524 


45% 


94.3% 


96.7% 


EFA201869 


BFR104611 


37% 


46.6% 


A 1 AO/ 

41.0% 


EFA201869 


BPT101657 


35% 


49.5% 


45.7% 


EFA201869 


BBU100705 


31% 


91.9% 


f\A Ad/ 

92.4% 


EFA201869 


BCE100092 


27% 


96.3% 


OA TO/ ! 

79.7% 


EFA201869 


BFU102642 


26% 


96.3% 


77.1% 


EFA201869 


BMA109607 


31% 


64.8% 


53.6% 


EFA201869 


CJU100728 


31% 


44.3% 


47.3% 


EFA201869 


CPN201005 


30% 


97.5% 


99.0% 


EFA201869 


CTR200077 


32% 


93.6% 


AC Z'O/ 

95.6% 


EFA201869 


CAC100065 


21% 


95.3% 


92.6% 


EFA201869 


CBO 100682 


43% 


53.7% 


AC\ £.&/ 

49.6% 


EFA201869 


/Tp\T?1 rt1 A C 1 

CDF1 03451 


Dl/O 


04 1% 


95.5% 


EFA201869 


CDP101606 


36% 


51.7% 


43.8% 


EFA201869 


EBC1 02069 


33% 


48.8% 


46.0% 


EFA201869 


EFA201869 


100% 


100% 


100% 


EFA201869 


ECO100143 


33% 


51.0% 


50% 



932 



WO 02/077183 



PCT/US02/09107 



Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


xiomoiog coverage 


EFA201869 


TTTVT1 /*\ /V f ^\ 

HIN 100062 


35% 


An 00/ 

49.8% 




EFA201869 


HPY100632 


42% 


46.1% 


4/.J/0 


EFA201869 


KPN308697 


32% 


Ci\ TO/ 

50.7% 


J 1.070 


EFA201869 ! 


LPN103037 


38% 


A O f\ti/ 

48.0% 


AH 00/ 
4 /.O70 


EFA201869 


LMO 102472 


44% 


93.6% 


or 00/ 

yo.yyo 


EFA201869 


MCA100864 


34% 


54.7% 




EFA201869 


MAVi 03429 


29% 


9L4% 


50.070 


EFA201869 


MBV106184 


27% 


r\r\ in/ 

99.3% 


0*7 00/ 


EFA201869 


MLP101592 


28% 


no on/ 

98.8% 


Q*7 10/ 


EFA201869 


MTU203852 


27% 


OO 1 ft / 

99.3% 


Q*7 Q0/ 

y /.yyo 


EFA201869 


NGOl 00973 


38% 


AO 1 0/ 

48.3% 


A A TO/ 
44. /TO 


EFA201869 


NME200969 


37% 


48.3% 


/II QO/ 

43.yyo 


EFA201869 


PMU100864 


36% 


48.8% 


A 1 *70/ 

41.7% 


EFA201869 


PRT102520 


36% 


48.3% 


AC £0/ 

46.6% 


EFA201869 


PAE204723 


34% 


53.2% 


48.8% 


EFA201869 


PPU108737 


36% 


51.2% 


47.1% 


EFA201869 


PSY105160 


35% 


51.7% 


AC 00/ 

46.9% 


EFA201869 


SPA104027 


35% 


49.8% 


47.1% 


EFA201869 


STY 103428 


35% 


49.8% 


1 ny 

45.1% 


EFA201869 


STM101254 


32% 


60.3% 


<o AO/ 

jy.o/o 


EFA201869 


SAU801457 


37% 


95.1% 


y/yo 


EFA201869 


SEP200430 


37% 


Off 1 0/ 

95.1% 


0*70/ 

y/yo 


EFA201869 


SHA101762 


37% 


AC 00/ 

95.8% 


Q7 00/ 

y /.oyo 


EFA201869 


SMU100881 


50% 


0*7 ao/ 

97.0% 


AO CO/ 

99.5% 


EFA201869 


SPN401412 


49% 


98.5% 


1 oooy 
100% 


EFA201869 


SPY200644 


46% 


97.0% 


AA 00/ 

99.2% 


EFA201869 


TPA100267 
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UUR100236 


59% 


99.3% 


99.6% 


EFA201999 


VCH102556 


60% 


100% 


1 AAO/ 

100% 


EFA201999 


YPS001863 


59% 


100% 


AA 

99.6% 


EFA202001 


ABA100081 


42% 


90.3% 


AOO/ 

93% 


EFA202001 


BFR10676 


44% 


98.1% 


AO CO/ 

98.6% 


EFA202001 


BPT100849 


37% 


95.2% 


96.1% 


EFA202001 


BBU100478 


39% 


96.1% 


96.2% 


EFA202001 


BCE103118 


36% 


97.6% 


98.1% 


EFA202001 


BFU1G0270 


34% 


97.6% 


98.1% 


EFA202001 


BMA104332 


37% 


62.3% 


97.0% 


EFA202001 


CJU101610 


36% 


97.6% 


98.0% 


EFA202001 


CPN200099 


32% 


96.6% 


94.6% 


EFA202001 


CTR200803 


33% 


96.6% 


r\A co/ 

94.6% 


EFA202001 


CAC100377 


43% 


1 AAO/ 

100% 


1 AAO/ 

lUOyo 


EFA202001 


CBO103307 


44% 


1 AAO/ 

100% 


1 AAO/ 

IUUto 


EFA202001 


CDF100746 


49% 


100% 


AC AD/ 

95.4% 


EFA202001 


CDP101562 


39% 


91.8% 


OO AO/ 

88.0% 


EFA202001 


EBC101609 


43% 


91.8% 


A A Aft/ 

94.0% 


EFA202001 


EFA202001 


100% 


100% 


100% 


EFA202001 


ECOl 03242 


42% 


92.3% 


94.5% 


EFA202001 


HIN100758 


42% 


92.3% 


A^O/ 

95% 


EFA20200.1 


HPY101300 


35% 


77.8% 


no CO/ 

78.6% 


EFA202001 


KPN300696 


41% 


92.3% 


A A CO/ 

94.5% 


EFA202001 


LMO 102640 


67% 


1 AAO/ 

100% 


1 AAO/ 
100% 


EFA202001 


MCA100249 


44% 


92.3% 


ACO/ 

95% 


EFA202001 


MAV102087 


44% 


91.3% 


87.6% 


EFA202001 


MBV101018 


43% 


91.3% 


85.2% 


EFA202001 


MLP101136 


42% 


91.8% 


83.0% 


EFA202001 


MTU200699 


43% 


91.3% 


85.2% 


EFA202001 


MGE100155 


37% 


99.5% 


99.5% 


EFA202001 


MPN100665 


39% 


98.1% 


98.1% 


EFA202001 


NGO101615 


35% 


93.7% 


t\A AO/ 

94.2% ! 


EFA202001 


NME200122 


36% 


93.7% 


A A AO/ 

94.2% 


EFA202001 


PMU101414 


42% 


92.3% 


ACO/ 

95% 


EFA202001 


PRT103342 


43% 


93.2% 


ac coy 

95.5% 


EFA202001 


PAE204260 


44% 


91.8% 


a a eti/ 

94.5% 


EFA202001 


PPU104504 


42% 


91.8% 


94.5% 


EFA202001 


PSY108736 


42% 


91.8% 


94.5% 


EFA202001 


SPA104319 


42% 


92.3% 


95% 


EFA202001 


STY101787 


42% 


92.3% 


94.5% 


EFA202001 


SAU802249 


61% 


99.5% 


99.5% 


EFA202001 


CTTDO AAO OA 


/TOO/ 


i nno/ 


1UU/0 


EFA202001 


SHA100769 


61% 


99.5% 


99.5% 


EFA202001 


SMU101861 


67% 


15.0% 


100% 


EFA202001 


SPN400189 


73% 


100% 


100% 


EFA202001 


SPY200038 


74% 


100% 


100% 
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tiomoiog coverage 


EFA202001 


TPA100188 


36% 


96.1% 


QO 10/ 


EFA202001 


UUR100234 


38% 


96.6% 


Q£ 00/ 


EFA202001 


VCH102558 


46% 


92.3% 




EFA202001 


YPS001862 


43% 


93.2% 


AC CO/ 


EFA202003 


ABA100080 


45% 


45.9% 


1 aao/ 


EFA202003 


BFR10677 


52% 


95.7% 


no co/ 
98.5% 


EFA202003 


BPT100848 


49% 


98.1% 


91.7% 


EFA202003 


BBU100477 


50% 


97.6% 


AA AO/ 

99.0% J 


EFA202003 


BCE1 12456 


46% 


100% 


98.2% 


EFA202003 


BFU100269 


45% 


100% 


97.3% 


EFA202003 


BMA106660 


45% 


100% 


97.3% 


EFA202003 


CJU101611 


34% 


94.7% 


96.9% 


EFA202003 


CPN200098 


41% 


95.2% 


95.0% 


EFA202003 


CTR200804 


41% 


95.2% 


94,1% 


EFA202003 


CAC103369 


58% 


99.5% 


100% 


EFA202003 


CBO101061 


59% 


99.5% 


96.8% 


EFA202003 


CDF100745 


66% 


98.1% 


r\ a 1 0/ 

98.1% 


EFA202003 


CDP100915 


54% 


98.1% 


r\ r AO/ 

95.0% 


F.FA302003 


EBC101610 


50% 


98.1% 


f\f\ AO/ 

99.0% 


EFA202003 


EFA202003 


100% 


100% 


1 A AO/ 

100% 


EFA202003 


ECO103243 


50% 


98.1% 


f\r\ AO/ 

99.0% 


EFA202003 


HIN100757 


49% 


98.1% 


AA AO/ 

99.0% 


EFA202003 


HPY101301 


31% 


90.4% 


no no/ 
92.7% 


EFA202003 


KPN300695 


48% 


43.1% 


1 AAO/ 


EFA202003 


LMO102018 


77% 


100% 


1 AAO/ 

100% 1 


EFA202003 


MCA100248 


48% 


99.5% 


100% 


EFA202003 


MAV102086 


52% 


98.1% 


AZT OO/ 

96.8% 


EFA202003 


MBV100990 


50% 


98.1% 


96.8% 


EFA202003 


MLP101137 


50% 


98.1% 


96.3% 


EFA202003 


MTU200698 


50% 


98.1% 


a/- adJ 

96.8% 


EFA202003 


MGE100154 


40% 


98.1% 


81.3% 


EFA202003 


MPN100666 


38% 


98.1% 


72.8% 


EFA202003 


NGO101617 


48% 


99.0% 


98.6% 


EFA202003 


NME200123 


48% 


99.0% 


98.6% 


EFA202003 


PMU101415 


50% 


98.1% 


99.0% 


EFA202003 


PRT102977 


51% 


98.1% 


99.0% 


EFA202003 


PAE204261 


51% 


100% 


99.5% 


EFA202003 


PPU111511 


51% 


100% 


99.5% 


EFA202003 


PSY106254 


51% 


100% 


94.6% 


EFA202003 


SPA104320 


48% 


98.1% 


99.0% 


EFA202003 


STY101786 


50% 


98.1% 


99.0% 


EFA202003 


SAU802250 


64% 


99.0% 


98.2% 


EFA202003 


SEP200281 


62% 


99.0% 


98.2% 


EFA202003 


SHA100768 


62% 


60.3% 


96.9% 


EFA202003 


SMU100611 


86% 


99.5% 


99.0% 


EFA202003 


SPN400188 


87% 


99.5% 


99.0% 


EFA202003 


SPY200037 


85% 


99.5% 


99.0% 


EFA202003 


TPA100187 


41% 


97.6% 


97.6% 


EFA202003 


UUR100233 


50% 


98.1% 


88.8% 


EFA202003 


VCH102559 


CIO/ 

Di/o 


OR 1% 


99.0% 


EFA202003 


YPS001861 


50% 


98.1% 


99.0% 


EFA202006 


ABA100233 


75% 


33.4% 


98.5% 


EFA202006 


ABA100062 


76% 


99.5% 


99.5% 


EFA202006 


BAN106076 


82% 


100% 


100% 
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Query Coverage 


Homolog Coverage 


EFA202006 


BFR12122 


73% 


99.7% 


AA *70/ 

99.7% 


EFA202006 


BPT100044 


77% 


100% 


1 AAD/ 

100% 


EFA202006 


BPT100847 


77% 


100% 


1 AAO/ 

100% 


EFA202006 


BBU100475 


64% 


100% 


98.3% 


EFA202006 


BCE1 12288 


67% 


15.7% 


1 AAO/ 

100% 


EFA202006 


BCE106056 


79% 


51.9% 


AA AO/ 

99.0% 


EFA202006 


BCE108906 


77% 


100% 


100% 


EFA202006 


BFU100267 


71% 


36.5% 


97.3% 


EFA202006 


BFU 100847 j 


76% 


100% 


1 A AO/ 
100% 


EFA202006 


BMA107343 


77% 


95.9% 


1 AAO/ 

100% 


EFA202006 


BMA1 06305 


77% 


100% 


100% 


EFA202006 


CJU100435 


75% 


100% 


100% 


EFA202006 


CPN200689 


69% 


99.5% 


99.5% 


EFA202006 


CTR200588 


68% 


99.7% 


98.5% 


EFA202006 


CAC103049 


76% 


100% 


100% 


EFA202006 


CBO100671 


69% 


10.9% 


95.6% 


EFA202006 


CBO101209 


78% 


59.0% 


100% 


EFA202006 


CBO101304 


75% 


99.5% 


AA CO/ 

99.5% 


EFA202006 


CDF100547 


75% 


100% 


96.1% 


EFA202006 


CDP100912 


71% 


100% 


1 AAO/ 

100% 


EFA202006 


EBC101615 


74% 


33.7% 


AA "50/ 

99.3% 


EFA202006 


EBC100362 


81% 


47.6% 


i AAO/ 

100% 


EFA202006 


EBC102891 


76% 


99.7% 


f\t\ "10/ ! 

99.7% 


EFA202006 


EFA202006 


100% 


100% 


1 AAO/ 

100% 


EFA202006 


.EFM100161 


81% 


71.4% 


100% 


EFA202006 


ECO103262 


77% 


99.7% 


99.7% 


EFA202006 


ECO103878 


77% 


99.7% 


AA *70/ 

99.7% 


EFA202006 


HIN100558 


78% 


100% 


1 AAO/ 

100% 


EFA202006 


HIN100613 


78% 


100% 


1 AAO/ 

100% 


EFA202006 


HPY101188 


77% 


100% 


1 AAO/ 

100% 


EFA202006 


KPN300520 


80% 


23.5% 


100% 


EFA202006 


KPN300653 


77% 


80% 


99.7% 


EFA202006 


KPN300869 


77% 


99.7% 


99.7% 


EFA202006 


LMO102516 


84% 


100% 


100% 


EFA202006 


MCA100162 


76% 


99.5% 


99.5% 


EFA202006 


MAV102941 


72% 


100% 


100% 


EFA202006 


MBV103318 


72% 


100% 


100% 


EFA202006 


MLP101139 


72% 


100% 


1 AAO/ 

100% 


EFA202006 


MTU200682 


72% 


100% 


100% 


EFA202006 


MGE100460 


69% 


100% 


100% 


EFA202006 


MPN100177 


70% 


100% 


100% 


EFA202006 


NGO101673 


79% 


99.7% 


99.7% 


EFA202006 


NGO101620 


79% 


99.7% 


99.7% 


EFA202006 


NME200128 


80% 


99.7% 


99.7% 


EFA202006 


NME200143 


80% 


99.7% 


99.7% 


EFA202006 


PMU101746 


76% 


100% 


100% 


EFA202006 


PMU101357 


77% 


100% 


1 AAO/ 

100% 


EFA202006 


PRT100737 


79% 


24.6% 


■% AAO/ 

100% 


EFA202006 


PRT100321 


78% 


99.7% 


99.7% 


EFA202006 


PAE204275 


75% 


lUlr/o 


LVU/O 


EFA202006 


PAE204263 


75% 


100% 


100% 


EFA202006 


PPU104463 


72% 


77.0% 


100% 


EFA202006 


PPU104501 1 72% 


100% 


100% 


EFA202C06 


PSY107231 I 73% 


99.7% 


99.7% 
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Query Coverage 


Homolog Coverage 


EFA202006 


SPA104331 


74% 


39.5% L 


99.4% 


EFA202006 


SPA102798 


77% 


99.7% 


99.7% 


EFA202006 


STY102689 


77% 


99.7% 


99.7% 


EFA202006 


STY101782 


77% 


99.7% 


99.7% 


EFA202006 


STM102043 


77% 


99.7% 


99.7% 


EFA202006 


SAU800548 


89% 


100% 


100% 


EFA202006 


SEP200072 


89% 


99.5% 


99.5% 


EFA202006 


SHA101389 


89% 


100% 


100% 


EFA202006 


SMU101538 


77% 


99.5% 


99.5% 


EFA202006 


SPN401342 


78% 


99.5% 


99.5% 


EFA202006 


SPY200441 


77% 


99.5% 


99.5% 


EFA202006 


TPA100185 


65% 


99.7% 


79.6% 


EFA202006 


UUR100528 


71% 


98.7% 


98.7% 


EFA202006 


VCH100316 


76% 


99.7% 


99.7% 


EFA202006 


VCH100357 


76% 


99.7% 


99.7% 


EFA202006 


YPS000510 


76% 


100% 


100% 1 


EFA202006 


YPS001855 


76% 


99.7% 


99.7% 


EFA202007 


ABA100059 


60% 


87.9% 


100% 


F.F A 7.02007 


BAN103750 


78% 


10.1% 


95.9% 


EFA202007 


BAN1 13143 


70% 


76.6% 


98.5% 


EFA202007 


BAN108186 


79% 


99.7% 


98.9% 


EFA202007 


BFR12249 


57% 


62.8% 


98.4% 


EFA202007 


BPT100846 


61% 


99.6% 


99.9% 


EFA202007 


BBU100539 


46% 


98.1% 


98.4% 


EFA202007 


BCE105443 


62% 


99.0% 


99.3% 


EFA202007 


BFU104282 


63% 


99.0% 


99.3% 


EFA202007 


BMA107083 


63% 


98.7% 


86.5% 


EFA202007 


CJU100458 


60% 


99.7% 


100% 


EFA202007 


CPN200199 


58% 


99.0% 


99.6% 


EFA202007 


CTR200711 


59% 


99.0% 


99.6% 


EFA202007 


CAC102763 


64% 


99.0% 


99.4% 


EFA202007 


CBO100608 


64% 


98.7% 


97.4% 


EFA202007 


CDF100548 


67% 


98.8% 


99.4% 


EFA202007 


CDP100910 


58% 


99.1% 


96.4% 


EFA202007 


EBC102893 


60% 


99.6% 


99.9% 


EFA202007 


EFA202007 


100% 


100% 


100% 


EFA202007 


EFM100881 


27% 


96.1% 


96.5% 


EFA202007 


ECO103263 


60% 


99.6% 


99.9% 


EFA202007 


HIN100559 


61% 


99.1% 


99.4% 


EFA202007 


HPY101178 


62% 


99.7% 


100% 


EFA202007 


KPN303651 


62% 


99.0% 


99.1% 


EFA202007 


LMO102926 


78% 


99.9% 


99.4% 1 


EFA202007 


MCA100232 


60% 


99.3% 


98.9% 


EFA202007 


MAV102942 


59% 


98.8% 


98.6% 


EFA202007 


MBV103317 


59% 


98.8% 


98.6% 


EFA202007 


MLP101140 


59% 


98.8% 


98.6% 


EFA202007 


MTU200681 


59% 


98.8% 


98.6% 


EFA202007 


MGE100091 


60% 


99.0% 


99.4% 


EFA202007 


MPN100604 


60% 


99.0% 


99.4% 


EFA202007 


NGO101623 


58% 


99.7% 


lAAff/ 

IUU/0 


EFA202007 


NME200129 


58% 


99.7% 


100% 


EFA202007 


PMU101356 


61% 


99.1% 


99.4% 


EFA202007 


PRT100253 


62% 


99.1% 


93.8% 


EFA202007 


PAE202069 


61% 


99.6% 


99.9% 
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EFA202007 


PPU109182 | 


61% 


99.7% 


99.9% 


EFA202007 


PSY103391 


59% 


93.9% 


100% 


EFA202007 


SPA102789 


57% 


99.6% 


99.9% 


EFA202007 


STY101781 


59% 


99.6% 


99.9% 


EFA202007 


SAU800547 


75% 


99.7% 


99.9% 


EFA202007 


SEP200071 


74% 


99.7% 


99.9% 


EFA2G2007 


SMU1GG688 


86% 


100% 


100% 


EFA202007 


SPN400250 


86% 


99.7% 


99.7% 


EFA202007 


SPY200202 


87% 


99.7% 


99.9% 


EFA202007 


TPA100759 


43% 


97.8% 


97.4% 


EFA202007 


UUR100529 


62% 


99.0% 


99.1% 


EFA202007 


VCH100356 


63% 


99.6% 


100% 


EFA202007 


YPS001853 


60% 


99.6% 


99.9% 


EFA202012 


ABA100128 


46% 


99.0% 


100% 


EFA202012 


BAN103804 


67% 


99.0% 


100% 


EFA202012 


BFR10425 


46% 


99.0% 


100% 


EFA202012 


BPT100895 


42% 


99.0% 


100% 


EFA202012 


BBUI00614 


37% 


99.5% 


99.0% 


EFA202012 


BCE103241 


45% 


99.0% 


100% 


EFA202012 


BFU101595 


45% 


99.0% 


100% 


EFA202012 


BMA100015 


44% 


99.0% 


100% 


EFA202012 


CJU101500 


51% 


99.0% 


100% 


EFA202012 


CPN200012 


39% 


93.6% 


91.9% 


EFA202012 


CTR200903 


40% 


93.6% 


91.9% 


EFA202012 


CAC102218 


42% 


99.0% 


100% 


EFA202012 


CBO101434 


46% 


99.0% 


100% 


EFA202012 


CDF103315 


46% 


86.7% 


91.6% 


EFA202012 


CDP100020 


48% 


99.0% 


100% 


EFA202012 


EBC103653 


45% 


99.0% 


100% 


EFA2020T2 


EFA202012 


100% 


100% 


100% 


EFA202012 


ECO103219 


45% 


99.0% 


100% 


EFA202012 


HIN100782 


47% 


99.0% 


100% 


EFA202012 


HPY101276 


47% 


99.0% 


100% 


EFA202012 


KPN300702 


45% 


99.0% 


100% 


EFA202012 


LMO100680 


72% 


99.0% 


100% 


EFA202012 


MCA100425 


45% 


99.0% 


100% 


EFA202012 


MAV101010 


47% 


99.0% 


100% 


EFA202012 


MBV100325 


45% 


99.0% 


100% 


EFA202012 


MLP101195 


45% 


99.0% 


100% 


EFA202012 


MTU203411 


45% 


99.0% 


100% 


EFA202012 


MGE100317 


41% 


98.0% 


98.0% 


EFA202012 


MPN100395 


44% 


98.0% 


98.0% 


EFA202012 


NGO100887 


45% 


99.0% 


100% 


EFA202012 


NME200098 


45% 


99.0% 


100% 


EFA202012 


PMU101391 


47% 


99.0% 


100% 


EFA202012 


PRT1 04446 


46% 


99.0% 


100% 


EFA202012 


PAE204237 


47% 


99.0% 


100% 


EFA202012 


PPU108168 


46% 


99.0% 


100% 


EFA202012 


PSY107923 


44% 


99.0% 


100% 


EFA202012 


SPA104316 


44% 


99.0% 


100% 


EFA202012 


STY101827 


44% 


99.0% 


100% 


EFA202012 


SAU801719 


66% 


99.0% 


100% 


EFA202012 


SEP201745 | 66% 


99.0% 


100% 


EFA202012 


SHA100142 t 64% 


99.0% 


100% 
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Homolog Coverage 


EFA202012 


SMU101344 


77% 


100% 


100% 


EFA202012 


SPN400078 


76% 


100% 


100% 


EFA202012 


SPY201664 


78% 


100% 


100% 


EFA202012 


TPA100303 


40% 


94.6% 


96.1% 


EFA202012 


UUR100503 


"50% 


99.0% 


99.0% | 


EFA202012 


VCH102535 


46% 


99.0% 


100% 


EFA202012 


YPS002492 


44% 


99.0% 


100% 


EFA202013 


ABA100054 


52% 


100% 


100% 


EFA202013 


BAN101047 


69% j 


100% 


100% 


EFA202013 


BAN102922 


82% 


100% 


100% 


EFA202013 


BFR102620 


43% 


98.7% 


89.2% 


EFA202013 


BPT100845 


53% 


100% 


90.2% 


EFA202013 


BBU100385 


47% 


100% 


100% 


EFA202013 


BCE1 14655 


51% 


100% 


100% 


EFA202013 


BFU1 00845 


50% 


100% 


100% 


EFA202013 


BMA108128 


51% 


100% 


100% 


EFA202013 


CJU100457 


54% 


98.7% 


98.1% 


EFA202013 


CPN200198 


47% 


100% 


100% 


EFA202013 


CTR200712 


47% 


100% 


100% 


EFA202013 


CAC101300 


68% 


100% 


100% 


EFA202013 


CBO100058 


69% 


100% 


90.7% 


EFA202013 


CDF1 00549 


72% 


100% 


100% J 


EFA202013 


CDP100907 


59% 


98.7% 


99.4% 


EFA202013 


EBC102895 


53% 


100% 


100% 


EFA202013 


EFA202013 


100% 


100% 


100% 


EFA202013 


ECO103264 


53% 


100% 


87.2% 


EFA202013 


HIN100560 


57% 


100% 


100% 


EFA202013 


HPY101179 


54% 


98.7% 


98.1% 


EFA202013 


KPN300871 


55% 


92.9% 


86.8% 


EFA202013 


LMO101111 


83% 


100% 


100% 


EFA202013 


MCA100231 


50% 


100% 


100% 


EFA202013 


MAV102943 


60% 


100% 


100% 


EFA202013 


MBV103316 


60% 


100% 


100% 


EFA202013 


MLP101141 


58% 


100% 


100% 


EFA202013 


MTU200680 


60% 


100% 


100% 


EFA202013 


MGE100090 


61% 


98.7% 


99.4% 


EFA202013 


MPN100605 


57% . 


98.7% 


99.4% 


EFA202013 


NGO101627 


51% 


100% 


100% 


EFA202013 


NME200130 


51% 


100% 


100% 


EFA202013 


PMU101355 


57% 


100% 


100% 


EFA202013 


PRT100252 


55% 


100% 


100% 


EFA202013 


PAE204265 


54% 


100% 


100% 


EFA202013 


PPU1 12217 


53% 


100% 


100% 


EFA202013 


PSY106485 


65% 


26.3% 


100% 


EFA202013 


SPA102393 


49% 


66.0% 


91.2% 


EFA202013 


STY101780 


53% 


100% 


100% 


EFA202013 


SAU800546 


78% 


100% 


100% 


EFA202013 


SEP200070 


78% 


100% 


100% 


EFA202013 


SHA102003 


79% 


25% 


97.5% 


EFA202013 


SMU100686 


78% 


100% 


1 AAO/ 
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EFA202013 


SPN400249 


80% 


100% 


100% 


EFA202013 


SPY200201 


80% 
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TPA100241 
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EFA202013 


VCH100355 


56% 


1 AAO/ 
100% 


1 AAO/ 


EFA202013 


YPS001851 


54% 


1 aao/ 

100% 


1 AAO/ 


EFA202015 


ABA100053 


64% 


on 10/ 
99.3% 


1 AAO/ 


EFA202015 


BAN100648 


83% 


1 aao/ 
IOUto 
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EFA202015 


BFR10866 


78% 


ca no/ 

54.7% 
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EFA202015 


BPT100844 


69% 


AA 10/ 

99.3% 


AO AO/ 

Vo.4% 


EFA202015 


BBU100386 


75% 


100% 


1 AAO/ 


EFA202015 


BCE108786 


69% 


100% 


98.4% 


EFA202015 


BFU100844 


69% 


100% 


ao ao/ 

98.4% 


EFA202015 


BMA100034 


68% 


100% 


r\ o AO/ 

98.4% 


EFA202015 


CJU100456 


70% 


100% 


96.9% 


EFA202015 


CPN200197 


67% 


99.3% 


100% ! 


EFA202015 


CTR200713 


68% 


99.3% 


1 AAO/ 

100% 


EFA202015 


CAC103453 


71% 


99.3% 


AO AO/ 

98.4% 


EFA202015 


CBO 102727 


71% 


99.3% 


AO AO/ 


EFA202015 


CDF102422 


76% 


99.3% 


Af 1 0/ 

95.1% 


EFA202015 


CDP1009G4 


66% 


99.3% 


AA AO/ 
90.4% 


EFA202015 


EBC102897 


70% 


100% 


100% 


EFA202015 


EFA202015 


100% 


100% 


1 AAO/ 

100% 


EFA202015 


ECO 103265 


70% 


100% 


1 AAO/ 

100% 


EFA202015 


HIN100561 


71% 


100% 


1 AAO/ 

100% 


EFA202015 


HPY101180 


69% 


100% 


A 1 AO/ 

91.9% 


EFA202015 


KPN200561 


70% 


100% 


1 AAO/ 


EFA202015 


LMO101449 


88% 


aa oo/ 

99.3% 


A A 10/ 


EFA202015 J 


MCA1 00230 


66% 


1 AAO/ 

100% 


1 AAO/ 


EFA202015 


MAV1 02944 


64% 


1 AAO/ 

100% 


1 AAO/ 


EFA202015 


MBV103315 


64% 


a a in/ 

99.3% 


A A 00/ 

99.2% 


EFA202015 


MLP101142 


63% 


100% 


1 AAO/ 
100% 


EFA202015 


MTU200679 


64% 


99.3% 


A A OO/ 

99.2% 


EFA202015 


MGE1 00089 


73% 


99.3% 


AT 00/ 

97.8% 


EFA202015 


MPN100606 


74% 


100% 


98.6% 


EFA202015 


NGO101631 


67% 


99.3% 


100% 


EFA202015 


NME200131 


68% 


99.3% 


1 AAO/ 

100% 


EFA202015 


PMU101354 


70% 


100% 


1 AAO/ 

100% 


EFA202015 


PRT103411 


61% 


83.2% 


93.6% 


EFA202015 


PAE204266 


71% 


99.3% 


1 AAO/ 

100% 


EFA202015 


PPU1 12031 


70% 


99.3% 


100% 


EFA202015 


PSY103389 


69% 


99.3% 


100% 


EFA202015 


SPA102395 


70% 


100% 


100% 


EFA202015 


STY101779 


70% 


100% 


100% 


EFA202015 


SAU800545 


85% 


99.3% 


AA 1ft/ 

99.3% 


EFA202015 


SEP201889 


86% 


99.3% 


99.3% 


EFA202015 


SHA101640 


85% 


99.3% 


AA 1ft/ 

99.3% 


EFA202015 


SMU100684 


89% 


1 AAA/ 

100% 


1 AAO/ 

100% 


EFA202015 


SPN400248 


94% 


100% 


1 AAO/ 

100% 


EFA202015 


SPY200200 


89% 


99.3% 


A A 10/ 

99.3% 


EFA202015 


TP Al 00240 


69% 


100% 


1 AAO/ 

100% 


EFA202015 


UUR100531 


72% 


99.3% 


f\£ CO/ 

96.5% 


EFA202015 


VCH100354 


71% 


100% 


100% 


EFA202015 


YroUUlozj 


70% 


100% 


100% 
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EFA202022 


BPT102559 


49% 


100% 


100% 


EFA202022 


BBU100803 


49% 


97.8% 


98.9% 


EFA202022 


BCE1 14521 


50% 


100% 


100% 


EFA202022 


BFU106341 


51% 


98.9% 


97.8% ! 


EFA202022 


BMA104593 


50% 


100% 


100% 


EFA202022 


CJU100816 


46% 


98.9% 


97.8% 


EFA202022 


CPN200838 


49% 


100% 


100% 


EFA202022 


CTR200226 


49% 


100% 


100% 


EFA202022 


CAC101338 


58% 


97.8% 


100% 1 


EFA202022 


CBO102464 


58% 


100% 


85.6% 


EFA202022 


CDF100875 


69% 


92.1% 


96.5% 


EFA202022 


CDP100449 


57% 


100% 


100% 


EFA202022 


EBC103888 


52% 


100% 


100% 


EFA202022 


EFA202022 


100% 


100% 


100% 


EFA202022 


EFM202414 


91% 


100% 


100% 


EFA202022 


ECO103097 


52% 


100% 


100% 


EFA202022 


HBM101437 


52% 


100% 


100% 


EFA202022 


HIN101294 


52% 


100% 


100% 


EFA202022 


HPY101023 


50% 


98.9% 


97.8% 


EFA202022 


KPN301430 


53% 


100% 


100% 


EFA202022 


LPN100705 


46% 


69.7% 


95.4% 


EFA202022 


LMO101938 


79% 


100% 


100% 


EFA202022 


MCA100389 


50% 


100% 


100% 


EFA202022 


MAV100300 


53% 


100% 


100% 


EFA202022 


MBV101245 


56% 


100% 


100% 


EFA202022 


MLP100514 


57% 


100% 


100% 


EFA202022 


MTU202747 


56% 


100% 


100% 


EFA202022 


MGE100434 


45% 


91.0% 


94.2% 


EFA202022 


MPN100220 


45% 


91.0% 


94.2% 


EFA202022 


NGO100722 


56% 


100% 


100% 


EFA202022 


NME200754 


56% 


100% 


100% 


EFA202022 


PMU100301 


52% 


100% 


100% 


EFA202022 


PRT102435 


57% 


100% 


100% 


EFA202022 


PAE204737 


55% 


100% 


100% 


EFA202022 


PPU105055 


55% 


100% 


100% 


EFA202022 


PSY104828 


52% 


70.8% 


100% 


EFA202022 


SPA101259 


49% 


100% 


100% 


EFA202022 


STY101470 


51% 


100% 


100% 


EFA202022 


SAU801273 


77% 


100% 


100% 


EFA202022 


SEP201566 


73% 


100% 


100% 


EFA202022 


SHA100171 


75% 


100% 


100% 


EFA202022 


SMU101327 


77% 


100% 


100% 


EFA202022 


SPN401466 


77% 


100% 


100% 


EFA202022 


SPY201503 


78% 


100% 


100% 


EFA202022 


TPA100877 


47% 


100% 


100% 


EFA202022 


UUR100204 


43% 


98.9% 


98.9% 


EFA202022 


VCH100634 


57% 


100% 


100% 


EFA202022 


YPS006344 


52% 


100% 


100% 


EFA202028 


ABA106110 


49% 


97.2% 


97.6% 


EFA202028 


BAN109088 


44% 


99.7% 


99.6% 


EFA202028 


BAN100469 


68% 


99.7% 


98.0% 


EFA202028 


BFR11379 


45% 


98.2% 


90.1% 


EFA202028 


BPT102560 


50% 


98.4% 


96.5% 


EFA202028 


BBU100804 


42% 


97.7% 


98.8% 
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EFA202028 


BCE107587 


49% 


993% 


AO 10/ 

98.2% 


EFA202028 


BFU1 06344 


49% 


r\r\ on/ 

99.3% 


r\0 An/ i 

98.0% 


EFA202028 


BMA106616 


50% 


/\T in/ 

97.7% 


aa on/ 

90.3% 


EFA202028 


CJU10U78 


40% 


95.6% 


97.5% 


EFA202028 


CPN200839 


45% 


97.3% 


98.1% 


EFA202028 


CTR200225 


44% 


97.2% 


98.0% 


EFA202028 


CAC102635 


51% 


99.0% 


99.3% 


EFA202028 


CBO102281 


52% 


99.0% 


99.0% 


EFA202028 


CDF100877 


55% 


100% 


100% 


EFA202028 


CDP100447 


43% 


96.9% 


95.4% 


EFA202028 


EBC103885 


50% 


97.9% 


96.2% 


EFA202028 


EFA202028 


100% 


100% 


100% 


EFA202028 


EFM200260 


89% 


100% 


95.7% I 


EFA202028 


ECO103096 


50% 


97.9% 


93.3% j 


EFA202028 


HIN100220 


50% 


98.4% 


97.2% 


EFA202028 


HPY101196 


37% 


95.0% 


96.9% 


EFA202028 


KPN301429 


50% 


97.9% 


96.3% 


EFA202028 


LPN101324 


48% 


98.4% 


94.5% 


EFA202028 


LMO100657 


71% 


99.7% 


96.8% 


EFA202028 


MCA100390 


49% 


97.4% 


98.4% 


EFA202028 


MAV100299 


43% 


99.3% 


97.1% 


EFA202028 


MBV101241 


44% 


97.9% 


r\< C0>/ 

96.5% 


EFA202028 


MLP100515 


43% 


97.9% 


r\ a Oft/ 

94.3% 


EFA202028 


MTU202745 


44% 


97.9% 


96.5% 


EFA202028 


NGOl 02045 


48% 


100% 


99.3% 


EFA202028 


NME200892 


48% 


100% 


99.4% 


EFA202028 


PMU101114 


50% 


97.2% 


95.7% 


EFA202028 


PRT102434 


49% 


98.6% 


97.3% 


EFA202028 


PAE204736 


50% 


97.2% 


97.3% 


EFA202028 


PPU105054 


49% 


97.9% 


98.1% 


EFA202028 


PSY104827 


48% 


23.2% 


81.6% 


EFA202028 


SPA101063 


46% 


2.0% 


78.3% 


EFA202028 


STY100979 


50% 


97.2% 


95.6% 


EFA202028 


SAU801274 


62% 


98.6% 


99.3% 


EFA202028 


SEP201567 


63% 


99.3% 


99.6% 


EFA202028 


SHA100393 


41% 


26.3% 


99.5% 


EFA202028 


SHA101099 


64% 


98.2% 


99.7% 


EFA202028 


SMU101329 


67% 


98.6% 


95.1% 


EFA202028 


SPN400516 


69% 


98.6% 


89.5% 


EFA202028 


SPY201498 


67% 


98.6% 


97.7% 


EFA202028 


TPA100876 


45% 


97.0% 


r\ £ TO/ 

96.7% 


EFA202028 


VCH100635 


50% 


98.6% 


97.5% 


EFA202028 


YPS001047 


49% 


97.6% 


96.9% 


EFA202110 


BAN111119 


49% . 


11.2% 


82.8% 


EFA202110 


BAN105234 


55% 


85.4% 


99.0% 


EFA202110 


BAN1 13086 


66% 


99.2% 


99.8% 


EFA202110 


BFR101518 


50% 


98,7% 


96.1% 


EFA202110 


BBU100560 


47% 


97.9% 


no 1 o/ 

99.1% 


EFA202110 


BCE101525 


69% 


99.2% 


99.8% 


EFA202110 


"T> T7T T1 1 (\AA C 

Br U 11 U44D 


05/0 


yy.z /o 


7/.0 /o 


EFA202110 


BMA101484 


68% 


99.2% 


99.6% 


EFA202110 


CPN200393 


49% 


97.9% 


96.9% 


EFA202110 


CTR200328 


48% 


99.2% 


98.1% 


EFA202110 


CDP101096 


52% 


98.3% 


96.5% \ 
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EFA202110 


EBC100628 


69% 


59.6% 


99.3% 


EFA202110 


EFA202110 


100% 


100% 


100% 


EFA202110 


EFM100219 


91% 


42.3% 


100% 


EFA202110 


ECO101988 


72% 


99,2% 


99.6% 


EFA202110 


HIN100532 


55% 


98.7% 


96.5% 


EFA202110 


KPN300636 


71% 


97.9% 


100% 


EFA202110 


LMO100124 


71% 


99.2% 


98.9% | 


EFA202110 


MAV102693 


52% 


96.8% 


93.3% 


EFA202110 


MBV102034 


52% 


92.8% 


99.5% 


EFA202110 


MLP101249 


52% 


98.3% 


95.9% 


EFA202110 


MTU201811 


52% 


98.9% 


96.5% 


EFA202110 


NGO102016 


54% 


98.7% 


96.9% 


EFA202110 


NME200246 


54% 


98.7% 


96.9% 


EFA202110 


PMU101554 


55% 


98.7% 


96.5% 


EFA202110 


PRT100074 


75% 


55.4% 


100% 


EFA202U0 


SPA105071 


71% 


99.2% 


99.6% 


EFA202110 


STY103509 


71% 


99.2% 


99.6% 


EFA202110 


SAU801511 


67% 


99.2% 


99.6% 


EFA202110 


SEP200507 


68% 


99.2% 


99.6% 


EFA202110 


SHA102447 


62% 


98.5% 


98.9% 


EFA202110 


SHA100561 


67% 


99.2% 


98.3% 


EFA202110 


SPN400335 


80% 


100% 


•t a An/ < 

100% 


EFA202110 


SPY102341 


74% 


16.3% 


100% 


EFA202110 


TPA100327 


51% 


97.9% 


96.1% 


EFA202110 


VCH103617 


54% 


98.7% 


96.9% 


EFA202110 


YPS002961 


71% 


99.2% 


99.6% 


EFA202115 


ABA101411 


33% 


95.5% 


91.6% 


EFA202115 


BAN1 12326 


40% 


100% 


99.9% 


EFA202115 


BFR102018 


26% 


99.7% 


97.2% 


EFA202115 


BPT101552 


32% 


92.4% 


91.7% 


EFA202115 


BBU100578 


34% 


97.3% 


95.7% 


EFA202115 


BCE1 15231 


33% 


91.1% 


88.8% 


EFA202115 


BFU107633 


32% 


92.1% 


88.5% 


EFA202115 


BMA101634 


32% 


92.1% 


89.9% 


EFA202115 


CJU100668 


34% 


89.6% 


88.2% 


EFA202115 


CPN200079 


31% 


90.4% 


87.7% 


EFA202115 


CTR200821 


31% 


91.0% 


88.5% 


EFA202115 


CAC103161 


33% 


99.5% 


98.9% 


EFA202115 


CBO100607 


30% 


99.5% 


99.2% 


EFA202115 


CBO101196 


33% 


99.3% 


98.5% 


EFA202115 


CDF101163 


35% 


96.4% 


96.0% 


EFA202115 


CDP101233 


29% 


97.4% 


97.2% 


EFA202115 


EBC102553 


32% 


96.7% 


96.2% 


EFA202U5 


EFA202115 


100% 


100% 


100% 


EFA202115 


EFM200294 


59% 


100% 


100% 


EFA202115 


ECO100184 


32% 


96.7% 


96.2% 


EFA202115 


HIN1 00720 


32% 


99.5% 


99.1% 


EFA202115 


HPY101439 


30% 


97.7% 


97.9% 


EFA202115 


KPN301922 


32% 


96.7% 


96.2% 


EFA202115 


LPN1 02982 


34% 


99.8% 


99.6% 


EFA202115 


LMO100629 


43% 


100% 


100% 


EFA202115 


MCA102321 


33% 


90.1% 


87.2% 


EFA202115 


MAV103371 


31% 


95.9% 


95.8% 


EFA202115 


MBV102577 


30% 


95.9% 


96.8% 
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EFA202115 


MLP100747 


30% 


95.9% 


95.8% 


EFA202115 ! 


MTU201526 


30% 


95.9% 


95.4% 


EFA202115 


MGE100266 


32% 


73.6% 


89.8% 


EFA202115 


MPN100459 


33% 


72.9% 


89.1% 


EFA202115 


NGO101860 


32% 


91.8% 


91.6% 


EFA202115 


NME200585 


33% 


91.8% 


91.6% 


EFA202115 


PMU100034 


32% 


99.5% 


99.1% 


EFA202115 


PRT1 01242 


33% 


94.7% 


95.6% 


EFA20211.5 


PAE203638 


34% 


97.9% 


97.6% 


EFA202115 


PPU100137 


32% 


99.8% 


99.5% 


EFA202115 


PSY104339 


32% 


99.9% 


99.6% 


EFA202115 


SPA1O0912 


31% 


99.3% 


99.6% 


EFA202115 


STY103914 


32% 


96.7% 


96.2% 


EFA202U5 


STM103627 


32% 


96.7% 


96.2% 


EFA202115 


SAU801703 


37% 


96.8% 


97.0% 


EFA202115 


SEP201707 


39% 


93.6% 


94.1% 


EFA202115 


SHA1 00359 


38% 


96.7% 


94.3% 


EFA202115 


SMU101018 


35% 


98.9% 


99.1% 


EFA202115 


SPN400795 


35% 


98.6% 


97.9% 


EFA202115 


SPY200987 


35% 


97.5% 


97.7% 


EFA202115 


TPA100661 


33% 


95.9% 


95.5% 


EFA202115 


UUR100419 


33% 


90.1% 


97.8% 


EFA202115 


VCH102211 


33% 


99.5% 


98.7% 


EFA202115 


YPS0O1155 


33% 


96.7% 


95.3% 


EFA202136 


EBC104273 


60% 


99.6% 


100% 


EFA202136 


EFA202136 


100% 


100% 


100% 


EFA202136 


EFM202058 


70% 


99.8% 


99.1% 


EFA202136 


KPN303718 


48% 


99.8% 


98.7% 


EFA202136 


LMO100287 


63% 


100% 


99.6% 


EFA202136 


SPA103555 


58% 


100% 


99.8% 


EFA202136 


STY104414 


57% 


100% 


99.8% 


EFA202136 


STM100091 


58% 


100% 


99.8% 


EFA202136 


SPN400244 


53% 


99.4% 


99.6% 


EFA202136 


SPY201020 


55% 


99.8% 


98.3% 


EFA202160 


ABA103852 


41% 


97.8% 


98.3% 


EFA202160 


BAN106248 


53% 


95.1% 


98.9% 


EFA202160 


BAN106209 


62% 


86.7% 


99.8% 


EFA202160 


BFR10500 


27% 


92.8% 


87.9% 


EFA202160 


BPT100432 


40% 


98.2% 


98.5% 


EFA202160 


BBU100832 


30% 


83.7% 


75.7% 


EFA202160 


BCE111670 


42% 


94.2% 


95.8% 


EFA202160 


BFU101230 


40% 


97.0% 


96.4% 


EFA202160 


BMA102496 


34% 


98.1% 


94.7% 


EFA202160 


BMA109115 


41% 


98.6% 


98.0% 


EFA202160 


CJU100989 


38% 


96.8% 


99.8% 


EFA202160 


CPN200653 


28% 


92.8% 


82.4% 


EFA202160 


CTR200283 


29% 


91.1% 


82.0% 


EFA202160 


CAC102765 


33% 


83.6% 


75.3% 


EFA202160 


CBO 100873 


35% 


54.1% 


95.1% 


EFA202160 


CDF104554 


33% 


83.6% 


74.9% 


EFA202160 


CDP101247 


27% 


94.6% 


84.7% 


EFA202160 


EBC102151 


42% 


97.7% 


99.8% 


EFA202160 


EFA202160 


j 100% 


100% 


100% 


EFA202160 


I EFM201425 


! 84% 


1 100% 


99.8% 
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EFA202160 


ECO100026 


44% j 


97.8% 


98.1% | 


EFA202160 


HPY101401 


37% 


98.5% 


99.5% 


EFA202160 


KPN300290 


59% 


4.8% 


100% 


EFA202160 


KPN306610 


43% 


96.5% 


98.5% 


EFA202160 


LPN101832 


43% 


97.8% ; 


98.1% 


EFA202160 


LMO101679 


64% 


99.0% 


99.8% 


EFA202160 


MCA103671 


39% 


0.8% 


16.4% 


EFA202160 


MAV103388 


28% 


91.3% 


80.7% 


EFA202160 


MBV102555 


28% 


89.3% 


81.0% 


EFA202160 


MLP100743 


27% 


93.2% 


85.4% 


EFA202160 


MTU201515 


28% 


89.3% 


81.0% 


EFA202160 


MGE100354 


36% 


98.2% 


99.6% 


EFA202160 


MPN100322 


38% 


89.7% 


96.1% 


EFA202160 


NGO101799 


42% 


98.2% 


98.7% 


EFA202160 


NME200578 


42% 


98.2% 


98.4% 


EFA202160 


PMU101662 


41% 


97.8% 


98.0% 


EFA202160 


PRT101657 


43% 


98.9% 


99.1% 


EFA202160 


PAE204558 


42% 


98.4% 


98.6% 


EFA202160 


PPU1 09898 


43% 


97.8% 


98.1% 


EFA202160 


PSY102684 


40% 


96.5% 


98.5% 


EFA202160 


SPA100667 


43% 


80.7% 


96.6% 


EFA202160 


STY101103 


43% 


98.6% 


98.8% 


EFA202160 


STM100818 


43% 


98.6% 


98.8% 


EFA202160 


SAU801193 


61% 


98.7% 


99.7% 


EFA202160 


SEP200928 


60% . 


98.7% 


99.3% 


EFA202160 


SHA101034 


60% 


98.4% 


99.9% 


EFA202160 


SMU1001O9 


65% 


100% 


99.8% 


EFA202160 


SPN401501 


64% 


100% 


99.8% 


EFA202160 


SPY201164 


64% 


100% 


99.6% 


EFA202160 


TPA100448 


26% 


81.3% 


74.2% 


EFA202160 


UUR100414 


41% 


89.7% 


92% 


EFA202160 


VCH100669 


42% 


98.4% 


98.6% j 


EFA202160 


YPS000810 


43% 


97.8% 


98.1% 


EFA202166 


ABA100699 


32% 


95.6% 


92.2% 


EFA202166 


BAN102298 


55% 


87.1% 


97% 


EFA202166 


BAN105813 


52% 


97.8% 


97.3% 


EFA202166 


BFR10478 


35% 


87.1% 


90.1% 


EFA202166 


BPT100358 


32% 


96.9% 


81.5% 


EFA202166 


BCE102004 


29% 


98.2% 


95.7% 


EFA202166 


BFU102631 


28% 


98.2% 


95.7% 


EFA202166 


CJU100669 


29% 


88.4% 


93.8% 


EFA202166 


CAC102293 


34% 


91.1% 


92.8% 


EFA202166 


CBO100252 


38% 


87.6% 


89.2% 


EFA202166 


CDF104041 


40% 


98.2% 


94.1% 


EFA202166 


CDP100613 


38% 


95.1% 


94.9% 


EFA202166 


EBC103402 


26% 


98.2% 


95.7% 


EFA202166 


EFA202166 


100% 


100% 


100% 


EFA202166 


EFM200029 


62% 


99.6% 


99.6% 


EFA202166 


ECO 102886 


27% 


98.2% 


95.3% 


EFA202166 


HIN100089 


31% 


98.2% 


QA CO/ 


EFA202166 


HPY100391 


30% 


88% 


87.8% 


EFA202166 


KPN302105 


28% 


98.2% 


95.7% 


EFA202166 


LPN100888 


29% 


98.2% 


95.7% 


EFA202166 


LMO101181 


54% 


97.8% 


95.6% 
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EFA202166 


MCA100523 


27% 


O/T OO/ 

86.2% 


80.1% 


EFA202166 


MAV103261 


26% 


96% 


OO C ft/ 

88.5% 


EFA202166 


MBV100535 


24% 


96% 


87.5% 


EFA202166 


MLP100574 


26% 


96% 


88.5% 


EFA202166 


MTU202114 


24% 


96% 


89.5% 


EFA202166 


NGO101964 


29% 


98.7% 


97.4% 


EFA202166 


NME200206 


29% 


98.7% 


97.4% 


EFA202166 


PMU100112 


29% 


98.2% 


96.1% 


EFA202166 


PRT105809 


27% 


98.2% 


95.3% 


EFA202166 


PAE200393 


30% 


98.2% 


94.3% | 


EFA202166 


PPU102082 


30% 


98.2% 


95.2% 


EFA202166 


PSY103724 


27% 


98.2% 


95.2% 


EFA2021 66 


SPA102546 


23% 


95.1% 


96.8% 


EFA202166 


STY1 04582 


27% 


98.2% 


95.3% 


EFA202166 


STM100599 


27% 


98.2% 


95.3% 1 


EFA202166 


SAU801188 


49% 


97.8% 


96.9% 


EFA202166 


SEP200921 


51% 


97.8% 


97.7% 


EFA202166 


SHA100042 


45% 


43.1% 


97.9% ! 


EFA202166 


SMU100094 


50% 


97.3% 


97.8% 


EFA202166 


SPN401508 


51% 


98.7% 


99.1% 


EFA202166 


SPY20U69 


50% 


96.9% 


97.3% 


EFA202166 


VCH100456 


28% 


98.2% 


94.9% 


EFA202166 


YPS000235 


25% 


98.2% 


95.3% 


EFA202168 


ABA100622 


46% 


92.2% 


96.4% 


EFA202168 


BAN103024 


59% 


97.1% 


96.6% 


EFA202168 


BAN1 12439 


60% 


97.1% 


96.6% 


EFA202168 


BFR12421 


41% 


86.3% 


83.3% 


EFA202168 


BPT102981 


42% 


94.1% 


97.2% 


EFA202168 


BBU100298 


49% 


97.8% 


AO 1 o/ 

93.1% 


EFA202168 


BCE103310 


50% 


69.8% 


98.6% 


EFA202168 


BFU100408 


44% 


94.6% 


97.2% 


EFA202168 


BMA104500 


44% 


94.6% 


97.2% ! 


EFA202168 


CJU100646 


45% 


78.8% 


87.0% 


EFA202168 


CAC100838 


60% 


85.6% 


91.2% 


EFA202168 


CBO103263 


52% 


98.8% 


98.6% 


EFA202168 


CDF102447 


52% 


100% 


98.0% 


EFA202168 


CDP101254 


51% 


96.3% 


98.1% 


EFA202168 


EBC101797 


60% 


37.3% 


93.9% 


EFA202168 


EFA202168 


100% 


100% 


100% 


EFA202168 


EFM200220 


80% 


100% 


100% 


EFA202168 


ECO100095 


51% 


84.1% 


90.1% 


EFA202168 


HIN10U17 


46% 


82.7% 


84.6% 


EFA202168 


HPY100963 


43% 


75.1% 


80.8% 


EFA202168 


KPN30053O 


60% 


37.6% 


96.2% 


EFA202168 


LPN100473 


71% 


6.8% 


71.8% 


EFA202168 


LMO101235 


57% 


98.5% 


98.0% 


EFA202168 


MCA101528 


48% 


76.1% 


on A(\/ 

87.4% 


EFA202168 


MAV103265 


60% 


76.3% 


80.9% 


EFA202168 


MBV100533 


61% 


76.3% 


82.6% 


EFA202168 


MLP 100572 


coo/ 
59% 


/o.jyo 


OZ.O /o 


EFA202168 


MTU202116 


61% 


76.3% 


82.6% 


EFA202168 


MGE100229 


27% 


54.4% 


59.3% 


EFA202168 


MPN100519 


29% 


52.7% 


55.8% 


EFA202168 


NGO100577 


50% 


83.9% 


89.3% 
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EFA202168 


NME201901 


50% 


83.9% 


89.3% 


EFA202168 


PMU100147 


47% 


82.4% 


82.7% 


EFA202168 


PRT102627 


57% 


42.9% 


94.1% 


EFA202168 


PAE204405 


53% 


86.3% 


93.1% 


EFA202168 


PPU105993 


45% 


99.3% 


99.2% 


EFA202168 


PSY103835 


47% 


99.3% 


99.2% 


EFA202168 


SPA100031 


42% 


56.1% 


88.5% 


EFA202168 


STY103211 


51% 


84.1% 


90.1% 


EFA202168 


STM102893 


51% 


84.1% 


90.1% 


EFA202168 


SAU801186 


69% 


76.3% 


80.3% 


EFA202168 


SEP200917 


67% 


79.8% 


81.7% 


EFA202168 


SHA100846 


67% 


79.8% 


81.9% 


EFA202168 


SMU100085 


60% 


99.8% 


100% 


EFA202168 


SPN401509 


62% 


99.8% 


100% 


EFA202168 


SPY201170 


60% 


99.8% 


100% 


EFA202168 


TPA100386 


46% 


96.6% 


94.7% 


EFA202168 


VCH102362 


57% 


76.3% 


78.9% 


EFA202168 


YPS001023 


51% 


80.5% 


89.6% 


EFA202170 


ABA100623 


28% 


82.7% 


89.0% 


EFA202170 


BAN1 11291 


39% 


98.9% 


99.8% 


EFA202170 


BAN101900 


39% . 


100% 


100% 


EFA202170 


BFR102146 


22% 


98.4% 


89.5% 


EFA202170 


BPT102984 


36% 


82.7% 


90.4% 


EFA202170 


BBU100299 


32% 


83.0% 


90.3% 


EFA202170 


BCE109663 


36% 


83.6% 


91.2% 


EFA202170 


BFU100407 


35% 


82.5% 


89.8% 


EFA202170 


BMA104126 


37% 


83.6% 


91.2% 


EFA202170 


CJU100645 


29% 


76.4% 


72.3% 


EFA202170 


CAC100288 


26% 


98.2% 


98.8% 


EFA202170 


CBO102974 


30% 


98.2% 


96.5% 


EFA202170 


EBC101798 


33% 


83.6% 


90.9% 


EFA202170 


EFA202170 


100% 


100% 


100% 


EFA202170 


EFM201888 


78% 


100% 


100% 


EFA202170 


ECO100094 


33% 


83.6% 


90.5% 


EFA202170 


HIN101116 


31% 


85% 


91.1% 


EFA202170 


HPY100962 


28% 


83.0% 


81.3% 


EFA202170 ' 


KPN300531 


28% 


45.5% 


86.9% 


EFA202170 


LPN103001 


33% 


83.0% 


89.8% 


EFA202170 


LMO101001 


41% 


100% 


100% 


EFA202170 


MCA100438 


24% 


78.0% 


79.9% 


EFA202170 


MBV102872 


34% 


16.4% 


56.6% 


EFA202170 


MTU200123 


34% 


16.4% 


56.6% 


EFA202170 


NGO100578 


35% 


83.0% 


89.6% 


EFA202170 


NME201902 


35% 


83.0% 


89.6% 


EFA202170 


PMU100146 


29% 


85.5% 


91.5% 


EFA202170 


PRT102629 


33% 


83.6% 


90.9% 


EFA202170 


PAE204406 


34% 


83.6% 


89.4% 


EFA202170 


PPU111774 


35% 


83.0% 


89.8% 


EFA202170 


PSY103837 


34% 


83.6% 


91.0% 


EFA202170 


SPA101844 


32% 


83.6% 


90.4% 


EFA202170 


STY103209 


33% 


83.6% 


90.5% 


EFA202170 


STM102892 


33% 


83.6% 


90.5% 


EFA202170 


SAU801185 


30% 


84.3% 


78.7% 


EFA202170 


SEP200915 


29% 


96.1% 


86.4% 
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EFA202170 


SHA100845 


28% 


96.1% 


843% 


EFA202170 


SMU10Q084 


49% 


100% 


100% 


EFA202170 


SPN401510 


50% 


100% 


99.8% 


EFA202170 


SPY201171 


49% 


100% 


100% 


EFA202170 


TPA100385 


33% 


82.7% 


91.3% 


EFA202170 


VCH102363 


31% 


85.5% i 


93.6% 


EFA202170 


YPS001022 


33% 


83.6% 


90.9% 


EFA202174 


ABA100632 


27% 


99.2% 


97.0% 


EFA202174 


BAN107483 


51% 


100% 


99.7% 


EFA202174 


BAN105119 


52% 


100% 


94.5% 


EFA202174 


BFR11299 


36% 


97.0% 


92.9% 


EFA202174 


BPT103001 


28% 


98.1% 


96.1% 


EFA202174 


BBU100766 


28% 


91.7% 


89.0% 


EFA202174 


BCE108020 


29% 


66.7% 


94% 


EFA202174 


BFU100818 


28% 


99.2% 


94.4% 


EFA202174 


BMA103256 


29% 


98.1% 


94.6% 


EFA202174 


CJU100967 


26% 


83.5% 


82.5% 


EFA202174 


CPN200945 


29% 


92.8% 


91.6% 


EFA202174 


CTR200137 


28% 


98.6% 


97.2% 


EFA202174 


CAC102068 


31% 


94.5% 


93.3% 


EFA202174 


CBO103711 


29% 


94.5% 


96.3% 


EFA202174 


CDF103133 


40% 


98.9% 


88.3% 


EFA202174 


CDP101267 


33% 


99.7% 


96.9% 


EFA202174 


EBC102568 


32% 


79.1% 


97.9% 


EFA202174 


EFA202174 


100% 


100% 


100% 


EFA202174 


EFM201770 


63% 


100% 


99.4% 


EFA202174 


ECO100090 


30% 


97.5% 


95.5% 


EFA202174 


HIN101112 


31% 


98.9% 


97.7% 


EFA202174 


HPY101138 


26% 


100% 


99.4% 


EFA202174 


KPN301850 


31% 


98.9% 


98.9% 


EFA202174 


LPN102672 


32% 


18.7% 


86.8% 


EFA202174 


LMO101815 


51% 


100% 


99.7% 


EFA202174 


MCA100895 


30% 


95.3% 


92.1% 


EFA202174 


MAV103649 


27% 


98.3% 


87.5% 


EFA202174 


MBV100527 


26% 


97.8% 


87.3% 


EFA202174 


MLP100569 


25% 


99.7% 


88.9% 


EFA202174 


MTU202119 


26% 


97.8% 


87.3% 


EFA202174 


NGO100586 


30% 


96.4% 


95.2% 


EFA202174 


NME201906 


30% 


96.4% 


95.2% 


EFA202174 


PMU100142 


30% 


98.6% 


96.3% 


EFA202174 


PRT102635 


31% 


98.6% 


96.7% 


EFA202174 


PAE204410 


32% 


96.4% 


95.2% 


EFA202174 


PPU111778 


29% 


98.1% 


92% 


EFA202174 


PSY103845 


31% 


98.1% 


96.9% 


EFA202174 


SPA101848 


28% 


97.5% 


97.1% 


EFA202174 


STY103176 


29% 


97.5% 


95.5% 


EFA202174 


STM102888 


29% 


97.5% 


95.5% 


EFA202174 


SAU801418 


28% . 


93.4% 


94.9% 


EFA202174 


SEP200353 


30% 


97.5% 


97.5% 


EFA202174 


SHA100509 


33% 


44.1% 


86.0% 


EFA202174 


SMU100081 


24% 


94.2% 


92.2% 


EFA202174 


SPN400604 


26% 


94.5% 


94.6% 


EFA202174 


SPY20H73 


25% 


96.1% 


94.4% 


EFA202174 


TPA100518 


27% 


99.4% 


95.3% 
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EFA202174 


VCH102366 


28% 


94.5% 1 


92.1% 


EFA202174 


YPS001014 


31% 


97.5% 


95.2% 


EFA202176 


ABA105049 


31% 


96.3% 


97.8% 


EFA202176 


BAN101698 


43% 


96.9% 


99.8% 


EFA202176 


BAN100427 


51% 


98.9% ! 


99.8% 


EFA202176 


BFR11370 


36% 


96.9% 


99.8% 


EFA202176 


BPT103005 


30% 


96.5% 


95.9% 


EFA202176 


BBU100584 


28% 


97.1% 


97.8% 


EFA202176 


BCE1 10975 


31% 


56.6% 


97.7% 


EFA202176 


BFU100814 


31% 


98.7% 


97.8% 


EFA202176 


BMA1 02821 


33% 


96.5% 


98.2% 


EFA202176 


CJU100400 


27% 


85.1% 


88.6% 


EFA202176 


CPN200948 


29% 


97.1% 


98.8% 


EFA202176 


CTR200134 


31% 


96.3% 


93.8% 


EFA202176 


CAC103488 


33% 


97.6% 


97.4% 


EFA202176 


CBO101756 


35% 


96.9% 


96.9% 


EFA202176 


CDF104583 


37% 


97.6% 


99.3% 


EFA202176 


CDP101273 


29% 


96.5% 


94.6% 


EFA202176 


EBC102570 


31% 
100% 


97.6% 

100% 


99.1% 


EFA202176 


EFA202176 


100% 


EFA202176 


EFM201395 


71% 


99.1% 


100% 


EFA202176 


ECO100088 


32% 


97.6% 


99.1% 


EFA202176 


HIN101110 


34% 


98.2% 


c\c\ on/ 

99.8% 


EFA202176 


HPY100489 


27% 


82.2% 


85.5% 


EFA202176 


KPN300322 


37% 


36.4% 


83.7% 


EFA202176 


KPN301854 


31% 


97.6% 


99.1% 


EFA202176 


LPN102050 


32% 


93.2% 


100% 


EFA202176 


LMO100907 


60% 


99.3% 


99.1% 


EFA202176 


MCA103645 


31% 


97.1% 


98.7% 


EFA202176 


MAV103995 


33% 


43.4% 


75.7% 


EFA202176 


MBV100523 


28% 


96.1% 


95.7% 


EFA202176 


MLP100567 


28% 


96.1% 


97.1% 


EFA202176 


MTU202121 


29% 


96.1% 


97.1% 


EFA202176 


NGO100590 


29% 


97.8% 


99.8% 


EFA202176 


NME201908 


29% 


97.8% 


99.8% 


EFA202176 


PMU100140 


33% 


96.5% 


97.9% 


EFA202176 


PRT102639 


34% 


98.2% 


99.8% 


EFA202176 


PAE204412 


32% 


96.3% 


97.5% 


EFA202176 


PPU105951 


32% 


95.4% 


96.2% 


EFA202176 


PSY103849 


32% 


86.6% 


99.7% 


EFA202176 


SPA102757 


27% 


76.8% 


95.3% 


EFA202176 


STY103174 


30% 


97.6% 


99.1% 


EFA202176 


STM102886 


30% 


97.6% 


99.1% 


EFA202176 


SAU80U83 


50% 


97.8% 


98.0% 


EFA202176 


SEP200898 


48% 


97.6% 


97.8% 


EFA202176 


SHA101312 


51% 


59.9% 


100% 


EFA202176 


SMU100079 


60% 


99.1% 


99.6% 


EFA202176 


SPN400603 


60% 


99.3% 


100% 


EFA202176 


SPY201174 


61% 


99.1% 


99.3% 


EFA202176 


TPA100893 


27% 


97.8% 


AO CO/ 


EFA202176 


VCH102368 


30% 


96.3% 


91.9% 


EFA202176 


YPS001010 


32% 


97.6% 


99.1% 


EFA202177 


ABA100933 


34% 


94.7% 


89.5% 


EFA202177 


BAN106826 


40% 


96.0% 


96.6% 



974 



WO 02/077183 



PCT7US02/09107 



Query LocusJD 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA202177 


BAN112016 


48% 


96.0% 


95.4% 


EFA202177 


BFR103500 


29% 


84.1% 


82.2% 


EFA202177 


BPT103007 


34% 


87.2% 


83.8% 


EFA202177 


BBU100302 


36% 


95.6% 


92.3% 


EFA202177 


BCE1 12929 


41% 


50.8% 


86.0% 


EFA202177 


BFU100825 


36% 


90.3% 


86.4% 


EFA202177 


3MA100546 


35% 


93.8% 


89.2% 


EFA202177 


CJU100401 


41% 


95.3% 


91.2% 


EFA202177 


CPN200949 


38% 


84.4% 


80.8% 


EFA202177 


CTR200133 


35% 


98.1% 


96.1% 


EFA202177 


CAC103184 


37% 


95.3% 


95.9% 


EFA202177 


CBO103583 


38% 


93.5% 


94.3% 


EFA202177 


CBO100702 


40% 


95.6% 


96.5% 


EFA202177 


CDF1 03820 


37% 


99.1% 


96.4% 


EFA202177 • 


CDP101276 


37% 


99.1% 


97.3% 


EFA202177 


EBC1 02571 


39% 


94.7% 


89.2% 


EFA202177 


EFA202177 


100% 


100% 


100% 


EFA202177 


EFM200138 


72% 


100% 


100% 


EFA202177 


ECO100087 


40% 


94.7% 


89.2% 


EFA202177 


HIN101109 


37% 


94.7% 


89.2% 


EFA202177 


HPY1 00488 


34% 


95.3% 


90.7% 


EFA202177 


KPN301856 


39% 


94.7% 


89.2% 


EFA202177 


LPN102792 


43% 


53.9% 


79.1% 


EFA202177 


LMO102708 


53% 


96.3% 


96.0% 


EFA202177 


MCA100821 


36% 


94.7% 


91.0% 


EFA202177 


MAV103996 


35% 


98.8% 


96.9% 


EFA202177 


MLP100566 


35% 


98.8% 


96.9% 


EFA202177 


MTU202122 


35% 


98.8% 


96.9% 


EFA202177 


NGOl 00597 


36% 


93.5% 


89.7% 


EFA202177 


NME201910 


37% 


93.5% 


89.7% 


EFA202177 


PMU1O0139 


38% 


94.7% 


89.2% 


EFA202177 


PRT102641 


39% 


94.7% 


89.2% 


EFA202177 


PAE204413 


38% 


94.7% 


89.2% 


EFA202177 


PPU105952 


38% 


94.1% 


88.6% 


EFA202177 


PSY103851 


37% 


94.1% 


88.6% 


EFA202177 


SPA102756 


39% 


94.7% 


91.2% 


EFA202177 


STY103173 


40% 


94.7% 


89.2% 


EFA202177 


STM102884 


39% 


94.7% 


89.2% 


EFA202177 


SAU801182 


51% 


97.8% 


98.8% 


EFA202177 


SEP200897 


50% 


97.8% 


98.8% 


EFA202177 


SHA101311 


51% 


97.8% 


98.8% 


EFA202177 


SMU101454 


52% 


99.1% 


99.1% 


EFA202177 


SPN400305 


55% 


96.9% 


96.9% 


EFA202177 


SPY201280 


51% 


97.8% 


97.9% 


EFA202177 


TPA100341 


25% 


84.7% 


78.5% 


EFA202177 


VCH102369 


40% 


94.7% 


89.2% 


EFA202177 


YPS000995 


40% 


94.7% 


89.2% 


EFA202180 


ABA105255 


27% 


75.5% 


87.7% 


EFA202180 


BAN1 13613 


36% 


8.8% 


86.3% 


EFA202180 


BAN105591 


26% 


95.1% 


95.7% 


EFA202180 


BAN105395 


34% 


41.8% 


93.8% 


EFA202180 


BAN110033 


32% 


96.4% 


96.4% 


EFA202180 


BAN1 12091 


I 32% 1 94.1% 


94.7% 


EFA202180 


BFR101372 


! 23% j 89.9% 


93.0% 



975 



WO 02/077183 PCT/US02/09107 



Query LocusED 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA202180 


BPT103014 


24% 


77.6% 




EFA202180 


BBU100135 


25% 


82.9% 1 


yi.7% 


EFA202180 


BCE1 12144 


27% 


82.1% 


90.4% 


EFA202180 


BFU100822 


26% 


77.8% 


83.7% 


EFA202180 


BMA103887 


25% 


86.5% 


96.6% 


EFA202180 


CJU100487 


23% 


81.9% 


98.5% 


EFA202180 


CPN200330 


23% 


54.2% 


66.6% 


EFA202180 


CTR200535 


25% 


50% 


59.6% 


EFA202180 


CAC102451 


28% 


81.1% 


97.4% 


EFA202180 


CAC102718 


28% 


96.0% 


97.0% 


EFA202180 


CBO100210 


28% 


90.6% 


91.9% 


EFA202180 


CDF104232 


26% 


83.6% 


91.7% 


EFA202180 


CDP101283 


27% 


76.1% 


94.6% 


EFA202180 


EBC102574 


24% 


70.6% 


83.5% 


EFA202180 


EFA202180 


100% 


100% 


100% 


EFA202180 


EFM201754 


58% 


99.6% 


99.9% 


EFA202180 


ECO100084 


24% 


56.3% 


66.0% 


EFA202180 


HIN10U06 


24% 


76.0% 


85.2% 


EFA202180 
EFA202180 


HPY101533 


22% 1 


86.9% 


98.5% 


KPN309113 


28% 1 


!>6.!>% j 


00.070 _j 


EFA202180 


LPN102605 


27% 


72.1% 


90.1% 


EFA202180 


LMO101211 


39% 


97.6% 


94.9% 


EFA202180 


MCA100818 


25% 


74.4% 


o a in/ 

84.7% 


EFA202180 


MAV104019 


28% 


73.6% 


80.7% 


EFA202180 


MBV101482 


33% 


55.4% 


on/ 

63.3% 


EFA202180 


MLP100563 


28% 


74.3% 


79.6% 


EFA202180 


MTU202129 


33% 


55.4% 


60.1% 


EFA202180 


NGO102402 


26% 


76.8% 


90.2% 


EFA202180 


NME201914 


26% 


76.8% 


88.6% 


EFA202180 


PMU100136 


25% 


77.2% 


87.9% 


EFA202180 


PRT102628 


24% 


80.2% 


89.8% 


EFA202180 


PAE204416 


26% 


76.7% 


89.5% 


EFA202180 


PPU1 11736 


27% 


70.4% 


81.4% 


EFA202180 


PSY103856 


27% 


70.4% 


82.3% 


EFA202180 


SPA102753 


24% 


65.1% 


74.6% 


EFA202180 


STY101764 


25% 


83.6% 


98.1% 


EFA202180 


STM102862 


25% 


56.3% 


66.0% 


EFA202180 


SAU801181 


33% 


95.8% 


93.4% 


EFA202180 


SEP200896 


34% 


97.2% 


91.1% 


EFA202180 


SHA101310 


33% 


95.7% 


98.2% 


EFA202180 


SMU101453 


40% 


99.1% 


99.2% 


EFA202180 


SPN400304 


38% 


98.4% • 


98.7% 


EFA202180 


SPY201281 


39% 


99.5% 


99.7% 


EFA202180 


TPA100752 


24% 


89.6% 


88.2% 


EFA202180 


VCH102372 


24% 


78.7% 


93.6% 


EFA202180 


YPS000992 


26% 


70.6% 


80.7% 


EFA202182 


BAN113715 


40% 


37.0% 


69.0% 


EFA202182 


BAN1 10605 


30% 


82.2% 


91.7% 


EFA202182 


EFA202182 


100% 


100% 


100% 


EFA202182 


EFM201482 


39% 


1 nnny 
100% 


lUU/o 


EFA202182 


LMO102397 


29% 


68.9% 


80% 


EFA202182 


SAU801180 


24% 


79.3% 


80.5% 


EFA202182 


SEP200895 


24% 


77.8% 


78.9% 


EFA202182 


SHA101309 


28% 


79.3% 


80.5% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA202182 


SMU101439 


29% 


68.1% 


86.0% 


EFA202182 


SPN400303 


32% 


65.2% 


83.8% 


EFA202182 


SPY201282 


29% 


77.0% 


972% 


EFA202182 


UUR100048 


23% 


64.4% 


29.3% 


EFA202200 


ABA105166 _J 


20% 


92.4% 


92.9% 


EFA202200 


BAN 107094 


43% 


90.8% 


92.7% 


EFA202200 


BAN107312 


46% 


99.3% 


98.9% 


EFA202200 


BFR10436 


27% 


91.7% 


93.7% 


EFA202200 


BCE105570 


36% 


34.2% 


81.8% 


EFA202200 


BFU106862 


34% 


90.4% 


88.0% 


EFA202200 


BMA103262 


33% 


92.4% 


81.0% 


EFA202200 


CJU100294 


34% 


82.4% 


89.1% 


EFA202200 


CPN200772 


36% 


96.9% 


97.3% 


EFA202200 


CTR200597 


29% 


98.4% 


98.1% 


EFA202200 


CAC102940 


45% 


67.6% 


76.2% 


EFA202200 


CBO103748 


35% 


98.9% 


98.3% 


EFA202200 


CDF101807 


35% 


99.3% 


99.8% 


EFA202200 


CDP100939 


29% 


92.0% 


91.3% 


EFA202200 


EBC102031 


39% 


98.2% 


96.3% 


EFA202200 


EFA202200 


100% 


100% 


100% 


EFA202200 


EFM100680 


71% 


98.4% 


99.1% 


EFA202200 


ECO102460 


38% 


94.2% 


93.0% 


EFA202200 


HIN100377 


38% 


92.0% 


94.3% 


EFA202200 


HPY100965 


36% 


16.5% 


61.2% 


EFA202200 


HPY100255 


34% 


84.2% 


91.7% 


EFA202200 


KPN304083 


38% 


98.2% 


95.0% 


EFA202200 


LPN102596 


34% 


97.3% 


98.0% 


EFA202200 


LMO100760 


43% 


99.1% 


98.2% 


EFA202200 


MCA102830 


23% 


97.8% 


87.8% 


EFA202200 


MAV100804 


31% 


73.7% 


80.5% 


EFA202200 


MBV104380 


31% 


73.7% 


80.5% 


EFA202200 


MLP101180 


31% 


77.2% 


81.8% 


EFA202200 


MTU201093 


31% 


73.7% 


80.5% 


EFA202200 


NGO101103 


34% 


98.9% 


99.1% 


EFA202200 


NME201434 


35% 


98.9% 


97.3% 


EFA202200 


PMU100168 


39% 


92.4% 


93.5% 


EFA202200 


PRT103272 


36% 


98.2% 


95.9% 


EFA202200 


PAE203774 


38% 


98.0% 


95.0% . 


EFA202200 


PPU101396 


38% 


92.0% 


89.5% 


EFA202200 


PSY103770 


38% 


98.0% 


94.2% 


EFA202200 


SPA100549 


41% 


77.5% 


94.3% 


EFA202200 


STY101689 


37% 


98.4% 


98.2% 


EFA202200 


STM101426 


37% 


98.4% 


98.2% 


EFA202200 


SAU801523 


42% 


98.7% 


99.3% 


EFA202200 


SEP200892 


42% 


98.9% 


99.6% 


EFA202200 


SHA100991 


43% 


97.3% 


98.0% 


EFA202200 


SMU1 00701 


48% 


98.9% 


98.9% 


EFA202200 


SPN401088 


50% 


98.9% 


99.1% 


EFA202200 


SPY201154 


48% 


97.5% 


98.2% 


EFA202200 


VCH100753 


38% 


92.9% 


yj. /to 


EFA202200 


YPS003204 


38% 


98.2% 


95.9% 


EFA202211 


ABA101469 


45% 


13.9% 


75% 


EFA202211 


ABA100694 


41% 


94.5% 


96.0% 


EFA202211 


BAN108710 


33% 


93.3% 


97.6% 
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WO 02/077183 PCT/US02/09107 



Query LocusID 


Homolog LocusID 


Identity 


vjuery coverage 


Ur\mft\ftrr (~^ft\tt>T^k CTA 

riOmOlOg coverage 


EFA202211 


BAN104310 


52% 


QC O0A 


RQ A% 
oy.u/o 


EFA202211 


BFR11762 


24% 


93.1% 


QC CO/ \ 


EFA202211 


BPT100013 


40% 


c\a no/ ' 
94.9% 


OA 70/. 
y4 . / /o 


EFA202211 


BBU100134 


23% 


C\A QO/ 

94.0% 


OA 7°/L 


EFA202211 


BCE1 14784 


44% 


A1 CO/ 

91.5% 


QO CO/ 

oo.Oyo 


EFA202211 


BFU1 13972 


43% 


r\t co/ 

91.5% 


QQ CO/ 

oo.Oyo 


EFA202211 


BMA106479 


44% 


f\ 1 CO/ 

91.5% 


QQ £0/ 


EFA202211 


CJU100704 


37% J 


A A AO/ 

94.0% 


Q7 10/ 

y / .j /o 


EFA202211 


CPN200082 


39% 


A A ft ft/ 

94.0% 


QC 1 0/ 

yD.lyo 


EFA202211 


CTR200819 


37% 


i Ano/ 


QO 1°/ 

yy.i /o 


EFA2022U 


CAC 100205 


26% 


ftA ftQ/ 

94.2% 


07 AO/. 
7 / .^/o 


EFA202211 


CBO 102641 


45% 


ftft 00/ 

92.8% 


OA QO/. 

y4.y /o 


EFA202211 


CDF100504 


46% 


95.8% 


QQ 1 0/ 

yo.1% 


EFA202211 


CDP100409 


42% 


93.5% 


O/l 10/ 


EFA2022U 


EBC102800 


42% 


93.3% 


ftA QO/ 

94.0% 


EFA202211 


EFA202211 


100% 


100% 


1 QAO/ 
100% 


EFA202211 


EFM201250 


81% 


98.4% 


QQ 10/ 

yy.iyo 


EFA202211 


ECO102465 


42% 


93.8% 


QC 10/ 

ys.jyo 


1 EFA202211 


HIN1 00348 


44% 


ao 1 0/ 

92.1% 


01 /co/ 
y^.o/o 


EFA202211 


HPY101173 


25% 


91.2% 


y/L.j /q 


EFA202211 


KPN309062 


44% 


m 10/ 
93.3% 


OA P.% 

y*r.O /0 


EFA202211 


LPN101194 


41% 


Af CO/ 


Q/C 00/ 

yo.y /o 


EFA202211 


LMO101789 


52% 


ao oo/ 

9o.2% 


QQ QO/ 

yy.o/o 


EFA202211 


MCA101520 


41% 


no oo/ 

93.8% 


q/: QO/ 

yo.y /o 


EFA2022U 


MAV103034 


42% 


95.4% 


o< 00/ 

yo.y to 


EFA202211 


MBV101555 


41% 


99.1% 


QQ 10/ 

9o.3% 


EFA202211 


MLP100305 


40% 


95.6% 


QC CO/ 


EFA202211 


MTU202543 


41% 


99.1% 


QQ 10/ 

9o.3% 


EFA202211 


MGE1 00035 


40% 


73.7% 


7C 10/ 

75.1% 


EFA202211 


MPN100109 


34% 


94.0% 


Q£ /10/ 


EFA202211 


NGO101009 


45% 


ftft 1 n / 

92.1% 


Q1 10/ 


EFA202211 


NME200980 


45% 


92.1% 


Q1 10/ 

93.3% 


EFA202211 


PMU102011 


43% 


95.6% 


A*7 >10/ 

97.4% 


EFA202211 


PRT104870 


43% 


93.3% 


94.8% 


EFA202211 


PAE203799 


43% 


94.0% 


94.9% 


EFA2022L1 


PPU1 03989 


44% 


94.0% 


ft A AO/ 

94.9% 


EFA202211 


PSY103800 


44% 


94.0% 


A A Aft/ 

94.9% 


EFA202211 


SPA101921 


45% 


68.4% 


ai no/ 

97.7% 


EFA2022U 


STY101721 


42% 


r\"> oo/ 

93.8% 


QC 10/ 


EFA202211 


SAU801631 


49% 


95.6% 


QQ /CO/ 

y o.o/o 


EFA202211 


SEP201577 


48% 


95.6% 


Q7 AO/ 

9 /.0% 


EFA202211 


SHA100662 


48% 


96.1% 


QQ 10/ 

yo.j/o 


EFA202211 


SMU101274 


. 60% 


98.4% 


QQ QO/ 

yo.o /o 


EFA202211 


SPN401928 


64% 


98.4% 


QQ QO/ 

yo.oyo 


EFA202211 


SPY201649 


61% 


98.8% 


1 AAO/ 


EFA202211 


TPA1O0633 


26% 


71.1% 


71 /10/ 

72.4% 


EFA202211 


UUR100287 


37% 


95.8% 


AO OO/ 

9o.o% 


EFA202211 


VCH 100747 


44% 


93.3% 


AC AO/ 

95.0% 


EFA202211 


YPS003230 


43% 


93.5% 


AC AO/ 

95.0% 


EFA202213 


ADA 1A1 1 C7 


J 1 /o 




98.0% 


EFA202213 


BAN109213 


44% 


98.5% 


99.3% 


EFA202213 


BAN103380 


65% 


100% 


99.8% 


EFA202213 


BFR10266 


52% 


77.8% 


99.1% 


1 EFA202213 


BPT101790 


51% 


99.3% 


99.5% 



978 



WO 02/077183 



PCTAJS02/09107 



Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA202213 


BBU100445 


49% 


84.7% 


98.8% 


EFA202213 


BCE104313 


37% 


16.3% 
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98.9% 


EFA202223 


VCH102411 


63% 


98.1% 


98.6% 


EFA202223 


YPS000129 


65% 


98.1% 


98.8% 
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EFA202274 


ABA100276 


27% 


95.0% 


96.4% 


EFA202274 


BAN108536 


59% 


98.4% 


99.9% 


EFA202274 


BAN106673 


61% 


99.4% 


99.3% 


EFA202274 


BFR102747 


29% 


97.5% 


98.5% 


EFA202274 


BPT101447 


26% 


95.4% 


95.3% 


EFA202274 


BBU100586 


25% 


97.6% ! 


90.7% 


EFA202274 


BCE102027 


26% 


71.3% 


92.2% 


EFA202274 


BFU100073 


25% 


56.6% 


88.0% 


EFA202274 


BMA108903 


26% 


71.6% 


92.5% 


EFA202274 


CJU100777 


39% 


97.3% 


99.2% 


EFA202274 


CPN200639 


27% 


70.8% 


90.9% i 


EFA202274 


CTR200296 


28% 


70.3% 


90.2% I 


EFA202274 


CAC100973 


54% 


98.4% 


99.5% 


EFA202274 


CBO102771 


55% 


95.6% 


92.4% 


EFA202274 


CDF101033 


52% 


95.0% 


96.3% 


EFA202274 


CDP100167 


29% 


70.3% 


84.4% 


EFA202274 


EBC101813 


28% 


96.5% 


97.3% 


EFA202274 


EFA202274 


100% 


100% 


100% 


EFA202274 


EFM201416 


86% 


98.8% 


100% 


EFA202274 


ECO102073 


29% 


95.1% 


96.0% ! 


EFA202274 


HIN101245 


27% 


98.1% * 


99.1% 


EFA202274 


HPY100413 


38% 


97.6% 


99.2% 


EFA202274 


KPN304492 


29% 


95.1% 


95.6% 


EFA202274 


LPN 100787 


27% 


96.2% 


97.5% 


EFA202274 


LMO100235 


67% 


98.4% 


99.4% 


EFA202274 


MCA1O2320 


28% 


98.8% 


100% 


EFA202274 


MAV1 04609 


42% 


8.0% 


78.3% 


EFA202274 


MAV106118 


42% 


76.8% 


98.8% 


EFA202274 


MBV100570 


41% 


76.2% 


97.9% 


EFA202274 


MLP100169 


42% 


76.2% 


95.0% 


EFA202274 


MTU200996 


41% 


76.2% 


97.9% 


EFA202274 


MGE100021 


35% 


76.1% 


99.2% 


EFA202274 


MPN100131 


36% 


76.1% 


99.2% 


EFA202274 


NGO101883 


28% 


95.9% 


97.4% 


EFA202274 


NME200259 


27% 


95.9% 


97.4% 


EFA202274 


PMU100303 


29% 


97.0% 


98.1% 


EFA202274 


PRT101803 


28% 


94.2% 


95.3% 


EFA202274 


PAE203480 


26% 


95.4% 


96.6% 


EFA202274 


PPU101569 


27% 


95.4% 


96.6% 


EFA202274 


PSY100792 


27% 


95.4% 


96.6% 


EFA202274 


SPA103088 


28% 


69.1% 


85.0% 


EFA202274 


STY104199 


29% 


95.1% 


96.0% 


EFA202274 


STM103952 


29% 


95.1% 


96.0% i 


EFA202274 


SAU800490 


58% 


98.2% 


99.5% 


EFA202274 


SEP201823 


57% 


98.2% 


99.5% 


EFA202274 


SHA100909 


57% 


98.2% 


99.5% 


EFA202274 


SMU101170 


62% 


98.7% 


99.9% 


EFA202274 


SPN400696 


64% 


98.7% 


97.8% 


EFA202274 


SPY200301 


62% 


97.9% 


99.2% 


EFA202274 


TPA1 00790 


25% 


96.8% 


91.6% 


EFA202274 


UUR100197 


44% 


77.7% 


100% 


EFA202274 


VCH101017 


28% 


95.9% 


90.6% 


EFA202274 


YPS002325 


27% 


94.2% 


95.3% 


EFA202276 


ABA104455 


25% 


93.7% 


84.1% 
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EFA202276 


BAN109049 


46% 


14.0% 


74.7% 


EFA202276 


BAN110149 


32% 


98.1% 


97.6% 


EFA202276 


BAN106497 


35% 


90.7% 


97.7% 


EFA202276 


BAN105967 


41% 


99.1% 


97.2% 


EFA202276 


BAN1 10560 


41% 


98.1% 


96.2% 


EFA202276 


BAN109567 


44% 


94.4% 


97.1% 


EFA202276 


BAN1 13683 


44% 


98.1% 


96.6% 


EFA202276 


BFR11337 


36% 


98.3% 


86.3% 


EFA202276 


BCE1 13281 


45% 


98.3% 


95.8% 


EFA202276 


BMA1 10031 


44% 


98.3% 


98.1% 


EFA202276 


CAC101716 


33% 


29.4% 


97.1% 


EFA202276 


CAC102152 


41% 


68.7% 


100% 


EFA202276 


CAC102361 


41% 


98.3% 


97.2% 


EFA202276 


EFA202276 


100% 


100% 


100% 


EFA202276 


EFM202409 


67% 


52.9% 


98% 


EFA202276 


LPN100410 


27% 


87.9% 


97.7% 1 


EFA202276 


LMO102666 


49% 


98.1% 


98.5% i 


EFA202276 


MCA100347 


23% 


82.5% 


83.3% 


EFA202276 


MAV101379 


36% 


94.6% 


90.7% 


EFA202276 


MBV104872 


36% 


94.4% 


93.5% 


EFA202276 


MTU203210 


36% 


94.4% 


92.3% 


EFA202276 


MGE100231 


21% 


59.4% 


68.6% 


EFA202276 


MPN100517 


23% 


67.8% 


66.4% 


EFA202276 


PMU100162 


22% 


75.2% 


74.0% 


EFA202276 


PAE203595 


23% 


92.0% 


92.7% 


EFA202276 


PPU108666 


25% 


94.0% 


81.2% 


EFA202276 


SPA101650 


22% 


90.9% 


94.4% 


EFA202276 


SAU802603 


33% 


97.8% 


96.1% 


EFA202276 


SEP201258 


35% 


97.4% 


95.4% 


EFA202276 


SHA101835 


34% 


98.1% 


96.1% 


EFA202276 


SMU101189 


50% 


98.7% 


98.1% 


EFA202276 


SPN400905 


49% 


98.7% 


98.7% 


EFA202276 


SPY200012 


51% 


98.5% 


99.4% 


EFA202296 


ABA100452 


38% 


95.5% 


97.6% 


EFA202296 


BFR103869 


46% 


91.5% 


99.6% 


EFA202296 


BPT101155 


44% 


91.5% 


90.3% 


EFA202296 


BBU100697 


41% 


90.7% 


92.5% 


EFA202296 


BCE1 10744 


42% 


91.1% 


86.4% . 


EFA202296 


BFU102064 


42% 


91.1% 


88.0% 


EFA202296 


BMA102082 


40% 


91.1% 


86.4% 


EFA202296 


CJU100663 


42% 


90.7% 


96.6% 


EFA202296 


CPN200644 


47% 


90.7% 


60.7% 


EFA202296 


CTR200291 


43% 


90.7% 


62.2% 


EFA202296 


CAC101341 


43% 


97.2% 


97.1% 


EFA202296 


CBO102927 


48% 


98.8% 


98.8% 


EFA202296 


CDF1 04123 


52% 


90.7% 


97.0% 


EFA202296 


CDP101153 


40% 


93.1% 


92.8% 


EFA202296 


EBC100905 


46% 


98.8% 


95.3% 


EFA202296 


EFA202296 


100% 


100% 


100% 


EFA202296 


ECO102554 


46% 


98.8% 


95.3% 


EFA202296 


HIN100192 


47% 


98.8% 


98.8% 


EFA202296 


HPY101131 


39% 


91.5% 


98.3% 


EFA202296 


KPN300514 


37% 


46.3% 


100% 


EFA202296 


LPN101865 


43% 


98.8% 


97.2% 



985 



WO 02/077183 PCT/US02/09107 



Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA202296 


LMO102506 


61% 


97.2% 


98.0% 


EFA202296 


MCA100037 


35% 


96.3% 


AAA/ 

98% 


EFA202296 


MAV103396 


46% 


91.1% 


95.0% 


EFA202296 


MBV102286 


47% 


90.7% 


98.3% 


EFA202296 


MLP 100985 


45% 


90.7% 


95.0% 


EFA202296 


MTU202868 


47% 


90.7% 


98.3% 


EFA202296 


MGE100454 


41% 


90.7% 


94.4% 


EFA202296 


MPN100183 


45% 


82.1% 


93.8% i 


EFA202296 


NGO102006 


42% 


100% 


98.8% 


EFA202296 


NME200733 


44% 


100% 


98.8% 


EFA202296 


PMU101297 


48% 


98.8% 


99.2% 


EFA202296 


PRT100820 


47% 


98.8% 


97.2% 


EFA202296 


PAE203740 


44% 


98.4% 


96.8% 


EFA202296 


PPU1 07801 


47% 


98.8% 


97.2% 


EFA202296 


PSY102681 


47% 


98.8% 


94.2% 


EFA202296 


SPA101890 


45% 


98.0% 


94.5% 


EFA202296 


STY102217 


46% 


98.8% 


95.3% 


EFA202296 


SAU801240 


54% 


98.0% 


97.6% 


EFA202296 


SEP201533 


54% 


98.8% 


98.4% 


EFA202296 


SMU100806 


58% 


98.8% 


98.8% 


EFA202296 


SPN400687 


60% 


99.6% 


100% 


EFA202296 


SPY200632 


59% 


98.4% 


97.1% 


EFA202296 


TPA1 00898 


40% 


98.8% 


97.2% 


EFA202296 


UUR100574 


42% 


91.5% 


96.9% 


EFA202296 


VCH100553 


47% 


98.8% 


98.4% 


EFA202296 


YPS003421 


45% 


99.6% 


99.6% 


EFA202298 


ABA100455 


62% 


96.5% 


91.0% 


EFA202298 


BFR102397 


59% 


84.3% 


82.9% 


EFA202298 


BPT1 00242 


55% 


94.8% 


90.5% 


EFA202298 


BBU100698 


49% 


94.8% 


90.9% 


EFA202298 


BCE107881 


54% 


94.8% 


87.7% 


EFA202298 


BFU102066 


54% 


97.4% 


90.7% 


EFA202298 


BMA100174 


54% 


94.8% 


88.4% 


EFA202298 


CJU1 00664 


48% 


99.1% 


98.3% 


EFA202298 


CPN200643 


51% 


94.8% 


90.1% 


EFA202298 


CTR200292 


49% 


98.3% 


93.4% 


EFA202298 


CAC102258 


60% 


99.1% 


100% 


EFA202298 


CBO102492 


57% 


97.4% 


98.2% 


EFA202298 


CDF103914 


62% 


99.1% 


98.3% 


EFA202298 


CDP101148 


65% 


96.5% 


98.2% 


EFA202298 


EBC100906 


58% 


97.4% 


97.4% 


EFA202298 


EFA202298 


100% 


100% 


100% 


EFA202298 


EFM202223 


96% 


100% 


100% 


EFA202298 


ECO 102553 


58% 


97.4% 


97.4% 


EFA202298 


HIN100191 


58% 


97.4% 


96.6% 


EFA202298 


HPY101130 


50% 


98.3% 


97.5% 


EFA202298 


KPN301017 


58% 


97.4% 


97.4% 


EFA202298 


LPN101449 


56% 


97.4% 


93.4% 


EFA202298 


LMO102632 


82% 


99.1% 


100% 


EFA202298 


MCA100220 


61% 


96.5% 




EFA202298 


MAV102886 


66% 


91.3% 


92.9% 


EFA202298 


MBV102292 


68% 


88.7% 


90.3% 


EFA202298 


MLP100984 


67% 


91.3% 


92.9% 


EFA202298 


MTU202866 


68% 


88.7% 


90.3% 
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EFA202298 


MGE100453 


47% 


94.8% 


90.8% 


EFA202298 


MPN100184 


48% 


94.8% 


90.8% 


EFA202298 


NGO102004 


62% 


94.8% 


92.6% 


EFA202298 


NME200732 


63% 


94.8% 


92.6% 


EFA202298 


PMU101298 


58% 


97.4% 


96.6% 


EFA202298 


PRT100819 


57% 


97.4% 


95.7% 


EFA202298 


PAE203739 


61% 


96.5% 


95.7% 


EFA202298 


PPU107802 


58% 


96.5% 


95.7% 


EFA202298 


PSY103791 


57% 


96.5% 


95.7% 


EFA202298 


SPA101891 


58% 


97.4% 


97.4% 


EFA202298 


STY102215 


58% 


97.4% 


97.4% 


EFA202298 


SAU801241 


74% 


96.5% 


95.7% 


EFA202298 


SEP201534 


75% 


96.5% 


95.7% 


EFA202298 


SMU100257 


81% 


100% 


100% 


EFA202298 


SPN401170 


86% 


100% 


100% 


EFA202298 


SPY200530 


83% 


100% 


100% 


EFA202298 


TPA100899 


59% 


93.9% 


87.8% 


EFA202298 


UUR100573 


58% 


90.4% 


84.6% 


EFA202298 


VCH100554 


62% 


97.4% 


95.7% 


EFA202298 


YPS003417 


56% 


97.4% 


97.4% 


EFA202378 


ABA 102548 


48% 


8.6% 


92.7% 


EFA202378 


ABA101894 


43% 


99.3% 


99.1% 


EFA202378 


BAN1 12993 


54% 


11.9% 


93.8% 


EFA202378 


BAN1 12360 


54% 


73.3% 


100% 


EFA202378 


BAN1 10893 


60% 


99.7% 


99.4% 


EFA202378 


BFR11415 


40% 


98.9% 


99.2% 


EFA202378 


BPT101143 


44% 


99.3% 


99.5% 


EFA202378 


BBU100219 


38% 


79.9% 


100% 


EFA202378 


BCE107013 


47% 


48.0% 


94.4% 


EFA202378 


BFU1 14595 


43% 


99.3% 


99.5% 


EFA202378 


BMA107024 


44% 


99.3% 


99.5% i 


EFA202378 


CJU1 00469 


41% 


98.2% 


98.7% 


EFA202378 


CPN200957 


36% 


97.8% 


97.7% 


EFA202378 


CTR200124 


36% 


99.4% 


99.5% 


EFA202378 


CAC100475 


45% 


99.4% 


99.2% 


EFA202378 


CBO102316 


47% 


99.3% 


99.1% j 


EFA202378 


CDF100894 


45% 


99.0% 


98.7% 


EFA202378 


CDP100382 


39% 


99.0% 


99.4% 


EFA202378 


EBC101519 


45% 


98.4% 


100% 


EFA202378 


EFA202378 


100% 


100% 


100% 


EFA202378 


EFM102001 


87% 


14.2% 


100% 


EFA202378 


ECO102637 


44% 


99.3% 


99.2% 


EFA202378 


HIN100794 


44% 


99.2% 


99.3% 


EFA202378 


HPY101224 


40% 


98.5% 


98.8% 


EFA202378 


KPN301584 


45% 


99.3% 


99.3% 


EFA202378 


LPN103164 


40% 


99.3% 


99.7% 


EFA202378 


LMO101358 


65% 


99.7% 


99.4% 


EFA202378 


MCA100516 


42% 


99.7% 


99.4% 


EFA202378 


MAV107627 


31% 


6.1% 


40.5% 






39% 


97.5% 


99.0% 


EFA202378 


MBV100967 


38% 


99.4% 


99.3% 


EFA202378 


MLP100309 


37% 


99.4% 


99.7% 


EFA202378 


MTU202518 


38% J 99.4% 


99.3% 


EFA202378 


MGE100298 


35% ; 93.5% 


91.9% 
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EFA202378 


MPN100422 


34% 


93.0% 


90% 


EFA202378 


NGO101407 


44% 


99.3% 


99.4% 


EFA202378 


NME201646 


44% 


99.3% 


99.4% 


EFA202378 


PMU101287 


43% 


99.2% 


99.3% 


EFA202378 


PRT101312 


43% 


99.2% 


99.2% 


EFA202378 


PAE200902 


46% 


99.3% 


99.5% 


EFA202378 


PPU1 06922 


43% 


98.6% 


98.9% 


EFA202378 


PSY103114 


45% 


92.0% 


96.8% 


EFA202378 


SPA101276 


44% 


99.2% 


99.7% 


EFA202378 


STY1 02766 


45% 


99.3% 


99.2% 


EFA202378 


SAU801618 


55% 


99.9% 


99.9% 


EFA202378 


SEP201165 


56% 


99.9% 


99.9% 


EFA202378 


SHA101190 


55% 


99.7% 


99.3% 


EFA202378 


SMU100824 


62% 


99.2% 


99.5% 


EFA202378 


SPN401239 


62% 


99.2% 


99.5% 


EFA202378 


SPY201063 


61% 


99.2% 


99.5% 


EFA202378 


TPA101007 


40% 


79.8% 


98.5% 


EFA202378 


UUR100371 


35% 


100% 


100% 


EFA9(m7R 






99 4% 


99.4% 


EFA202378 


YPS003498 


44% 


99.4% 


99.4% 


EFA202536 


EFA202536 


100% • 


100% 


100% 


EFA202608 


EFA202608 


100% 


100% 


100% 


EFA202631 


EFA204185 


57% 


20.0% 


50.7% 


EFA202631 


EFA202629 


39% 


3.7% 


13.3% 


EFA202631 


EFA204186 


36% 


99.5% 


99.5% 


EFA202631 


EFA204183 


39% 


100% 


100% 


EFA202631 


EFA202631 


100% 


100% 


100% 


EFA202631 


EFA204184 


23% 


48.2% 


93.2% 


EFA202631 


EFA200995 


23% 


64.1% 


47.2% 


EFA202631 


EFA203904 


45% 


37.5% 


12.7% 


EFA202631 


NME200958 


19% 


14.5% 


48.4% 


EFA202631 


SAU502622 


28% 


6,4% 


41.7% 


EFA202631 


SPN300598 


24% 


11.7% 


7.3% 


EFA202631 


SPY200299 


26% 


7.7% 


6.3% 


EFA202953 


BAN104895 


86% 


100% 


100% 


EFA202953 


BAN 100258 


86% 


100% 


100% 


EFA202953 


BBU 100490 


54% 


100% 


82.4% 


EFA202953 


CJU101598 


63% 


100% 


100% 


EFA202953 


CAC 102855 


67% 


100% 


100% 


EFA202953 


CBO101206 


67% 


100% 


100% 


EFA202953 


CDF102552 


68% 


100% 


100% 


EFA202953 


EFA202953 


100% 


100% 


100% 


EFA202953 


EFM201806 


98% 


100% 


100% 


EFA202953 


HPY101288 


63% 


100% 


100% 


EFA202953 


LPN 101663 


50% 


98.4% 


56% 


EFA202953 


LMO100535 


86% 


100% 


100% 


EFA202953 


MAV102072 


55% 


100% 


100% 


EFA202953 


MBV101641 


55% 


100% 


100% 


EFA202953 


MLP101124 


55% 


100% 


100% 


EFA202953 


MTU200714 


55% 


100% 


100% 


EFA202953 


MGE100167 


63% 


100% 


100% 


EFA202953 


MPN100653 


62% 


100% 


100% 


EFA202953 


SAU802237 


77% 


100% 


100% 


EFA202953 


SEP202534 


77% 


100% 


100% 



988 



WO 02/077183 



PCT/US02/09107 



Query LocusED 


Homolog. LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA202953 


SHA103188 


77% 


100% 


100% 


EFA202953 


SMU102003 


88% 


100% 


100% 


EFA202953 


SPY200050 


93% 


100% 


100% 


EFA202953 


TPA100200 


55% 


100% 


100% 


EFA202953 


UUR1 00246 


67% 


100% 


100% 


EFA203061 


ABA102503 


45% 


■ 90.9% 


79.7% 


EFA203061 


BAN113355 


62% 


100% 


100% 


EFA203061 


BAN109536 


62% 


100% 


100% 


EFA203061 


BFR104500 


39% 


95.5% 


100% 


EFA203061 


BPT100293 


40% 


93.9% 


95.4% 


EFA203061 


BBU100188 


31% 


90.9% 


90.9% 


EFA203061 


BCE106262 


41% 


87.9% 


93.5% 


EFA203061 


BFU 102444 


39% 


87.9% 


93.5% 


EFA203061 


BMA105698 


43% 


93.9% 


95.4% 


EFA203061 


CJU100216 


38% 


93.9% 


96.8% 


EFA203061 


CPN200848 


39% 


87.9% 


95.3% 


EFA203061 


CTR200217 


39% 


87.9% 


95.3% 


EFA203061 


CAC101588 


46% 


93.9% 


95.4% 


EFA203061 


CBO102406 


48% 


93.9% 


95.4% 


EFA203061 


CDF104095 


54% 


93.9% 


96.9% 


EFA203061 


CDP100973 


50% 


93.9% 


96.9% 


EFA203061 


EBC102982 


53% 


81.8% 


83.1% 


EFA203061 . 


EFA203061 


100% 


100% 


100% 


EFA203061 


EFM202134 


87% 


100% 


100% 


EFA203061 


ECO 101685 


51% 


81.8% 


83.1% 


EFA203061 


HIN101285 


53% 


81.8% 


60.7% 


EFA203061 


HPY100123 


35% 


97.0% 


98.4% 


EFA203061 


KPN301691 


51% 


81.8% 


83.1% 


EFA203061 


LPN101798 


37% 


92.4% 


98.4% 


EFA203061 


LMO101064 


65% 


100% 


100% 


EFA203061 


MAV106547 


37% 


93.9% 


96.9% 


EFA203061 


MBV101273 


40% 


93.9% 


96.9% 


EFA203061 


MLP100865 


38% 


93.9% 


96.9% 


EFA203061 


MTU201621 


40% 


93.9% 


96.9% 


BFA203061 


MGE100199 


44% 


81.8% 


91.5% 


EFA203061 


MPN100038 


46% 


81.8% 


91.5% • 


EFA203061 


NGO101853 


45% 


93.9% 


95.4% 


EFA203061 


NME200856 


45% 


93.9% 


95.4% 


EFA203061 


PMU100603 


53% 


81.8% 


83.1% 


EFA203061 


PRT1 03408 


51% 


81.8% 


83.1% 


EFA203061 


PAE202740 


50% 


93.9% 


95.3% 


EFA203061 


PPU103712 


40% 


93.9% 


88.4% 


EFA20306.1 


PSY107471 


38% 


93.9% 


95.3% 


EFA203061 


SPA100656 


51% 


81.8% 


83.1% 


EFA203061 


STY101126 


51% 


81.8% 


83.1% 


EFA203061 


STM103447 


51% 


81.8% 


83.1% 


EFA203061 


SAU801679 


66% 


100% 


100% 


EFA203061 


SEP201663 


68% 


100% 


100% 


EFA203061 


SHA100081 


66% 


100% 


100% 


EFA203061 


SMU100910 


77% 


100% 


100% 


EFA203061 


SPN400862 


78% 


100% 


100% 


EFA203061 


SPY200597 


79% 


89.4% 


90.8% 


EFA203061 


TPA100840 


33% 


93.9% 


93.9% 


EFA203061 


UUR100230 


43% 


90.9% 


93.8% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA203061 


VCH103019 


37% 


93.9% 


95.3% 


EFA203061 


YPS003064 


48% 


81.8% 


83.1% 


EFA203071 


EFA203138 


100% 


100% 


100% 


EFA203071 


EFA203071 


100% 


100% 


100% 


EFA203071 


MCA103470 


66% 


67.5% 


60% 


EFA203071 


MAV104787 


71% 


52.5% 


27.6% 


EFA203071 


NGO102501 


60% 


50% 


33.3% 


EFA203071 


NGO103053 


60% 


50% 


33.3% 


EFA203071 


NGO103118 


60% 


50% 


33.3% 


EFA203071 


NGO102478 


60% 


50% 


33.3% 


EFA203071 


SAU103910 


70% 


42.5% 


50% 


EFA203137 


ABA100104 


65% 


100% 


100% 


EFA203137 


BPT104512 


63% 


100% 


100% 


EFA203137 


BBU100498 


70% 


97.4% 


92.3% 


EFA203137 


BCE1 12105 


63% 


100% 


100% 


EFA203137 


BFU103878 


63% 


100% 


100% 


EFA203137 


BMA103855 


63% 


100% 


100% 


EFA203137 


CJU101497 


76% 


100% 


100% 


FFA?0^n7 


CPN200908 


S0% 


97.4% 


84.4% 


EFA203137 


CTR200164 


44% 


97.4% 


84.4% 


EFA203137 


CAC101480 


81% 


100% 


100% 


EFA203137 


CBO103541 


84% 


100% 


97.4% 


EFA203137 


CDF103770 


81% 


100% 


100% 


EFA203137 


CDP102780 


42% 


100% 


100% 


EFA203137 


EBC103975 


45% 


86.8% 


71.7% 


EFA203137 


EFA203137 


100% 


100% 


100% 


EFA203137 


EFM202440 


100% 


100% 


100% 


EFA203137 


ECO103222 


63% 


100% 


100% 


EFA203137 


HIN 100779 


63% 


100% 


100% 


EFA203137 


HPY101279 


71% 


100% 


100% 


EFA203137 


KPN202806 


45% 


86.8% 


71.7% 


EFA203137 


LMO 101459 


86% 


100% 


100% 


EFA203137 


MCA102164 


48% 


86.8% 


71.7% 


EFA203137 


MBV104764 


71% 


100% 


100% 


EFA203137 


MLP101198 


73% 


100% 


100% 


EFA203137 


MTU203414 


71% 


100% 


100% 


EFA203137 


MGE100177 


60% 


100% 


100% 


EFA203137 


MPN100643 


63% 


100% 


100% 


EFA203137 


NGO101308 


54% 


63.2% 


58.5% 


EFA203137 


NME200101 


57% 


100% 


100% 


EFA203137 


PMU101394 


60% 


100% 


100% 


EFA203137 


PRT103159 


68% 


100% 


100% 


EFA203137 


PAE204240 


68% 


100% 


100% 


EFA203137 


PSY103480 


68% 


100% 


67.9% 


EFA203137 


SPA100818 


52% 


65.8% 


54.3% 


EFA203137 


STY104823 


63% 


100% 


100% 


EFA203137 


STM104443 


52% 


65.8% 


54.3% 


EFA203137 


SAU802227 


84% 


100% 


100% 


EFA203137 


SEP202480 


84% 


100% 


100% 


I'll 1 A JS f\ <* f\ « 

EFA203137 


SHA1 00499 


84% 


100% 


100% 


EFA203137 


SMU100592 


89% 


100% 


100% 


EFA203137 


SPN400212 


92% 


100% 


100% 


EFA203137 


SPY200060 


89% 


100% 


100% 


EFA203137 


TPA100207 


63% 


100% 


100% 
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Query LocusID 


Homolog LocusID 


Identity 


1 U »-- " -• u 

Query Coverage 


Homolog Coverage 


EFA203137 


UUR100256 


65% 


100% 


100% 


EFA203137 


VCH102538 


68% 


100% 


100% 


EFA203137 


YPS003891 


65% 


100% 


100% 


EFA203140 


EFA203140 


100% 


100% 


100% 


EFA203246 


EFA203246 


100% 


100% 


100% 


EFA203429 


ABA100121 


38% 


96.9% 


97.8% 


EFA203429 


BAN102691 


38% 


97.5% 


94.8% 


EFA203429 


BAN100195 


41% 


96.9% 


97.6% 


EFA203429 


BPT102941 


37% 


96.3% 


98.0% 


EFA203429 


BCE100976 


57% 


43.8% 


78.0% 


EFA203429 


BFU107829 


39% 


97.5% 


99.4% 


EFA203429 


BMA104958 


37% 


96.3% 


98.1% 


EFA203429 


CJUI01215 


38% 


98.8% 


99.3% 


EFA203429 


CPN200574 


36% 


98.8% 


98.2% 


EFA203429 


CTR200393 


34% 


98.8% 


99.4% 


EFA203429 


CAC102521 


38% 


98.1% 


98.7% 


EFA203429 


CBO102046 


36% 


97.5% 


98.1% 


EFA203429 


CDF101397 


40% 


97.5% 


98% 


EFA203429 


EBC103552 


33% 


95.7% 


97.4% 


EFA203429 


EFA203429 


100% 


100% 


100% 


EFA203429 


EFM200558 


55% 


97.5% 


92.8% 


EFA203429 


ECO103185 


32% 


95.7% 


97.4% 


EFA203429 


HIN100950 


35% 


95.7% 


97.4% 


EFA203429 


HPY1 00367 


36% 


98.8% 


99.4% 


EFA203429 


KPN307946 


32% 


95.7% 


97.4% 


EFA203429 


LPN101729 


35% 


96.3% 


98.1% 


EFA203429 


LMO100213 


42% 


98.8% 


98.7% 


EFA203429 


MCA103068 


48% 


58.6% 


69.3% 


EFA203429 


NGO101619 


37% 


96.3% 


98.0% 


EFA203429 


NME200553 


37% 


96.3% 


98.0% 


EFA203429 


PMU101092 


35% 


95.7% 


97.4% 


EFA203429 


PRT101210 


34% 


96.3% 


98.1% 


EFA203429 


PAE204842 


37% 


97.5% 


99.4% 


EFA203429 


PPU108140 


36% 


97.5% 


99.3% 


EFA203429 


PSY100848 


38% 


97.5% 


99.3% 


EFA203429 


SPA101602 


33% 


95.7% 


97.4% 


EFA203429 


STY101662 


33% 


95.7% 


97.4% 


EFA203429 


STM102306 


33% 


95.7% 


97.4% 


EFA203429 


SAU801527 


40% 


97.5% 


99.4% 


EFA203429 


SEP200910 


34% 


97.5% 


99.4% 


EFA203429 


SHA101871 


35% 


97.5% 


99.4% 


EFA203429 


SMU100535 


45% 


97.5% 


99.4% 


EFA203429 


SPN400383 


46% 


97.5% 


99.4% 


EFA203429 


SPY201346 


44% 


97.5% 


99.4% 


EFA203429 


VCH100292 


34% 


95.7% 


76.0% 


EFA203429 


YPS003132 


33% 


95.7% 


97.4% 


EFA203598 


ABA104077 


24% 


70.5% 


82.3% 


EFA203598 


EFA203598 


100% 


100% 


100% 


EFA203606 


EFA203606 


100% 


100% 


100% 




rtr I ZU14I4 


O/IO/ 

z4yo 


33.9% 


47.8% 


EFA203607 


EFA204825 


23% 


99.2% 


99.8% 


EFA203607 


EFA203607 


100% 


100% 


100% 


EFA203607 


SPY101254 


25% 


37.9% 


33.4% 


EFA203904 


BBU100284 


22% 


16.5% 


31.2% 
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Query LocusID 


Homolog LocusID 


Identity 


Query Coverage 


Homolog Coverage 


EFA203904 


CAC100454 


30% 


9.8% 


29.8% 


EFA203904 


EFA204186 


47% 


11.4% 


37.7% 


EFA203904 


EFA204183 


46% 


13.6% 


36.9% 


EFA203904 


EFA202631 


45% 


12.7% 


37.5% 


EFA203904 


EFA202629 


46% 


37.0% 


65.5% 


EFA203904 


EFA204185 


39% 


30.8% 


7.9% 


EFA203904 


EFA203904 


100% 


100% 


100% 


EFA203904 


HPY100177 


23% 


11.8% 


23.8% 


EFA203904 


LPN101476 


20% 


25.4% 


32.5% 


EFA204122 


EFA204122 


100% 


100% 


100% 


EFA204122 


HPY100361 


76% 


64.1% 


83.3% 


EFA204646 


BAN109062 


21% 


28.7% 


50.4% 


EFA204646 


BAN102928 


21% 


28.7% 


82.7% 


EFA204646 


EFA205116 


38% 


97.2% 


95.8% 


EFA204646 


EFA204646 


100% 


100% 


100% 


EFA204646 


MGE100429 


24% 


28.9% 


31.4% 


EFA204646 


SHA102595 


28% 


19.4% 


16.4% 


EFA205207 


BAN107825 


37% 


62.6% 


84.2% 


EFA205207 


BAN1 11609 


37% 


62.6% 


82.1% 


EFA205207 


CAC101019 


26% 


61.2% 


87.9% 


EFA205207 


CBO102919 


29% 


56.1% 


78% 


EFA205207 


CDF103744 


28% 


75.7% 


88.2% 


EFA205207 


CDP101251 


23% 


88.3% 


86.6% 


EFA205207 


EFA205207 


100% 


100% 


100% 


EFA205207 


EFM202104 


43% 


99.5% 


99.5% 


EFA205207 


LMO 100809 


35% 


75.2% 


91.4% 


EFA205207 


MAV103259 


25% 


100% 


99.5% 


EFA205207 


MBV100536 


25% 


100% 


90.0% 


EFA205207 


MLP100575 


29% 


41.6% 


42.4% 


EFA205207 


MTU202113 


25% 


100% 


90.0% 


EFA205207 


SAU801189 


. 33% 


95.8% 


94.7% 


EFA205207 


SEP200923 


33% 


88.8% 


95.9% 


EFA205207 


SHA100165 


34% 


90.2% 


88.5% 


EFA205207 


SMU100097 


31% 


88.8% 


90.6% 


EFA205207 


SPN401507 


26% 


68.7% 


77.7% 


EFA205207 


SPY201168 


25% 


81.8% 


84.9% 


EFA205225 


ABA102422 


70% 


94.4% 


93.2% 


EFA205225 


BAN103338 


86% 


59.7% 


100% 


EFA205225 


BFR1 00583 


66% 


100% 


100% 


EFA205225 


BPT100892 


69% 


100% 


100% 


EFA205225 


BBU10O168 


68% 


97.2% 


77.8% 


EFA205225 


BCE109557 


69% 


100% 


100% 


EFA205225 


BFU100382 


69% 


100% 


94.7% 


EFA205225 


BMA107769 


68% 


100% 


100% 


EFA205225 


CJU101496 


66% 


100% 


100% 


EFA205225 


CPN200690 


54% 


97.2% 


95.9% 


EFA205225 


CTR200589 


54% 


97.2% 


95.9% 


EFA205225 


CAC103209 


75% 


100% 


100% 


EFA205225 


CBO 100838 


73% 


100% 


100% 


EFA205225 


CDF104286 


75% 


100% 


100% 


EFA205225 


CDP100014 


75% 


100% 


100% 


EFA205225 


EBC100928 


71% 


97.2% 


97.2% 


EFA205225 


EFA205225 


100% 


100% 


100% 


EFA205225 


EFM200666 


98% 


100% 


100% 
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Query Locus ID 


Homolog LocusID 


Identity 


vr ti, m it i- i r , ■ 

i^uery coverage 


t v n f? ~ r?.„p -^rt ...n;. f?.i.ti « * 

Homolog Coverage 


EFA2052Z5 


ECO 100859 


OOO/ 

72% 




m 00/ 
97.2% 


brA205225 


HIN 100527 


7A0/ 

/0% 


07 7°/ 
y /.z/o 


C3 30/ 




JtirY 101280 


£10/ 
03% 


1U1//0 


1 AAO/ 

lOOyo 


brAz05225 


T/"TY\TO A1 1^1 

KPN301361 


/0% 


OO. 1 /o 


o< 00/ 
yo.yyo 


EFA205225 


T TYXT 1 AO 1 1 A 

LPN102139 


/COO/ 


1 AA0Z | 


00 /CO/ 

yo.oyo 


brAzODzzS 


T TV /?/"\ 1 A1 1 1 O 

LMU10111Z 


Q10/ 


1AA0/ 
lUU/o 


100% 


EFA2v5225 


MCAiGuz/3 


O/yo 


Q7 00/ 


AC AO/ 


EFA205225 


MAV101015 


75% 


1 AAO/ 

1UU% 


1 AAO/ 
100% 


EFA205225 


MBV100332 


75% 


1 AAO/ 


1 AAO/ 

100% 


tit? A ^Afl^f 

EFA205225 


* X"T T* 1 A t 1 Art 

MLP101199 


75% 


1 AAO/ 

100% 


1 AAO/ 
100% 


EFA205225 


MTU203415 


(ICO/ 

75% 


1 AAO/ 

100% 


1 AAO/ 

100% 


T7T7 A OrtCIOC 

EFA205225 


% A"/" , T? 1 r\f\ 1 o^ 

MGE100176 


■X CO/ 

45% 


QX /|0/ 

y4.4% 


AO 1 0/ 

y7.i% 


EFA205225 


x rn\Ti aa^" a A 

MPN 100644 


A AO/ 

49% 


AC OO/ 

95.8% 


OO CO/ 

88.5% 


TOT? A OAf^OC 

EFA205225 


. \T/*>A 1 AAOA A 

NGO 100894 


T1 o/ 

71% 


AO 00/ 

97.2% 


A/7 00/ 

97.Zyo 


TOT"? A OAC»Of 

EFA2Q5225 


"VT* rp^AAl AO 

NME200102 


010/ 

71% 


AO 00/ 


AO O0/ 

y /.z% 


ITT? A OA^OOC 

EFA205225 


T»X XT T1 A1 AO 1 

PMU101031 


£00/ 

68% 


AO 00/ 

97.2% 


AO 00/ 

97.2% 


EFA205225 


tvt» t* 1 ai o x o - 

PRT101847 


01 o/ 

71% 


AO 00/ 

97.2% 


AO 00/ 

97.2% 


EFA205225 


PAE202617 


000/ 

72% 


AO 0 0/ 

97.2% 


AO 00/ 

97.2% 


EFA205225 


PPU1 10129 


ooo/ 

72% 


AO 00/ 

97.2% 


AO 00/ 

97.2% 


TOT? A OAnif 

EFA205225 


T>CT"\/1 AOOOA 

PSY 108380 


Ol o/ 

71% 


AO 00/ 

97.2% 


AO 00/ 

97.2% 


TOT"? A OACOOC 

EFA205225 


OT1 A 1 A1 O OA 

SPA101389 


000/ 

72% 


AO 00/ 

y7.2% 


AO 00/ 

9/.z% 


brA20;>ZZj 


cnrvi aoqq/c 
MY lOzooo 


TOO/ 
/Z% 


AO 00/ 

y /.z% 


AO 00/ 

y / .Zyo 




C ATTOAOOOB 

oAU oOZZZo 


QAO/ 
OH/0 . 


1 AAO/ 
100% 


1 AAO/ 
100 70 


TJTJ A OACOOC 

b.rAZOjzZj 


o±irZ00Z4Z 


ooo/ 
ojyo 


1 AAO/ 

lUO/o 


1 AAO/. 
100/0 


brAZOjZZj 


QUA 1 AA<4QC 
oiiA1004yo 


ftio/ 
ojyo 


1 AAO/ 
100/0 


AO /CO/ 


brAzOjZZJ 


CNviT T1 AACO/C 


00% 


1 AAO/ 
100% 


1 AAO/ 

100% 


pp A OAOOC 

EFA205225 


CTYKTyl A AO 1 1 
SPN400211 


01 0/ 

81% 


1 AAO/ 
100% 


OA0/ 

80% 


TOT? A OACOOC 

brA205225 


arY200059 


O AO/ 

84% 


1 AAO/ 

100% 


1 AAO/ 

100% 


EFA205225 


npT> A 1 AAAA/T 

TP A 100096 


62% 


AO 00/ 

97.2% 


AO 00/ 

97.2% 


EFA205225 


T TT TTi i A AO C C 

UUR100255 


C CO/ 

55% 


100% 
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